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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15909 


46277 


A 


16000 


~> 


378 


GASPDLGGRVLGAGASAESPR 

GRPFGPSPLGGPPVPGCQCAAP 

SLRDPWGLWAPVLQMTGSYEF 

KLNQPPEDGISSVKLSPHTLPSP 

GLSPSWBT\SVRLYDV\PGNFM 

AVKYQVHTGARPGNGPF 


15910 


46278 


B 


16001 


83 


2851 




1591 1 


46279 


A 


16002 


296 


1186 


AENHPG PNLVVEGKMTAPERM 

KHESN Y LRGTIAEVN LNDGLTG 

GFKGANFLLIRFHGMYQQDDR 

DIRAERAEQKLEPRHAMLLRCR 

LPGGVITTKQWQAIDKF AGENT 

IYGSIRLTNRQTFQFHGILKKNV 

KPVHQMLHSVGLDALATAND 

MNRNVLCTSNPYESQLHAEAY 

EWAKKISKQLLPRTRAYAEIWL 

DQEKVATTDEEPILGQTYLPRK 

FKTTV VI PPQN DIDLH AN DMNF 

VAIAENGKLVGFNLLVGGGLSI 

EHGNKKTYARTASEFGYLPLEH 

TLAVAEAVVTTQRDWG j 


15912 


46280 


A 


16003 


225 


386 


GLC 1 PV VRSPCQLWGQKG PCM 

LRDEGRVFT*LSTKKNCPGNMR 

RKYETVDCRR 


15913 


46281 


A 


16004 


386 


739 


PLLIHWRFAT1EEADDHRJLAAG 
ARTFQ/PLCGPPQAQAVWR*AQ 
* FQFADRFPASRWRRASSGRRF 
SRSGRARRCQSVAKRRRQIHEC 
GRSTPDCRCRMRQQYRCCRDA 
RRYQNRAPRR 


15914 


46282 


B 


16005 


10 


1468 




15915 


46283 


A 


16006 


3 


1267 


GRSRR**PPSAVPHD\PAVQRER 

DTQSLSVIPMQIYNFSNTTHLT 

NHNTFLTFHKTFTAETFQHIGP 

QPTTDTPYHTAEAYCCQLVKLI 

RRQALRRCWQGAAILKCNSKP 

TNHCTS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15916 


46284 


A 


16007 


1 


1673 


MTP1CTVFRALSRLPDLWHRS1 

GTLTEALPQTDKRQEQIAVALT 

SYSGLYGLGYGSKEIQLTYSGT 

ESG1WPFPYSPNATHKGCGRHR 

FACPIAPHFLVIEPQSALGSCPSP 

VEVDPGGCVFGAJRLLVLRJDAP 

SFSRLLNTLASGESLQGGPGFV 

GVSKVYAFLVVRNPTGTPMFT 

GTFEIPKWPTFPJPPVFGRLGSF 

VLQLQGPRSPGQCEYDRELVSG 

SRSVSSCLLVLGTLHLLSYKDA 

GVDIDAGNALVGR1KGVVKKT 

RRPEVMGGLGGFGALCALPQK 

YREPVLVSGTDGVGTRRRLAL 

VLKRFVFIGIDLVAMCGNDLVV 

QGAEPLFFLDYYATGKLDVDT 

ASAMISGIAEEKSEILDGSKVSD 

GDVLIALGSSGLHSNGYSLVRQ 

ILEVHRAAADDVLSDADAVSW 

RAPYQTSSGLRKKINQGAVSFV 

F)I HI ^FVAOMVMvriPFr.ninv 

ULnLOC- v /av^ivi v IN I vjrr UUilJV 
v i cnonLn r uoiv V WL 1 ovjIKJN 

APTWLLRAKKVIIELNHYHDPR 
VAELADIVIPGAASRRNNGS1FH 
AMDRLGNPHVQ1DPEK\IVAVV\ 


15917 


46285 


A 


16008 


425 


595 




15918 


46286 


A 


16009 


315 


721 


QCFRALGGHRRIADRGENIQV 
WIEPGC/INDLLKWLNALDEKY 

RSRf VW A R^QkfKIQI PACPAxru/ 
l, Cr i VI i>i j n jvi_« o IV \j u L, rL I Ivrl L, 1 1 ivl E,I 

SLAGGIGIFTLVFFTLPAYAIRW 
LPR 


15919 


46287 


B 


16010 | 


652 


858 




15920 


46288 


A 


16011 


238 


2526 ] 




15921 


46289 


A 


16012 


21 


522 


I PCCRSTRKTSG AGLSITSEQRR 
AAVSRISVTSSLLASAG/VRYRQ 

HH ARDRVRERPVDKL/PR* *TPC 
SARI SI YGPSR*WW/MA PVI TP 

VTLPVRSRIVTVSPMRIGFSNRII 
RPEIKL A K 1 SCKPKPRPTPS A AT 
SHCNFDHS1PIIEKPTSPPISISRY 
LVMVVMA 


15922 < 


16290 


A 


16013 


2 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15923 


46291 


A 


16014 


1 


1734 


MVNGCDSTNASSYANVNGCDS 

TNASSYANGERCDSTNASSYA 

NGQRVRSTNASSYANGERVRL 

DNASSYAIGERVRLDERTSYAN 

GERVRLDER1LLANGDRVRHHE 

R1LERKATFNNSGTTCCRAVYS 

RVSAMTAPDKAFTPHRQRCRLP 

DATLARLIRPQIPAPSVGRIRRL 

RRJGNSANCLMRRLRVLSGHKF 

PHHPSMPNVSANGYRSFPFMAS 

YMTPFFGYLTAWSYCLCGCRW 

G SLKSPPL A LCPVL VPG DG A V D 

TR1DAVALVALANLAA VRLYA 

KSSSAAGI1NFVVLTAALLAVT 

AACTVATYALRTGKNRQYRA 

MQSFRRSSIDNRVDTFFKGTGA 

LGISVTVIAVTCKSRLVYPIPVY 

TGLSLPQRPAVVKVNEGSMET 

KDLIVI/GAGINGAGIAADAAGR 

G/LSVLMLEAQDLACATSS/ASS 

KLIHGGLRYLEHYESACEALAE 

REVLLK/MAPHIAFPMRFRLPH 

RP/HLRPAWM1RIAENIS/DFVEP 

KLCLPRMGTRESVLPGVCRNY 

ESTITSVISVSPCERDMANYVPR 

HSAGYRRRFYPMTQPIKDAVEP 

VDQDWKAGKEMAASRS 


15924 


46292 


A 


16015 


1 


5895 




15925 


46293 


A 


16016 


170 


371 




15926 


46294 


A 


16017 


216 


477 




15927 


46295 


A 


16018 


2 


263 




15928 


46296 


A 


16019 


1 


2862 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15929 


46297 


A 


16020 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEV1LRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQM1AQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRD1C 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHL WAGFGKVA I IG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRJLPQS 

VLDAEIAR1EKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

/\1VIU V 1 LIv V LUL^/A V 1 C V A K. 

PPT HPPP A CPk' CFTC A DEI r'l/cii 

LAjr 1 rVAVtuNK.V 1 r K>HCjDLK 

TA PPT n\/A HI^DMI^C APXIUD ' 
I S\r r L.KJ V AIJJsJvNKoAUNHr 


15930 


46298 


A 


16021 


62 


329 




15931 


46299 


B 


16022 


289 


334 




15932 


46300 


A 


16023 


1 


2991 




15933 


46301 


A 


16024 


418 


3156 




15934 


46302 


A 


16025 


1 


2169 
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SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15935 


46303 


A 


16026 


800 


2406 


SSRRMFPPAIRLLL1CLPARRWK 

SAL/GEEQLQNLQHISQEMGISP 

SLFSTQPLWQIAMVLQATQAQ 

KLGLRAEYGIDYQLLQAAKQQ 

HKPVIELEGAENQIAMLLQLPD 

KGLALLDDTLTHWHTNARLLQ 

QMMSWWLECEGGERERIFPVS 

KRMGKKLDAVFGDNHTASLTE 

TEEYRKSQVHFCICDKRERSSG 

NYQSIQGCRSAAFFIPSNSTRTK 

RGESMYRMDKLTTGAAYGAS 

AGSILNGMLNAYSPEQWNAIG 

VLTTAAAGAEMNPTLRNKLVG 

A1VGGSGA1TIAAVMLGNADGL 

EGRRYYAYQDVVGVWTVCDG 

HTGTDI RRGHRYTDKECDNLL 

KADLRKAIIYISGYSGTNGIRDS 

LLFSSLWLIPVFLFPKRIKIIAAVI 

GVAFSRFIASHLAVAFESDPEAE 

IRQLNSRRVELERALSNHENDN 

QQQRJQFEQ A K EG VTA LNRI LP 

RLNLLADDSLADRVDEIRERLD 

EAQEAARFVQQFGNQLAKLEPI 

VSVLQSDPEQFEQLKEDYAYSQ 

QMQRDARQPGVCP 


15936 


46304 


A 


16027 


2336 


3105 


HGNA1ALIASQTWRDHPVDLLL 

SLLVQSLT/GRLRELNQSLQKEL 

ARNQHLAERLLETEESVRRDV 

ARELHDDIGQTITAIRTQAGIVQ 

RLAADNASVKQSGQLIEQLSLG 

VYDAVRRLLGRLRPRQLDDLT 

LEQAIRSLMREMELEGRGIVSH 

LEWRJDESALSENQRVTLFRVC 

QEGLNNIVKHADASAVTLQGW 

QQDERLMLVIEDDGSGLPPGSG 

QQGFGLTGMRERVTALGGAFH 

ISCLHGTRVSVSLAQRHV 


15937 


46305 


C 


16028 


1 


1374 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib»e nucleotide insertion) 


15938 


46306 


A 


16029 


1298 


2896 


GAFTCCATAGGCMNIRRKNRL 

WIACAVLAGLALTIGLVLYALR 

SNIDLFYTPGEILYGKRETQQM 

PEVGQRLRVGGMVMPGSVQR 

DPNSLKVTFTIYDAEGSVDVSY 

EGILPDLFREGQGVVVQGELEK 

GNHILAKEVLAKHDENYTPPEV 

EICAMEANHRRP/ RPSIMMPEIG 

NGLLCLALGIALLLSVYPLWGV 

ARGDARMMASSRLFAWLLFMS 

VAGAFLVLVNAFVVNDFTVTY 

VASNSNTQLPVWYRVAATWG 

AHEGSLLLWVLLMSGWTFAVA 

1FSQRJPLDIVARVLAIMGMVSV 

GFLLFILFTSNPFSRTLHLAYPN 

RCQPINWRGRHLVWYLLLFVIS 

L WLQLGLPDELSRFTPFCL A LPI 

I A L A WH YG WQG ALI ATLMN A I 

ALIASQTWRDHPVDLLLSLLVQ 

SLTGLLLGAG1QRLRELNQSLQ 

KfcL A KNQHL AERVLETEQS VR 

RDVARELHYDIGQTITAIRTHA 

GIVQRLAADNASVKQSGQLIEQ 

LSLGVYDAVRPLLGRLRPAQLD 

LrL. 1 \Lb(^)AIPL J 


15939 


46307 


A 
/V 




i j 


977 


K 1 oyiCA PLO LA RGGERTxS RTA 
KNFOYEEMLSELEA/HRRG/WL 
KRV*PRMFCLPPEAI VFTFTAOI F 
DAPSQIMPLTSPIILLIAIEMGS 


15940 


46308 


A 


16031 


1 


2916 




15941 


46309 


A 


16032 


1 


2862 




15942 


46310 


A 


16033 


1 


3099 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15943 


4631 1 


A 


16034 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQG SNLSGPFL 

RVRAGESIKFFNVLLADTPGLD! 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAG1CCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSAL1IGGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


15944 


46312 


A 


16035 


367 


849 


NNFCSTTSHHGQHHHTDHRCG 

EQNVCHRDAICQTLFRTTKDDS 

NFICLIEAQSACHKDVNYNHDS 

QKNAADHHDKQQ*SPANFMPD 

TINDGFAERCINHQQNGRLVSF 

RN PFFIA RH PVTN PRPG KM PQH 

KRQQQLQHNFTDLLKAAPCTV 

NIHHQTNQQW 


15945 


46313 


A 


16036 


I 


1066 


MHQRPRTRNAVEQHRFSRQLY 

YALHAFE1TIPPLRMRRGS1PAL 

VNNKLRSLEKRFSTRLKIDDDA 

LARLVSCAWPGNDFELYSVIEN 

LALSSDNGRIRVSDLPEHLFTEQ 

ATDDVSATRLSTSLSFAEVEKE 

AIINAAQVTGAFPWWLGDVKL 

TIPLTLGMVAAALTDLDDRLAG 

RLRNLIITLFCFFIASASVELLFP 

WPWLFAIGLTLSTSGFILLGGLG 

QRYATI\AFGA\LLNAIYTMLGT 

SLYEHWYQQPMYLLAGAVWY 

NVLTLIGHLLFPVRPLQDNLAR 

CYEOLARYLELKSRMFDPDIED 

QSQAPLYDLALANGLLMATLN 

QTKLSLLTRLRGDRGQRGTRRT 

GIL 


15946 


46314 


A 


16037 


1 


951 




15947 


46315 


A 


16038 ; 


576 


669 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Lfnknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15948 


46316 


A 


16039 


1 


1047 




15949 


46317 


A 


16040 


2 


425 




15950 


46318 


A 


16041 


148 


1052 


RARRGVSVKAKKQETAATMK 

DVALKAKVSTATVSRALMNPD 

KVSQATRNRVEKAAREVGYFP 

QPMGRNVKRNESRTILVIVPDIC 

DPFFSEIIRGIEVTAANHGYLVLI 

GDCALQIQQEKPF1DLUTKQ1DG 

MLLLG SRLPFDA S 1 EEQP N LPP 

MVMANEFAPELELPTVHIDNLT 

AAFDAVNYLYEQGHKRJGCIA 

Orth,Jvl 1 VLCH YKJLQG YVQALRR 

COIlVlrL,Kjr 1 Abu VC^JblDY KDIA 

TLKN Y ITESGG VTEL I HFF 1 A E Y 

SDNQRANAGGGVEDEDIEVLES 

LRLNENHAIKERCRS 


15951 


46319 


A 


16042 


3 


741 




15952 


46320 


A 


16043 


237 


1542 


FHRLWTGRFLPSPPSRRGTDNA 

AGRTKMPPSPVIF/WFALAQFV 

GVKHSRSIPFAAVRSHKARIRSI 

SRSDVATSILPQLS*RMPF*SQK 

ALVARFPARQNCAFRLPGV*/L 

DPG MDHA A V V A RL VTG RGG I V 

WFGRDFYRSVDD1HFGAWGDL 

AKECFDIVIPQTNTARTYPHAN 

AEIGVRTMKQINAA1GRQTNRM 

MAHWVIRSSRHYRRQLNSLCF1 

TGADVCRWFPQHIVPGRDSVA 

H V V VQH V IT YRL L RG LLHFAG 

DGGVNAITVFIGTFAITVIHLLA 

HHFAQVRRRESNLRRVIVSVNR 

LSACLIELLLGDIPFIQHPRQHD 

V 1 rKLHj 1 InKVtKVbuORKrRQ 

DnVLID LI1T\/AD Ai \/r\nrpnrvi 

"O Y HiCHr V^K^LVUKr SblDLC 
RSTDTIGAVTKVNLVQ1KLEDL 
VFRQQLFNANREEDFLNLTHQR 
AFWTEEEVSRQLLGNGTCPL 


15953 


46321 


A 


16044 


1 


1059 




15954 


46322 


A 


16045 


104 


349 


RSAASPWKTRKALVCCSAVVIS 
PALKISMIVTISVQAHG*LRKGS 
GVKAALSWWKFQPTMKPTITS 
SLTGRRiSCRSRVKR 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


15955 


46323 


A 


16046 


1056 


2373 


GPRLVQRSDHRPHDANYRQYL 

AGLSVHDDPLHGLAEVTIPDDL 

YEASAMDGAGPFQNFFKITLPL 

LIKPLTPLM1ASFAFNFNNFVLI 

QLLTNGGPDRLGTTTPAGYTDL 

LVNYTYRJAFEGGGGQDFGLA 

AAIATLIFLLRJPRRTTALQGMR 

SNLNMESSRWARANRRLKAIN 

TLSLTLITQSCETYLIQNTRPELI 

TDTFREFFDTPVETAQDVHKQL 

ICRLRRVIAWTGERETPVTIYSW 

VAAATRYQLLKRGV1SNTKINA 

TEEE1LQGEPEVKVESAERHHA 

MVNFWRTTLSCILGTLFWLWT 

GWTSGSGAMVMIAVVTSLAM 

RLPNPRMVAIDFIYGTLAALPY 

GGGRPVAVGVFYGGCYCTRDG 

LTRA PPPN A A PTA A RYG PRTTP 

RTLRKGITDVRCEKRHHQRQA 

RNAGYQTVFSDLDRLRHPALR 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15956 


46324 


A 


16047 


1 


2581 


MVLMGLAQN1WQFLILRALLG 

LLGGFVPNANAL1ATQVPRNKS 

G WALGTLSTGG VSGALLGPM A 

GGLLADSYGLRPVFFITASVLIL 

CFFVTLFCIREKFQPVSKKEML 

HMREVVTSLKNPKLVLSLFVTT 

LIIQVATGSIAPILTLYVRELAG 

NVSNVAFISGMIASVPGVA ALL 

SAPRLGKLGDRJGPRXILITALIF 

SVLAVIPIRHFEMRSKESRPSAW 

VTPKGEWGKGSVELVEIPTNDE 

TNDN I V A Y WTPDQLPEPGKEM 

NFKYTITFSRDEDKLHAPDNAW 

VQQTRRSTGDVKQSNLIRQPDG 

TIAFVVDFTGAEMKKLPEDTPV 

TAQTSIGDNGEI VESTVR YN P V 

TKGWRLVM R VKVKDA KKTTE 

MRAALRVWNKPGQNHQHLGN 

GFYGQVYGGYLETMFGGAGAE 

VLYRPLDSNWAFGLDANYVKQ 

RDWRSAKDMMKFTDYSVKTG 

HLTAYWTPSFAQDVLVKASVG 

QYLAGDKGGTLEIAICRFDSGV 

VVGGYATITNVSKEEYGEGDFT 

KGVYVSVPLDLFSSGPTRSRAA 

IGWTPLTRDGGQQLGPGYTDLL 

VMYTYRJAFEGGGGQDFGLAA 

AT ATI ICI I \/AINyfCDT I AvIA/A/ A ie 

AIA 1 Llri^L VAlMrrJLLM V VAlo 

I DH/^xipa Tnci t ncnic \i/t\li wris 
LKv^OINr A 1 OaLlrril^ib WL)H WK 

LALGFSVEQADGRITPPPFPVLL 

WLWNSVKVAGISAIGIVALSTT 

CAYAFARMRFPGKATLLKGML 


15957 


46325 


A 


16048 


1 


765 




15958 


46326 


A 


16049 


869 


1012 


MAISFMMSCFVT*VAANSAILL 

SMSWRA*SNSNGP*LANSILLS 

AAC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15959 


46327 


A 


16050 


1 


1854 


MTLSCNSTDFEKTVTSVPALPD 

VVSDSDMSLNALSVTLADNVQ 

LSFRRDSYSGQPSVIYTTPQRPT 

AGSEDAPVWPEAFTEDVRHNR 

PPYPVIPRATRPACLARERMAM 

YMRPQ1KTIGKAPAEEALSNPR 

MQGPQLSSASTIPVTPFHWLFG 

SHAAGHFSQHAHRTALTGHFS 

HLATTLKGLALEGNAIFTITRFT 

RPYGHKNTTPHSPLCSAPHSPIF 

NSRRKVYGQHGPQWWAFIHSH 

RPGGSSHSSILHCFALVCPGLVV 

QRDTPH PI I RPALCPPI Al AFSLSL 

WLGNPSFPSGTQHLQGPKTFQQ 

QASPSSKVCPKRLICTV1PQQRV 

ASHHHFHGFTNRYYQLGLPVQH 

CTLQGVIRATHFIPRTARNQISH 

VSWGAGPAHSDSQGKQDLE/H 

EPIKPLDNSEKASKV/SQALETV 

TTTA EK VQRQ/P VI AHLI RATER 

FNDR/LGNQFGGFVLAS/HPMLL 

QDIFDKILQNIS/DPTLAATLKNT 

rNTAVHSHLVPAGADGIFLLLRP 

FDAVCAAWIATAEYKDYPGMP 

GKTHLKIRLMRRERLIGIRFYSG 

LLPGTKAPYSRTLAFKRVLHTA 

LSLHLGLGKTCTTGFELCSLTLL 

EY ASN AFTY WPD WH INRJKNK 

N 


15960 


46328 


A 


16051 


249 


724 


EKVKKTQRKEIENVTNITGVRQ 
IELWRRDDLQHPRLDEVAEEVP 
VALVYNG1SHVVMMASPKDLE 
YFALGFSLSEGD/IIESPRDIFGM 
DVGVPCACNGLEERKRALDG/R 
TVAGCGVCGVEQ/LLNDIGKPV 
QPL\PFTQT/FDLNKLDDALRHL 
NDFQPVGN 


1 <\QA 1 
J DVO I 




A 
/\ 


1 60S? 


71 


408 


RYLSTASQTNSIQIGAGLSRSRA 

FTTFGSKG1LLSHTSVFIPRDRCT 

SFSMMPTCSASLTSHCPFQMTS 

LLSSHHP/FKKICKFGT\KTGHCL 

CPSLNCLPCCFSQIMVIKQVIL 


15962 


46330 


A 


16053 


668 


905 


CLHVLHHLTSHCPFQMTKPYST 
IHFLPRMTSLLSSHHP/FKKKKF 
GTVKTGHCLCPSLNCLPCCFSQI 
MVIKOVILEKKKK 


1 5963 


46331 


A 


16054 


834 


1057 


ARjLLFMDLLDERTLVAVERPLX 
VTSLLSSHHP/FKKKKFGTVKTG 
HCLCPSLNCLPCCFSQIMVIKQV 
ILEKKKKTK 


15964 


46332 


A 


16055 


1 


101 1 





2062 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



si;q id 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15965 


46333 


A 


16056 


191 


631 


NLLRGNKMATQSSPVITDMKVI 
PVAGHDSMLLNIGGAHNAYFT 

tvlNJ V V L 1 LIIN AUH 1 OlOb 1 FOOD 

VIYQTLVDAMPMVLGQEVARL 
NKMVPQVHKGNQAADFDTFG 
KGAWTFELRVEAGAGLEARLL 
DLLGKALNVSGCELLGHGS 


15966 


46334 


A 


16057 


z. 




OAKy^Kr VLIAuurP ? QLL*T 
NAV1GREFRNVQECIGLHTAGF 
ANAVTKHFGKCA1ALHNMAFR 
JbUNHKbVbM VNGNTnQLSGLFF 

I r> x_i r?\/ a /•* i dvad f\\ j ixirni pah 

LK.Hr Y AOlFYC^KQVINrPLGAH 


15967 


46335 


A 


16058 


736 


Q1A 


KVM rKA 1 Vj I Vr^KUYPLoVVA 

Tr , *Dr\CCLJTVT CA7DT\/iI/*\ / * \ ft 

lu^rUirH 1 YLrVRJ Y*K*V*VL 
AYLNI K^lNUUDrP 


15968 


46336 


B 


16059 


17 


1699 




15969 


46337 


A 


16060 


3 


440 




15970 


46338 


A 


16061 


1 


564 




15971 


46339 


A 


16062 


j 


1 UDZ 




15972 


46340 


A 


16063 


203 


425 


LNNWHSWLLHMMCLMKVAN 
CFRS*DRRELAVSAFFVLL*AM 
RLRRSSSGFLANLAHLQKMKL 
NSSTYVPPTKH 


15973 


46341 


A 


16064 


40? 


7 1 ^ 


Ku VAlbLUt^bKbHGYIHrQVAQ 
REPEILG\DS1KAVRWCSLHGRL 
M***M*RDLKQWPSAPEA*VSL 
GTLCVIGQKAVGSLALMSWEP 
TPRPMGLLSTSRTLYS 


15974 


46342 


A 


16065 


944 


1305 


LPLWFISALRLAG1AVWCVLST 

O r fcl^ I KJvl i KA r U LbDRQS AL/F A 

ADAEDTGKKNMRVAR/IDARF 

DPTIGWPSSLGLLFSNRTPWVPF 

PFFFQVPQ\LHTFIRGILIWKTFP 

FWIFPFPASSW 


15975 


46343 


A 


16066 


1 


756 





2063 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075(167 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15976 


46344 


A 


16067 


50 


I 191 


CLTIAVFFPAPQCPEMFSIPCHT 

ARDGERAASM1QDYIFCFFSASF 

MKLKPERMHSHERAQTSDMLK 

DCRRHLPIGILMAGGMFAVLRK 

KHQGQTFIERPRJSLTCMLPSW 

ATFLWLFTRIGQVLVTCLLMSR 

ECFVNE/VQVIATVVSVNPQVN 

PDI VAM IG ASAALSLSG1PFNGPI 

GAARVGYINDQYVLNPTQDEL 

KESKLDLVVAGTEAAVLMVES 

EAQLLSEDQMLGAVVFGHEQQ 

QVDSRGSPIKGNRTCDNYIVIEG 

LIDYVNDM1ENVSEEAFCVENR 

IMRHSDHHSCIVVRCLSLFALD 

LVLVV1AVSVVNPCLLEVTRLR 

AASIVSQPNLNISDTWG1GA1LY 

GAYTCSCIADPHKMMSSGPMY 

SHSCVEK 


15977 


46345 


A 


16068 


401 


1518 


LILFMST/ALLDAVVKKNRVRLI 

PYMLALYVLAFLDRSNIGLAKQ 

TYQIDTGLSNEAYALGAGIFFV 

VYAFLGVPANLLMRKLGARTW 

IGTTTLL WGFLS A AMA WADTE 

AKFLIVRTLLRAAEAGFFPGMI 

YLTSQWFPQRNRAS1MGLFYM 

GAPLALTLGSPLSGALLEMHGF 

MGHPGWFWMFVIEGLLAVGA 

GVFTFFWLDDTPEQARFLSKQE 

KTLLINQLASEEQQKVTSRESD 

ALRNGRVWQLAIIYLTIQVAVY 

GLIFFLPTQVAALLGTKVGFTA 

SVVTAIPWVAALFGTWLIPRYS 

DKSAAKRYTRPHRECGYFSAPY 

HPPKKVRNMAPHSGPGPICL1RL 

RVRVRPNLGIEVYKHDSPPNNA 


15978 


46346 


A 


16069 


283 


822 





2064 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15979 


46347 


A 


16070 


1 


1400 


MTDL1QRPRRLRKSPALRAMFE 

ETTLSLNDLVLPIFVEEEIDDYK 

AVEAMPGVMRIPEKHLAREIER 

1ANAG1RSVMTFGISHHTDETGS 

DAWREDGLVARMSRICKQTVP 

EM1VMSDTCFCEYTSHGHCGV 

LCEHGVDNDATLENLGKQAVV 

AAAAGADFIAPSGAMDGQYDV 

FVRNENYWGEKPAIKKITFNVI 

PDPTTRAVAFETGD1DLLYGNE 

GLLPLDTFARFSQNPAYHTQLS 

QPIETVMLALNTAKAPTNELAV 

REALNYAVNKKSLIDNALYGT 

QQVADTLFAPSVPYANLGLKPS 

QYDPQKAKALLEKAGWTLPAG 

KDIREKNGQPLRIELSFIGTDAL 

SKSMAEIIQADMRQIGADVSL1 

Ot-bbbbl Y AKQRDGRFGMIFHR 

TWGAPYDQRPSQSKRVRQR*F 

QAQQD*MKKPTQSKWNRATR 

VRGGREILTKFVLTAPLKWLKR 

SNSRRVSFAG 


15980 


46348 


A 


16071 


592 


1427 


IPIGVTPCFSTLRRTLFALLACAS 

FIVHAAAPDEITTVAWPVNVGPL 

NPHLYTLNQMFAQSMVYEP\LV 

KYQADGSVIPWLAKSWTHSED 

GKTWTFTLRDDVKFSNGEPVVD 

AEAAAENFRAVLDNRQRHAW 

LELANQIVDVKALSKTELQITL 

KSAYYPFLQELALPRPFRFIAPS 

t^rKJNHh, I MNGIKAP1G TVQPWN 

L^t5RLNyYH(jrORNbNYWGE 

KPAIKKITFNVIPDPTTRAVAFE 

TGDIDLLYGNQRLLPLDTFARF 

SQNPVYHTQLSQJWNQ 


15981 


46349 


A 


16072 


1 


1071 




15982 


46350 


A 


16073 


585 


1072 


RPARDVPLPIRGLQPSLRGPQQL 
PEKPAVEVRLDKWLWAARFYK 
TRALA\REMIEGGKVHYNGQRS 

\( P^k' T\/PI XT ATI Tl DAPXinCDT 

VIVKAITEQRRPASEAALLYEET 
AESVEKREK\MSPRG PPFVG AP 
KNPRGFLKLNALTMPHPDRRP 
DKKERRDLLR 


15983 


46351 


A 


16074 


36 


356 

1 
( 


ASHTLARKSC*S/PSLLYQENQA 

hTKQMPASELKASElPFHPSIKTQ 

DPKAEEKSPRSKR*L*QRQVLP 

DPAADLSVKPPGPLMLPLCYLS 

3PADITVLKASQDGL11A 



2065 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15984 


46352 


A 


16075 


1 


2111 


MNTPLQSAHTHLTLVEFIAYLV 

SDSPFPAASTLSLPTCNFDPCPT 

KLGAGTMPPAAAGGQRRPHAA 

PPAAYPHRNKVRAAEARTSRA 

VRREYEAGDEASGRRGRGGRM 

KSVQNARADRGMWVRERRAV 

VRGQENTVVVFAAAASPESDFL 

QIVLRDIAREMVPEYKSDLQPR 

TQMDAKKPRKCDLTPFLVLKA 

RKKQKFTSAKHLWVQRKGKG 

VEDHADWQGQIWVGVEGKSA 

EGQGLNLTGAFNRSPENKVSPQ 

GPALNALEIDSSYLDPQALALP 

QGWQGLLFPPLLGTELVGSKLS 

VQIQKPPSNIKNSRMTQVFHKN 

TSVTSLPFVDTKGKKMTVSFPHI 

SKKVLLKSSLLYQVSADGLDPE 

KAGERPGFSPKPVLERPRIVGKS 

TVAAEEENQAHMQMPASELKA 

SEIPFHPSIKTQDPKAEEKSPKK 

QKVTLTAAEALKLFKNQLSPYE 

QSEILGYXPELWFLGLEAKJCLDT 

APEKFSKTSFDDEHGFYLKVLH 

DHIAYRYEVLETIGKGSFGQVA 

KCLDHKNNELVALKIIRNKKRF 

HQQALMELKILEALRKKDKDN 

TYNVVHMKDFFYFRNHFCITFE 

LLGINLYELMKNNNFQGFSLSI 

VRRFTLSVLKCLQMLSVEKIIH 

CDLKPENIVLYQKGQASVKVID 

FGSSCYEHQKGHLPSRLRSAVT 

TTSM1LNKVLRFSEPKLPHLQFE 



2066 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15985 


46353 


A 


16076 


28 


1327 


GYKMPVITLPDGSQRHYDHAV 

SPMDVALDIGPGLAKKPLVIRQ 

GAAGLMAKLVDACDLIENDAQ 

LSIITAKDEEGLEIIRHSCAHLLG 

HAIKQLWPHTKMAIGPVIDNGF 

YYDVDLDRTLTQEDVEALEKR 

M H EL A EKN YD V I KKKVS WHE A 

RET F ANRG ES YT V\SI VEENS AD 

DDKPGLYFHEEYVDMCRGPHV 

PNMRFCHHFKLMKTAGAYWR 

GDSNNKMLQRJYGTAWPDKJCA 

LNAYLQRLEEAAKRDHRKIGK 

QLDLYHMQEEAPGMVFWHND 

G WTI FRELE VF VRSKLKE YQ YQ 

EVKGPFMMDRVLWEKTGHWD 

NYKDAMFTTSSENREYCIKPM 

NCPGHVQIFNQGLKSYRDLPLR 

MAEFGSCHRNEPSGSLHGLMR 

VRGFTQDDAHIFCTEEQ1RDEV 

NGCIRLVYDMYSTFXGFEKIVV 


15986 


46354 


A 


16077 


1692 


1776 




15987 


46355 


C 


16078 


1 


1341 




15988 


46356 


B 


16079 


83 


373 




15989 


46357 


A 


16080 


2 


64 




15990 


46358 


A 


16081 


1695 


2293 


EMISNPFIPSS1LPLAK1RNIGIMA 

HIDAGKTTTTERILYYSGYTRSL 

GDVDDGDTVTDFMAQERERGI 

TIQSAAATFEWKGYRVNLIDTP 

GHVDFTLEVERCLRVLDGAVA 

VFDASAGVEAQTLTVWRQADK 

HNIPRIWFLNKMDKTGASFKYE 

VITISSLQKSGITKLCFFCVLKLV 

SQERCQASKCNK1EGQRFNQ 


15991 


46359 


A 


16082 


1 


2901 




15992 


46360 


A 


16083 


1196 


1740 


FWLKAMPT1VTASPRWFSC/LR 

EIRSAASAIASTAIQQAIARPSTV 

IATTLLSNSHGNSSDSTSVEMK 

AIINKLRILRGRSRPQRTRGPTPS 

SSANGTISQVNMVLKNGSPIEIL 

PSPSCLCTNGSSVPSNTTSIAAT 

SKTLFANSKDSRDHSALFTRER 

TLCPRAANSSSEPANHQHHKGE 

D 




H 0_>0 1 


r> 
D 




4y 


398 




15994 


46362 


A 


16085 


378 


566 




15995 


46363 


A 


16086 


1 


2184 




15996 


46364 


B 


16087 


311 


4963 




15997 


46365 


A 


16088 


12 


335 




15998 ! 


46366 


A 


16089 


1034 


1400 





2067 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SKQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
0«)/540,2l7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15999 


46367 


A 


16090 


1767 


2973 


SGARRLAG*KPGNAVSAAPFYP 

Y A RP V/S M I S PM LI PC * C W KC/D 

PAAKRQFRERTAVRCVAQFVD 

VGKL1PFWGLCVGIYATNSAET 

FLHRVVQLLNDSVEHTLQDAIT 

IRDEDFTATPSPADEVAYIQLSG 

GTTGTPKLIPRTHNDYYYSVRR 

SVEICQFTQQTRYLCAIPAAHN 

YAMSSPGSLGVFLAGGTVVLA 

ADPSATLCFPLIEICHQVNVTAL 

VPPAVSLWLQALIEGESRAQLA 

SLKLLQVGGARLSATLAARIPA 

E1GCQLQQVFGMAEGLVNYTR 

LDDSAEKIIHTQGYPMCPDDEV 

WVADAEGNPLPQGEVGRLMTR 

GPYTFRGYYKRSSVLGKGSDCS 

FGVFLPGLLPSASSVRRDSNVSI 

RNVVSLINSSRWKSGFTWHDN 

VLQLDGSFPLT 


16000 


46368 


A 


16091 


845 


1920 


YPMMRK/RLMKLWREAKALHS 

DPFEPWASUEDADKAKSSKQA 

RGRGGFVRSSWQEVNELIAASN 

VYTIKNYGPDRVAGFSPIPAMS 

MVSYASGARYLSLIGGTCLSFY 

DWYCDLPPASPQTWGEQTDVP 

ESADWYNSSYIIAWGSNVPQTR 

TPDAHFFTEVRYKGTKTVAVTP 

DYAEIAKLCDLWLAPKQGTDA 

AMALAMGHPPERESGRYRLIPV 

PASGYPPDPAPEWDQFPHVHEL 

CDTANGCPLPELASPAGYTSSIN 

RVSTCVSTLAKSSYRSRVRVKR 

LRRRFNGGVHFRRVVAVVIDQ 

HC RTA FTIH WLQREFTEEI KTAT 

SPLEAFKRPQNSLVVNALFRSN 

RNAAAAFSAL 


16001 


46369 


A 


16092 


1 


209 


VSFMIIAALMMMGIDTGWLLV 
AAGFVGA1V1AS/ARPGRNSKRL 
IALISAIGMSIFLQNYVSLTEGSR 
DVA 


16002 


46370 


A 


16093 


194 


657 


CLDHLRAVQSLRLPLSVPAAM 

RPGAAIGYTMVYGIIGMIN/FAH 

GEVYMIGSYVSFMIIAALMMM 

GIDTGWLLVAAGFVGAIVIA/S/ 

AYGWSIER/VAYRPVRNSKRL1 

AL1SAIGMSIFLQNYVSLTEGSR 

GLATEMFLEKGDNGTEDGRAR 


16003 


46371 


A 


16094 


1 


3303 




16004 


46372 


A 


16095 


3 


5071 




16005 


46373 


B 


16096 


144 


326 





2068 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 OUUO 


4oi /4 


A 


1 6097 


282 


599 


IPVSISGCHLAGAGTQTASGVP 
VHPHGHLAHQRQSFIGNTKTEC 
WPISSVPPHHW*A**TDIGAGSG 
DDQRVLDVWWN WRTKE*P*W 
W*PTNGLCRKVANRQAAR 


16007 


46375 


B 


16098 


1 


276 




16008 


46376 


A 


16099 


812 


1084 




16009 


45377 


C 


16100 


1 


1608 




16010 


46378 


A 


16101 


173 


504 


SADSKPVLPRTSASLVSASCSTR 

CGLRQASMESNNLTMVFGFSIG 

KVWMRS*NSATSLAKSRISFGT 

RRRWHSCSTN/SNTRRAMTMM 

TRPEFWRRQPCGLSIAAIESVIK 

V 


16011 


46379 


A 


16102 


1 


816 




16012 


46380 


A 


16103 


742 


1182 


PAF1ECSKAQENNHKGNCYQSG 

SLVSR*AFLIRHTRPVITNARR*F 

♦RKVFHQRHGIAGTGSWRGFPL 

NLH*RQTVVA FQSRRAIHPM * S 

GKGREWHHFAVGAADIKFIDIF 

WQHTEFGIRLNTRRAMTMMTR 

PEFWRRQPFTEIVA 


16013 


46381 


A 


16104 


550 


884 


KRYGMAASFHSGEITTHRTPAP 

W KlV] V Vlvibr AKc>IvlAHL)LAQ 1 A 

WRG/APRPLPDTLATMTPQAY/ 
NSIQYDAEKSLWHNVE/NRQLD 
AQFFHMGMGFRRRTLWAGITN 
AQVCGWTA 



2069 

BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possihle nucleotide insertion) 


16014 


46382 


A 


16105 


2363 


2856 


M LTL WSSPTTTRRWRW A ASSV 

ANTLA*MTLSMAAMLSPQVDV 

RFATLCHDLGKGLTPPELWPRH 

HGHGPAGVKLVEQLCQRLRVP 

NE1RJDLARLVAEFHDLIHTFPM 

LNPKTIVKLFDS1DAWRKPQRV 

EQLALTSEADVRGRTGFESADY 

PQGRWLREAWEVAQSVPTKAV 

V E AG FKG V E I REELTRRR1 A A A 

SDTIPQLNEHD1HRRRHNKAIN 

GERDQRNALNQLQEGFNRYQR 

HHKSGDQPNGKHRDIAACQEA 

PALVEIERJ^CAHHHRHRQQERK 

SEQHAARFGIANGDLVRVWNK 

RGQILTGAVVTDGIKXGVVCV 

HEGAWPDLENGLCKNGSANVL 

TAD1PSSQLANACAGNSALVYI 

EKYTGNAPKLTAFDQPAVQAN 

TRPLRLARNQHRAFRCRITFHR 

FTRIMWVEE1GQRFGNHPFGRV 

RIQDSLCVCG ALRYISATFN V W 

RKRAVTCVRSFGSDFTGSPPLR 

APKGES1RRLLALREAGI1HILAL 

GEDYKMEINESRTVLKTEDNSY 

SFDVFIDARGQRPLKVKDIPFPG 

LREQLQKTGDEIPDVGEDYTLQ 

QPED1RGRVAFGALPWLMHDQ 

PFVQGLTACAEIAAACGPFDKD 

RIEGGIVVRMAKEGETLVLLDG 

TEAKLNADTLVIADHNKALAM 

GGIFGGEHSGVNDETQNVLLEC 

AFFSPLSITGRARRHGLHTDAS 


1 OU 1 D 




A 


1M06 
lui \Jkj 


-j yJ 


636 


KFLSFRPDRVCVACAEEARAGL 
CLRQCITGHPEACLAIPVLVCVE 
CWGGTDADQPVAVFPSRPSQV 
SPDRGT*QWLCWKFL 


16016 


46384 


B 


16107 


1 


520 




16017 


46385 


A 


16108 


142 


243 




16018 


46386 


B 


16109 


275 


919 




16019 


46387 


A 


161 10 


1 


693 




16020 


46388 


A 


16111 


522 


714 





BNSDOCID: <WO 0175067A3_IA> 



2070 
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WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16021 


46389 


A 


16112 


1 


900 


STCSSRSHLHL1QASP1LPNYVA 

TAVAARJIADVQGISDTCVIAQP 

SPPHPGALRTLVFTTDEPETPQP 

PGAAGFQLVQKKQVQLHNVLY 

VMTPHAFAQGTVTIYLPGEQQT 

LSVAPLKNVVQLVTQQHLRDR 

LWWPGAFLTDFAAKVKALKD/ 

YPNHVMAQRASGEAEADDDV 

AATIKSVRQQLLNLNITGRLPV 

KLDPDF V RVDEN SM PPL VG D YT 

LYTVQRPGTEQGSFKVKRARA 

RVRQTRAPLFGPKSPAPEHMES 

ELEFEL1GPSKSTSGNPRGLRSE 

RPVLFCLYPEMPTAAAR 


16022 


46390 


A 


16113 


150 


649 


NALLGTCPGTARFPGTGSAPTL 
HPDASRSGRGRAACPRSAQWS 
PRPWQSVAGLAWLGAHWGSR 
STSRTAETTASKRGH PRSPAAQ 
LPPGPRPPRAPQLQRALQSVHP 
L S PRP A PL A/EPKLTA A C W A E A 
VK1TTVRYSDSCSRLLTDLGKP 
VQSMLLKDIRKVYMWQ 


16023 


46391 


A 


16114 


153 


740 


THQLFLPPHHQEISQTTWLSAA 

WPRHTCAHSLSPLQPPVPFSRP 

HVPLPGPSKTWSDGPRJLQSLPG/ 

RPSERTPRR/CRSASGQPPHLGG 

EERLCLAAPSGRICHCEGDDES 

PLITPCHCTGSLHFVHQACLQQ 

WIKSSDTRCCELCKYEFIMETK 

LKPLRKWEKLQMTSSERRKIM 

CFSD1PRHCRPMCGLVLVCAH 


16024 


46392 


A 


16115 


1 


1194 




16025 


46393 




IU1 1U 






lut AK^KrvrALU WWINV J>Ab 

TAPPI1LPSITGSRLAVIKWLTVS 
AGKLSALLCASCQKGG/VGEM 
ANGNGERNHKQIGDTVLTPPQ 
HYRKIYQPIAARSCIRCVCGS 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16026 


46394 


A 


161 17 


1 


1782 


MAGIRSTLIKEKNMITNYEATV 

VTTDDIVHEVNLEGKRIGYVIK 

TENKETPFTVVDIDGPSGNVKT 

LDEGLSLLLSLVSIVVIMKLFYQ 

YEQRFGMRSTSLLNV1GSNT1AI 

YTTHRILVE1FSLTLLAQMNAA 

RWSPQVELTLLLVYPFVSLFICT 

VAGLLNLTTVMPEQYRYTLPV 

KAGEQRLLGELTGAPCATLVA 

EIAERHAGPVVLIAPDMQNALR 

LHDEISKFTDQMVMNLADWET 

LPYDSFXSLHQDNYLLVAFQPFY 

QLTDDAAVGVLIVPVNTLMQR 

VCPHSFLHGHALVMKKGQRLS 

RDALRTQLDSAGYRHVDQVME 

HGEYATRGALLDLFPMGSELPY 

RLAIGVMVAQAEVLNLESGAK 

QVLQETFGYQQFRPGQEEIIDT 

VLSGRDCLVVMPTGGGKSLCY 

QIPALLLNGLTVVVSPLISLMKD 

QVDQLQANGVAAACLNSTQTR 

EQQLEVMTRPR1GDGTGALRK 

RVAQLAFKNQPMMVGNWAQS 

ILHGGVIASALDVAAGLVCVGS 

TLTRH ETI SEDELRQRYRG WGP 

LIFALIICAQAGASVLLLLVACC 

VQAIKSPSPALNYTM KNSFILPV 


16027 


46395 


A 


16118 


380 


1431 


TALLIRDMPPYVEAYPNENLTT 

VMPEQYRYTLPVKAGEQRLLG 

ELTGAACATLVAEIAERHAGPV 

VL1APDMQNALRLHDEISQFTD 

QMVMNLADWETVLPYDSFSPH 

QDIISSRLSTLYQLPTMQGGVLI 

VPVNTLMQRVCPHSFLHGHAL 

VMKKGQRJLSRDALRTQLDRAR 

YRHVDQPAHAGGKVLEMIVVG 

IATWLGFLLFGLNYSLLLAVLV 

GFSVLIPYIGAFVVTIPVVGVAL 

FQFGAGTEFWSCFAVYLIIQAL 

DGNLLVPVLFSEAVNLHPLHHR 

EQIGGNKMADRQCRKIVCATV 

RQLPEGGRGEMANGNGERNHK 

Q1GDTVLKATGSKQGDGQNHG 


16028 


46396 


A 


16119 ! 


1 


940 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16029 


46397 


A 


16120 


1 14 


1380 


NRVHCRRCSGGDTGVSHLKG1 

NVKYRYELTDSVGVMASLGFA 

ASKKSSTVMTGEDTFHYESLRG 

RYVSVMAGPVLQISKQVSAYA 

MAGVAHSRWSGSTMDYRKTEI 

TPGYMKETTTARDESAMRHTS 

VAWSAGIQ1NPAASVVVDIAYE 

GSGSGDWRTDGFJVGISGVLKD 

GTGKPVQNCTIQL1CARRNSTTV 

VVNTVGSENPDEAGRYSMDVE 

YGQYSVILQVDGFPPSHAGTIT 

VYEDSQPGTLNDFLCAMTEDD 

ARPEVLRRLELMWEEVARNAS 

VVAQSTADAKKSAGDASASAA 

QVAALVTDATDSARAASTSAG 

QAASSAQEASSGAEAASAKAT 

EAEKSAAAAESSKMAAATSAG 

AAKTSETNAAASQQSAATSAST 

AATKASEAATSARDAVASKEA 

AKSSETNASSSADYAAS 


16030 


46398 


A 


16121 


165 


299 


GILP1SEPPSNR1FACWGKPAWT 
ACCNSLRARR*RAISCCPSHW 


16031 


46399 


A 


16122 


1 


388 


MGSKSWVTQKGPAKAQSSQV 

GRVKQATATDTGRTRDSHMER 

PKCSKGYLCLPYMALQQHHLL 

SDVTVRGFVAGATN1LFRQQKH 

LSDA I VE VRJLCGSDLVLYGTST 

PKNLIWVMVHVVGHRPDRR*C 

CCN A/S V RQTQ1 SLRAFGSFHM 

AVSGSSSVSGCSLFHSAHLTAL 

CFSWPLLCYPTLGPH 


16032 


46400 


A 


16123 


130 


414 




16033 


46401 


A 


16124 


l ! 


387 




16034 


46402 


c 


16125 


i 


161 1 




16035 


46403 


A 


16126 


318 


401 




16036 


46404 


A 


16127 


519 


658 


YPGSQLLASKGTKLDGE*V*RS 
RLQKVGNNKLLQAKGACSNPT 
QES 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\v«, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


16037 


46405 


A 


16128 


1 


1837 


FRPRQLVAAKPSVFADVQSMES 

VGTGGGAEAEGGVRSRGLCPT 

RMLPGLAAAAAHRCSWSSLCR 

LRLRCRAAACNPSDRQEWQNL 

VTFGSF\SNVVPCTHPY1GTLSQ 

EKLYSTN VHKEGQGSHTLREE 

KVPSFVTAEGVGAKLISPLKQE 

PLQVRVKAVLKKREYGSKYTQ 

NNFITGVRAINEFCLKSSDLEQL 

RKIRRRSPHQDTESFTVYLRSD 

VDAKSLEVWGSPEALAREKKL 

RKDAEIEYRERLFRNQKILREY 

RDFLGNTKPRSRTASVFFKGPG 

KVVMVAICINGLNCFFKFLAWI 

YTGSASMFSEAIHSLSDTCNQG 

LLALGISKSVQTPDPSHPYGFSN 

MRY1SSLISGVGIFMMGAGLSW 

YHGVMGLLHPQP! ESLLWA YCI 

LAGSLVSEGATLLVAVNELRRN 

ARAKGMSFYKYVMESRDPSTN 

V1LLEDTAAVLGVIIAATCMGL 

TSITGNPLYDSLGSLGVGTLLG 

MVSAFLIYTNTEALLGRSIQPEQ 

VQRLTELLENDPSVRAIHDVKA 

TDLGLGKVRFKAEVDFDGRVV 

TRSYLEKQDFDQMLQEIQEVKT 

PEELETFMLKHGENIIDTLGAEV 

DRLEKELKKRNPEVRHVDLEIL 


16038 


46406 


B 


16129 


1 


1065 




16039 


46407 


A 


16130 


1248 


1658 


PLALPEFISKSWKERLTDTTVLF 

LKARRQSLCLQIGGDPLES/1LQ 

AFCVLSVAKESQLYTYLHAIMR 

TLKSSIARGARTFQSTSDGTVKS 

RPSKIIFLPRLHDRFRFSALRHL 

DPKKLDLGDGSRSAHRPDRRFF 


16040 


46408 


B 


16131 


969 


1026 




16041 


46409 


A 


16132 


339 


432 


RYM VLSEFRSMQTG ITK WKERI 
L*NCRKRJE 


16042 


46410 


A 


16133 


3 


443 


HTWNSDRTMYLQRRHIFFKNC 

FWLQAGYSLGAPSWRSLVTVW 

QIIFSDFYRKTLCNSNSPLF*SLC 

QRQSTLLGTLLIFCSYASSPEAI 

NSAAPRVRSPRTDPRKARSPRG 

VGGAEGNGSRDTEPKGGRPLA 

TPSQGERLMAGTVTK 


16043 


46411 


B 


16134 


34 


1426 




16044 


46412 


C 


16135 


62 


217 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16045 


46413 


A 


16136 


1 


609 


MIPVSEKSK1GQLNLMLKGKKT 

KGKKVALVPAAVKKQEAKKV 

VNLLFEKRPKNVGIG/QDIQPKR 

DLH\RFVK WPR Yi RLQQQTA I L 

D/QFIQALDQQTATQLLKLAHK 

YRPETKQKNKQrvLLA\RAEKKA 

ASKGDI PNKRPPVLQAGVKTVT 

NLVENKKAQLVVIAHDVDPVE 

LVVFLPVLHCKMGVPYCIIKGK 

ARLGHLVHRKT 


16046 


46414 


A 


16137 


1 


824 


GTRPKMPKGrCKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKR\PK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPAINQ 

FTQALXDRQTATQLLKLAHKYR 

PETKQEKKQRIAL AR A E\KKA A 

WPKGTFPTKRPPVXLRAGVNTV 

TTLVENKKAQLVVIAHDVDPIE 

LVVFLPALXCRKMGVPYCIIKGK 

ASLGRIVHRKTCTTVAFTQVNS 

EDKGVALAKLVEAIRSNYNARY 

DEIRRHWGGNVLGPKSVARIA 

KLEKAKAKDLATKLG 


16047 


46415 


A 


16138 


1 


799 




16048 


46416 


A 


16139 


t 


344 


MHQTTAKTPHTSYPNNYEEHN 

RRANRSKNYDRIRHTTI1LKRTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRSIFIHIPGERDLNLCIAPNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EH FEPY1LPLITHSQPLNRGAFF 

CPGVRFLVVSVLDFEKRLAFAS 

* SCG VQLRJ RG KVQG VG FRPF V 

WOLAOOLNLHCDVCNnnnnv 

EVRLAYRVLVGQPQHYPRGRP 


16049 


46417 


B 


16140 


1 


1323 T 




16050 


46418 


A 


16141 


1 


1356 




16051 


46419 


A 


16142 


1 


1524 
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SEQIl) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


16052 


46420 ' 


A 


16143 


173 


2310 


QQWASRTRRWRSL1TTLCVDA 

RSQHDY1ALSRLFHTVMLFDVP 

VMTRLMESEARRFIALVDEFYE 

RHVKLVVSAEVPLYEIYQGDRL 

KFEFQRCLSRLQEMQSEEYLKR 

EHLAAKPETVKRDWYVVDAT 

GKTLGRLATELARRJLRGKHKA 

EYTPHVDTGDYIIVLNADKVAV 

TGNKRTDKVYYHHTGHIGGIK 

QATFEEMIARRPERV1DNRRGS 

LRQAGYAIHDGGNNSMAKNTS 

CGVQLRIRGKVQGVGFRPFVW 

QLAQQLNLHGDVCNDGDGVE 

VRLREDPETFLVQLYQHCPPLA 

RIDSVEREPFIWSQLPTEFTIRQS 

TGGTMNTQ1 VPD A ATCPACL A E 

MNTPGERRYRYPFINCTHCGPR 

FTIIRAMPYDRPFTVMAAFPLCP 

ACDKEYRDPLDRRFHAQPVAC 

PECGPHLEWVSHGEHAEQEAA 

LQAAIAQLKMGKI VA I KG1GGF 

HLACDARNSNAVATLRARKHR 

PAKPLAVMLPVADGLPDAARQ 

LLTTPA\AP\1VLVDKXYVPELC 

DDIAPDLNEVGVMLPANPLQH 

LLLQELQCPLVMTSGNLSGKPP 

AISNEQALADLQGIADGFLIHN 

RDIVQRMDDSVVRESGEMLRR 

SRGYVPDALALPPGFKNVPPVL 

CLGADLKNTFCLVRGEQAVLS 

QHLGELSDDGVQMQWGQRLC 

RMGTQVLPPTFNIEKKVQSARY 


16053 


46421 


C 


16144 


1 


184 




16054 


46422 


A 


16145 


85 


416 




16055 


46423 


A 


16146 


96 


570 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


16056 


46424 


A 


16147 


2 


1690 


CCCCPCCCPCWGRVSGSVAGG 

PRQGLGLPLSLCISPGSLNKDPS 

YSLQVQRQVPVP/EGLCVIVSC 

NLSYPRDGWDESTAAYGYWFK 

GWTSPKTGAPVATTsTNQSRJEVE 

MSTRDRFQLTGDPGKGSCSLVI 

RDAQREDEAWYFFRVERGSPL 

TQKPDVYIPETLEPGQPVTVICV 

FNWAFKKCPAPSFSWTGAALSP 

RRTRPSTSHFSVLSFTPSPQDHD 

TDLTCHVDFSRKGVSAQRTVR 

LRVASLELQGNVIYLEVQKGQF 

LRLLCAADSQPPATLSWVLQD 

RVLSSSHPWGPRTLGLELRGVR 

AGDSGRYTCRAENRLGSQQQA 

LDLSVQYPPENLRVMVSQANR 

TVLENLGNGTSLPVLEGQSLRL 

VCVTHSSPPARLSWTRWGQTV 

GPSQPSDPGVLELPPIQMEHEGE 

FTCHAQHPLGSQHVSLSLSVH/S 

PSTAAGPLLLLGG*GSALQLLL/ 

SRPARPPLCAGGLGRSCWTIGTA 

VRAPSRSPPAQPGPGPTAP*AS 

MEGSAPASGSAVRPGTSTGPRV 

ALSSSCYQGSWSMGEDLAWGL 

PWELASLPCSLSVPALSSSG 


16057 


46425 


A 


16148 


3 


1578 


VTQLLCTSN GRRA LEF A LFPG R 

RFRPVATNHQSREVEMSTRGRF 

QLTGDPAKGNCSLVIRDAQMQ 

DESQYFFRVERGSYVRYNFMN 

DGFFLKVTGMEWGGNPCLSH 

WGGTLGTAYGLSREGSQGPLQ 

H KN/H PTTV S VP A LTQKPD V YI P 

ETLEPGQPVTVICVFNWAFEEC 

PPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSVQRTVRLRVAYAP 

RDL V I S I SRDNTP A LEPQPQGN V 

PYLASPKVGQFLRLLCAADSQPP 

ATLSWVLQNRVLSSSHPWGPRP 

LGLELPGVKAGDSGRYTCRAE 

NRLGSQQRALDLSVQNPPENLR 

VMVSQANRTVLENLGNGTSLP 

VLEGQSLCLVCVTHRQPPSQAE 

LDPEGTGSEPLPALRPRGSWSW 

I VCi^SfiARRRVHl PR^APTf,AP 
i— ' v vj jovj A\iviviv v nLri\jrtr I Vj/vr 

RRTLLPSPCTTPRSCWAPPAPGR 
LRVCTAAAPPRPARPPLCAGGL 
GRSCWRGTAAQGLLRGSPPAQ 
PGPWAQTASPEPSMEGLNSGPQ 



2077 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


16058 


46426 


A 


16149 


90 


1029 


MLLPLLLSSLLGGSQAMDGRF 

WIRVQESVMVPEGLC1SVPCSFS 

YPRQDWTGSTPAYGYWFKAVT 

ETTKGASWAPNPPXSREVEMST 

RGRf QLTGDPAKGNCSLVIRDV 

QMQDESQYFFRVERGSYVRYN 

FMNDRVLVLKVTALTQKPDVYl 

PETLEPGQPVTV1CVFNWAFEE 

CPPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSAQRTVRLRVAYXPP 

ETFGIS1FTVTNTPDPPEN LRVM 

VSQANRTVLENLGNGTSLPVLE 

GQSLCLVCVTHSSPPARLSWTQ 

RGQVLSP 


16059 


46427 


A 


16150 


270 


1001 


CCCTVYRAF1RKRLICRSSDSVY 

RRKNPSASYDRDAEASLAAVK 

SGEVDLHQLASTWAKAYAETT 

LEHARPEEPSWDEDFADVYHD 

L1HSPASETLLNLEHNYFVSISEL 

IGERDVELKKLRERQGIEMEKV 

MQELGKSLTDQDVNSLAAQHF 

ESQQDLENKWSNELKQSTAIQK 

QEYQEWV1KLHQDLKNPKNSS 

LSEEIKVQPSQFRESVEAIGRIYE 

EQRKLLEESFTIHL*AQLKTMrfN 


16060 


46428 


A 


16151 


60 


648 


LAMSLSHLYRDGEGRIDDDDD 

ERENFEITDWDLQNEFNPNRQR 

HWQTKEEKGSLQRKEFFTDLV 

GLCFCAYRARDYSAPVNFISAG 

LKKGAAEEAELEDSDGFLRFFFI 

LFFH* LSFDFSFLQGGNFKPSQK 

GFAGGTKSFMDFGSWERHTKG 

I*FTYMNCCDRKTLFFFC*NSSG 

IINPIEAKQRKGKGAVGAYG 


16061 


46429 


A 


16152 


237 


450 


LAMSLSHLYRDGEGRIDDDDD 
E/REENFEITD WDLQN EFNPNR 
QRH\WQ\TKEESTYGVWAERDS 
DDERPSFGG 


1 ouoz 


dftdlft 
t -t\j t -tj\j 




161 53 


12 


85 


VSFLSMGSGHCIRSTRGSKMVS 

WSVIAKIQEIWCEEDERKMARE 

FLAEFMSTYVMNfNIHMIVEKN 

T*SPFCPWARATVSGPPVAPKW 

SPGP 


16063 


46431 


A 


16154 


49 


481 




16064 


46432 


A 


16155 


20 


248 




16065 


46433 


A 


16156 


493 


728 


VSFLSMSSGHCIRSTRGSKMVS 
WSVIAKIQEI*CEEDERKMAREF 
LAEFMSTYVMMVSGRAARSG 
WALPGPSMTPSPF 
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SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


16066 


46434 


A 


16157 


136 


306 


ASSSREGLTKJFAKFTKFTKIHQI 

♦ITLTSYS1KSLEKVCADLIRGTK 

EKNLKVKGPV 


16067 


46435 


A 


16158 


563 


1216 


MMFWPELQPRVCWMGLSWVN 
HQNGRRRRKNQKHH*QKVPLL 
IMASK*KLLEFLN RETKASANL 
SETVTKPPLPQKNTAQVGASSQ 
TRKPNKLAPHPAVPAFVKNTCP 

CD r>r> CD atu t? i o r>r> r>r?n\o k a \ r a i 

bKF'RbKQ 1 HrLRrKPbDRMVAL 

i/nii/i\/i nm/rx/inrconAr'innn 

KPIKIVLPPVFMPFSSPQGIRSR 
MPTQHLYGRWVAPKALVPTCL 
PTHSLSRKEEKPKRMDTPFLPY 
oKPPSGbWLLlVLWrrNRSQRS 


1 oUoo 


A /LA "* C 


A 


16 1 59 


1 


143 




16069 


46437 


A 


16160 


40 


230 


KQAAQPAVATLSGPLPHCGSFV 
LSLFAINLVAAHSLGPHCLYEL* 
H S PRRST A S LREG PRLH S 


loU /U 


A CA 1 O 




16161 


2j3 


3 19 




loU / 1 


A /CA ~* (\ 

4o4«>9 


A 

A 


16162 


290 


A TO 

472 


EFLDTFCYIPKVVDQ*D*THKQ 
QHMVA1IPHVSSAQMSTFC*RT 
MPTISDDPWHMASMRAV 


16072 


46440 


A 


16163 


3 


553 




16073 


46441 


C 


16164 


270 


608 




16074 


46442 


A 


16165 


2598 


2943 


HSPRGSAASFLKSVRPRTHQFR 

TQEDRLSPGIQDQPGQPSNTPSL 

QKL*N*LuVMGRICSPSYLS*P 

WREDHLSPGG*GCSEP*LHHCT 

PAGVTKSDRVSKNK*rNICNKrN 

NDNQ 


16075 


46443 


A 


16166 


2 


58 




16076 


46444 


A 


16167 


218 


342 




16077 


46445 


A 


16168 


734 


872 




16078 


46446 


A 


16169 


1233 


1706 


CLVFWLLYYPGLQLPFHLLPHS 
LGSGQQSSEESAATPSLAEGRR 
EAAFRCGPAGLARQAWRPHAR 

T A A T>T A A DC T A 1">I OT"/^* D C f~* 

RWLPMLCAASC*SPSPAMSVYP 
QRRLGQGGAEDSEGGPVSRGC 
RAPGPQRPLAAPGEQTAARTQ 
AICLIW 


16079 


46447 


A 


16170 


598 


1159 


CRQTGVKIYDVWFFWLLYYPG 
LQLPFHLLPHSLGSGQQSSEESA 
ATPS LA EG RREAAF RCGP AG LA 
RQAWRPHARLPGPAAPLAAPSL 

ArLr 1 uKoUKWLrlvlLtAA^L o 

PSPAMSVYPQRRLGQGGAEDS 
EGGSVSRGCRAPGPQRPLAAPG 
EQTAARTQASVYLLLPHSPPLL 
SALHIHHLLPPS 



2079 

BNSOOCID: <«IO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SRQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


16080 


46448 


A 


16171 


834 


1185 


RSLFRHHRPSAAFPRTPCSDCPR 

CSAGTMEDCWLVLGSPELR*KS 

LHERPFHWLPSPSRARCCLPRSE 

TPAGPVPPRPGPRRARRPRGTS 

RPPPASSRGRGALGSLPASEPLP 

ARAT 


16081 


46449 


A 


16172 


78 


478 


VVKNSLIFLVNQVLNSRDFHVF 

FKTT*NCPAQAHTAALYQGLGP 

ACSQRASHWMSSSSKRSSKSLK 

KSA*TAFSLAAKSIKSPGAASRL 

GNGKARLCQVRFPKEQVISALQ 

GHYPHKKRRWVRGNRLKLEST 

F 


16082 


46450 


C 


16173 


1323 


1656 




16083 


46451 


A 


16174 


77 


231 


RSCMTLMWPRSTP*FGLMERR 

RHMFDWLLITMLWMLPTKLGS 

SKLSPAA*F*SSCLIL 


16084 


46452 


A 


16175 


1 


255 


STSKGEKPAIRAMAHFLEPHP1N 
FLGARARKADLSPT* YHFFKHL 
DNFLQGKCFHNQQDAENAFQQ 
FFKSQSTNFYAGSSFVTEV 


1 UUOJ 


464 S > 




16176 


690 


1020 


SPVLQRAFKNGPGTANERTVQ 

WWFKKLCKGDESLEDEEHSG* 

PSEIYNNQLRAIFKADPLT1TRE 

EVFPHPLYSPDLSPTSYHFFQHL 

DNFLQGKCFHYQQDAEHAFQE 


16086 


46454 


A 


16177 


1 


383 


MHRSCGSDAYALLGERSVSLR 

RCAVRHAGGIRSANAD1SNDKA 

GEKPARRKTKGSCPTLIGAGLV 

QSLSPIQSAADAGELGSNGILPD 

VESLRi PVQYL AN LLTAGDTKP 

VLRALKRMLAMRHYKRAETV 

DGKVDTRALEEVGLTEAQAQE 

MYRYLAIANYEDRFVVPSSHRE 

LAREAFPEKNGCGFTFGDGCH 

GSDT1CFNLFNSRR1DAID*PCPD 

♦RWTGTLGLPASGLFTRFIVTY 

VSIRTSDTSSMPHSTPSQAVTERS 

PNNA*ASLQTC 



2080 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, j 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


16087 


46455 


A 


16178 


740 


1977 


SASASRSLEH1TVTPSTGILTCFP 

STTPFGL A L/GGTLG LPASG L FT 

RFIVTKSSIFSVTPLVQPKPSCN 

GYSPPPPPVPHRREFQRRV1AEK 

1FCQHHRAKLNRLEERQYLTVN 

FRAIAQRVNIGITGLQITfDANA 

AINRQPGASCQGRFPGAVRCGG 

NYRIHFDI ALAVQRWPECQNPF 

FPAPVTEISTADERPSPLTGCLQ 

RLVTFGSVIFG1INMIMRLAPIGR 

FGAMAFTIGKYGVGTLVQLGQ 

LIICFYITCILFVVLVLGSIAKAT 

GFSIFKFIRYIREELLIVLGTSSSE 

SALRRMLDKMEKLGCRKSVVG 

L VI PTG YSFN LDGTSI YLTM AA 

VFIAQATNSQMDIVHPITLLIVL 

LLSSKGAAGVTGSGFSVLAATL 

SAGGPIAGSGSGADPRYSTALC 


1 6flRR 
1 ouoo 




A 




/3 / 


1Uj>7 


F LDPS PE PN VT VTPSTG I LTC F PS 
TTPFGLALGVDSPCPD*RWTGT 
LGLPASGLFTRFIVTYGVTPALD 
TGLM*LRSCGPPRSML*HRTQQ 
KC 


1 OUo7 


HU4j / 


c 


1 A 1 ft A 
1 0 1 oU 


1 


j 1 j) 




1 




A 


1 A 1 ft 1 


1 /o 




III /*> t a Or^V 111 torn A /"^ t*> a r\ ATv-rim 

LLLGLASEN*HCPIASEAP*TTT 
DTELWVTLTVEGKS 


1AAQI 
1 Ou7 1 




A 


1 o 1 5z 


I 


z5 1 




16092 


46460 


c 


16183 


129 


1136 




16093 


46461 


c 


16184 


1 17 i 


364 




16094 


46462 


A ! 


16185 


636 


748 


LLLGLAAED*RCP1ASEAPQTIT 
DTELWVTLTVEGKS 


16095 


46463 


A 


16186 


37 


444 


DPQVGKLLQHCPARJKMTVTF 

NNHRKPQLSKFHQLYSEDTQQ 

Q 1 1 RETFHL V FKRDEN VCKFLGT 

IWSLTTGKLNRGQAPLFGIFHT 

VELHLEIRSSCQGIVHF*LTCFSS 

CPCbGPFVNSPFYLPLESGHSK 


16096 


46464 


A 


16187 


179 


422 


LQLGPKEKQSRVLGSFFQVPSC 
G KMGCG SSG SRHIG FPPVPQLSG 
GPLDPRQGSGISEMK*TE*GGY 
PKGSPQHYSRKHQGS 


16097 


46465 


A 


16188 


1064 


1374 


KFOfl OAT ^VKTMR PkTRP^^PW 

PICWSAVSFSVGREGDMWPLAP 

FPDSENVAGAGALLLRLAALPG 

LSWALRPPPPAPVRSWATSGW* 

GGQGREPGRGIPPRW 



2081 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16098 


46466 


A 


16189 


44 


515 


VGGGGVQPSMTMGDKKSPTRP 

KRQAKPAADEGFWDCSVCTFR 

NSAEAFKCSICD\VRKGTSTRKP 

RINSQLVAQQVAQQYATPPPPK 

KEKKEKVEKAGQKRKPEKRPR 

KFSP/SWTKKNTNKKTKPKSDI 

LKDPPS\EANSIQSANATTKTSE 

TNHTSR 


16099 


46467 


A 


16190 


382 


795 


DSGRSWKRLLSPPRPMCDTWA 

LGSYPRLCFAVSPPFSCSLPLPSL 

FPHSPLLGRPKRQA KPAADEGF 

WDCSVCTFRNSAEAFKCSICDV 

RKGTSTRYLK1CVTWVVVVI*Q 

VFJEHTAICALGVQWYKDRPGP 

CSYGA 


16100 


46468 


A 


16191 


2 


343 




16101 


46469 


A 


16192 


472 


625 


KTSLFQHWLWKVT1VIVMF**L 
R VN VG KLLNN I H R YNSEN LA S L 
GSQWKFP 


16102 


46470 


A 


16193 


343 


693 


KTSLFQHWLWKVTIV1VMF**L 
RVTMVGKLLNNIHRYNSENLASL 
GSTQIPLKAFTNPCHTSFTLCKH 
MVIQAHQEKQLIQQILYLGDLL 
ET*HFQAFWQALDENMTLLESI 
TGFEGF 


16103 


46471 


A 


16194 


340 


534 


TAIMNDMVTI*TRKFMTNQRLQ 

RKQMVIDVLHPGKATVPYL1LI 

EQLRFARHCAWYGGDSDETSH 


16104 


46472 


A 


16195 


80 


552 


PIPHLEKFHAPTRRTFRGNQMW 

IDVLSPPGKADQCP*AQEIPGKT 

*PKMYQDPHPDVI\FVFWIPELH 

FGSRGKTKLAFGNDFMTSLGFI 

AKEKWNPKHRTLQGHGPGME/ 

E RK KTSKG K PTE RERQGTGLEG 

KFQGGLAKGPFFGAWAKRRNE 

vsss 


16105 


46473 


A 


16196 


248 


474 


YPETPESPTQLSSGQPHREQPPE 
MPESPTQPSSGQSCQEQPPETPE 
L PM * PCL AQP SQKHM 1 KG * QNN 
KHHENKM 


16106 


46474 


A 


16197 


223 


669 


PRPSLPACSPWR1VDDCGSLKS 

WKRVCQWLQPCPNALPSCLGS 

PLRCEFSGFPRN*LGLGSTTGSF 

AVWGGLFSTIDCGLVRRPGPSP 

FHPVLPALTSVSLPPTPPGG PL A 

MVGSAMMGGWSGEWEILHLA 

SSTHPYPSLPSPAPPFLE 



2082 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ! 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 O 1 u / 


404 / J 


A 




1 66 


A QA 
454 


UFr , .p\/p\/r , .DcnpnccATDi axt 
nrUKVtVUKo^u^Jbr^ J KLAN 

rv A N. ri rl L Y or IVHN fcov^Mor IOU r 

M/PPKLIRKVHREKNCAGRNLT 

R\QRSGFKTGPPGPPARPSSPTLP 

PPPPLPRLPRRP 


1 0 1 Uo 


404 /O 


A 
A 


1 £>D(\'\ 
1 


JO 


4Uv 




i a i no 


4o4 / / 


A 

A 


1 OZU4 


OJ J 




N 1 ^VlvNINror MNtoC^MbFIGC'P 
MAPKL1RKVHFERNCAGRNLT 
RA EKRLQTPG LP VPP A RPS SPSS 
PPTPPLPAATPGGR 


16110 


4647S 


B 


16205 


13 


441 




1 0 I I 1 


404 /y 


A 

A 


1 AOAA 
1 OZUO 


-> 
-> 




EEAFWFLEFSAFLRCFFLIFRDL 
STFG L * C A PLEEKRH SGFWNFQ 
PFCAAFSSSSGIYLPLVFDAGDL 
QMGFLCGCPFC 


161 12 


46480 


A 


16207 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKKRRNFAELKIKRLRKKFAQ 

KMLRKARRKLIYEKAKH\YHK 

E Y RQM Y RT\ E 1 RM A\RM A RKA\ 

GNRYVPA\EPKLAFVIR1QRVS 

MGVSPKGSERCCKLLRPFVKIF 

NGNLL*KLNKGFRLTML\RIV\E 

PYIGMGGTPILKSVNELIYKRXG 

YGKIH\RKRiA\LTDYALIARSLG 

KYGIVCMEELNHEIYTVGKRFK 

FAlsTNIPI WPFk~I Q^PXrif^nMVyfWIcr 

H/\iN IN l L WrrlVLoor\yUU\IVll\A 

KTTHFVEGGDAGNREDQINRL 
HRRNELTRLTWIFF 


16113 


46481 


A 


16208 


1137 


1200 


PPSAPAPG*LRPPALSSGSP*PPS 
APAPG*HAPPPSAGTPPP 



2083 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ IO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16114 


46482 


A 


16209 


1 


1480 


MNECRGVEITTVCSEDWIQRHL 

PGAVVPLKGEGNVGVATEDHY 

QEDSFGFGLRGTGKPLKLEKSR 

PGAVTHTSPSDGLTQYVPDSLT 

AMPAAAVVIWVIRPGCGVQQQ 

IGFLRHSNIDDIRPRTI1RA VAPV 

KLHG1RIKMASFTSATRLTDEQ 

V1TAPADSG1VIPRFSDNWVAG 

GKTHLTHKDSHKLKVKGWKK 

AFHANGHQKQAGVAILTSDKT 

NFKATAVKKDKEGHYIMVKGL 

DQQENITILNIYAPNTGAPKFM 

KQLLIDVRNEIDSNTIIAGDFNT 

PLTALDRSS1QK VNKETM DLNY 

TLEQMDLKDIYRTLHPTTAEYT 

IYSTVHGTFSKIDYMTGHKTSL 

NKFKKSEI1SSSLSDHSGIKLEID 

SKRNHQNHANTWKLNNLFLNN 

RWVNNEIKMEIIQLFELNNNND 

TTYQNLWDTAKVVLRGKF1AL 

NAYIKKTERAKKTIYSHTSGI*K 

QEQTKPKPSRRKEIIK1RAELNEI 

TTKKTIQKK 


16115 


46483 


A 


16210 


32 


398 


ASERLGGPGSPG*/PVNPRTDGS 

GAAWLSQRAQCTQSDPRV*EV 

PEHLSPSTPSQE YRG LPA L\PHTS 

RPSHCLPACPLPSRTQPWVPVK 

PGPTACRGFLQHSPTPGSPSP*S 

FQGSSWWDTDL 


16116 


46484 


A 


16211 


2 


681 


AEPWDEGGDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQIP 

GPRLVLQFVQQAGVCGPGGNA 

VYSTPRDSASLVSGRTSMLFLR 

KFGKTWRKGICLHQRGPPASPV 

LG RECN WG * V 1 G RHP A Q S S/SG P 

ACAKDAAELGAAMPGLVSGPL 

GAALQPRGAGVQLGAATGPGS 

CSK/RGSPrCADAR/PRHSQEPGQ 

VPPHAPQGPGLS 



2084 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16117 


46485 


A 


16212 


102 


1005 


VQWSARPDATPLSTEPSLADYP 

EAQSHIPRRGPRRPEKQGRGGK 

PPRALGRERAGGGSRGPPASPD 

PLSRPCSQAPPPG A S AG A * DAP 

ACRREAGSDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQ1P 

GPRLVLQFVQQAGVPGPGGTD 

GSGAAWLSQRAQCTQSDPRV* 

EVPEH LPQVDTHKG ELYQ* PGG 

RDGPGWEEPPQCGMGVSEAHG 

GAGGPGEAGKGRLQRKFGkT 

WRKGKLHQRGPPASPVLGRPR 

PE*VLLRCD*EG*PPSAGQLL 


16118 


46486 


A 


16213 


378 


494 


G T A C LQI PQTQG V * QRG FLA E Y 
IQWQLRMRSGSIPVRTG 


16119 


46487 


A 


16214 


18 


894 


SVGSLCCLQETPGLRAFGVPWR 

SAQRRWPRRSAASLLSLVLPGR 

AHSPRPTLAPGPLEAQQPPPGG 

SALAQHSRTAPAGTSAACLWP 

VSEQGAAPMCQVTRPPGSQAP 

CSQPSAHAHKHLTTGSSSPAEA 

SALPRA*TGSRWETKSSERVSSF 

S A * GTACLQI PQTLRRRTG * RQ 

VGRRLPGSGGFDGCSIFS*S*PV 

TYSLRSVSATSSNEATQLGTT*S 

NSIIFEFCSAQSTAVRCRLFST*T 

DAPWSRSSSTTKTCFSITASCSA 

VLPLLLEALMEAPCPCLACSSA 

S 


16120 


46488 j 


A 


16215 


340 


582 




16121 j 


46489 1 


B 


16216 


93 


711 




16122 


46490 


A 


16217 


1378 


2081 


LSRKKPNWPSSMPWYQFSLIWL 

MSVKTSPSWICPSSPWFSGWKS 

YSTLQLGWSRGGMLLLGVQM 

DLLED WKGDEAA I LGTVVQGK 

PPLDCSGSPRSKAAPRTWAYTPA 

WGVRKLPASCA*ASLPARPGSA 

WPASGRSAAPPP/AARS*LICSM 

SVSRRJLCMLVSATSLESSNFSSA 

WRSSSSGILPCRFSMSRESFTSA 

RCFMDSPASSSASLKLDSLPSSF 
u/u/d i d uci pepenrr. 


16123 


46491 


A 


16218 


191 


288 




16124 


46492 


A 


16219 


67 


209 




16125 


46493 


A 


16220 


96 


341 




16126 


46494 


B 


16221 j 


1 


1185 





2085 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16127 


46495 


A 


16222 


192 


703 


AMPSCTRAGLAFVCHVRRRGC 

LSCRGVIPASSQCLFPAPMGTTE 

ATLRMENVDVKEEWQD*DLPR 

PLPEETGVELLGSPVEDTSSTSN 

TLNFNGAHRKRKTLVAPEFNISL 

DHSEGSLLFDDFLDTLDDLD1N 

VDDIETPDETDSLEFLGNGNEL 

EWEDDTPVATAKNMP 


16128 


46496 


A 


16223 


8084 


8251 


TAGDERHGPSRVRMFRIKGRRL 
GWMGPLGRGKR*VTRGMWPG 
KGPAYPGSSASSF 


16129 


46497 


A 


16224 


645 


1317 


WGASRLREPPSPRTLHSPRPGP 

ASAPPLRPLPQNRTPSPSAASTT 

APPQPSEASRLPA*KAKPKPHPP 

SAPRRGGSPPRHSAQPACGRRR 

PRSVGGAAPYAAERRNSAPQGP 

PQRLRRTAEGGKRPSNPRQRSH 

PRQRGDSLP*LGPWSRDRRAGR 

DGRDGSAGGTRRSPSPRYASPE 

PLGPAAPASPAGASWTGGPGRR 

ADDSWRASVFGAQSSACFPRA 

RVL 


16130 


46498 


B 


16225 


72 


378 




16131 


46499 


A 


16226 


151 


372 


GGQHWAKAWRQTLGPEMPER 
TGACGCGSL*PFTTPPPPAICVD 
GTFHKYVFTPDGNCNREAFDV 
YLDICDDDDF 


16132 


46500 


A 


16227 


182 


1083 


HPGPCPDHEQVGSMGLVEDPV 

SPGLPLTLNLGPDNPPTCPAVLI 

WDD A REG KD*EG* SSLG 1 PPPP 

HGHPVLCDTHR1VIVLKNRQLC 

PF*DAASSSAAHPTPHLHTLGL 

CELPCGLLAPSLHTTPTSDSSLL 

PQDLASTKPGTSSAPFTFNAHQS 

DIACVSLNQPGTVVASASQKGT 

L1RRVCMVGW* PHTT* H VG ITA 

DLSSSINFSHDSSFLFPTLPCPCP 

PAHLPYLGLASAACRLARVGK 

VGPMIGQYVDSQWSLASFTEM 

PERTGACGCGSL*PFTTPPPPAI 

CVDGTFHKYVF 


16133 


46501 


A 


16228 


202 


517 


GVHCHGFSAGQAAGQEPTSVH 

ETLLPHQLQDQSALRGGVQNR 

QRHQAAEGPGERAGAAVSVGL 

GEPQCH*VGAGRAARGPPILEV 

PAGGADAAAECPAGPHGCGG 



2086 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16134 


46502 


A 


16229 


141 


633 


WENARPEPSQGDLRAASVVSPR 

LPPRKGQGGLGYFGRGAGHAH 

GTAGQGASESETLLPHQLQDQC 

ALRGGVQNRQRHQAAEGPGER 

AGAAVSVGLGEPQCH*VGAGR 

AARGPPILEVPAGGGDAAAECP 

AGPHGQNARGQQSGISQLRHE 

REFLLRPFPQAPQL 


16135 


46503 


A 


16230 


65 


466 


VVFAEAAEASLMTSGVGGGA A 

QSPRSRRGGWWPLGEMPYANQ 

PTVRITELTDENVKF1IENTDLA* 

GYRGKRLAALGRGRPKPGPRG 

RGRGCSGWGGGDVLPELPPCT 

RALALGACGAGPACRGCSAFTP 

LGF 


16136 


46504 


A 


16231 


42 


491 


SGGKEAQGQSGTDQTVVVLSN 
PTYYMSNDIPYTFHQDNNFLYL 
CGFQEPDSILVLQSLPGKQLPSH 
KA ILFVPRRDPSREL WDGPRSG 
TDGAIALTGVDEAYTLEEFQHL 
LPKMKGNKWEQKSHYKPDWD 
*N L SCLFRQ VLNF VI V A PP 


16137 


46505 


A 


16232 


531 


976 


NQSIVRVNVDNSLSIPVIAAELG 

VRKPSEKGMQQKKKTKDLGFR 

AGKESKTEWRK*GLQDMASQ 

MFASPLK*PVTAAFHDSSMPSS 

LLQIEMEQLFLEARLQLDSKSE 

ARRNQCDSMLLRNQQLCSTCQ 

EM KM VQPRTM K I PDDPKA S 


16138 


46506 


A 


16233 


2 ; 


419 


SFLLSSSYTRTKSILRWPSLKKR 

ESGFPLNSSNSGVRKSC*LSSDP 

KSGTIVCPRFSNTISPSSSSSSSSI 

CSKTFL\PSFSCLPQKAAPNLAR 

SWGLPGSRTARLSQGPDRGPRG 

VCRLGSGAAEPSQRRGKPSRDE 

IV 


16139 


46507 


A 


16234 


27 


792 


INSIRILSTCKMGHPRFAPQAPG 

PLRTSEKGPAVLPAWGNSSSDH 

SSEPSVGFYFNEDSDGSHPVLQ 

MRACSPDPAQGARPSAEAPGQP 

♦HSASRGSDPKVASEWRLPHAE 

ASPQLPGFSGAASPAPKHSCSSF 

SC L PQKA APN LARS WG L PG SRT 

a di pr\r*Dr\Dr , DD/^\//^ , Di /~" , oy > a 
AKLol^LjKUKCjr Ku VLKLuouA 

AEPSQRRGKPSRGTHRPEPRAG 

GRLSPAERSPETEHAQCGRRGS 

LRND*TSPVLRGAQKEVGRRD 

CRGSSAILRAGEL 



2087 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/(175067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
seq uence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possi ble nucleotide insertion) 


16140 


46508 


A 


16235 


343 


969 


YDKTRLFNTVPLPPPHKKIIKKII 

QDIKGEILRAFPLRTGTKHRCPL 

SPLLFNILLEVLARA1RQEKJE1KS 

1QIGKEEVKLSLFADDI11YLESP 

KYSSRKLQELIKEFSKVSRYEIN 

VHKSVALLYTNSNQAENQ1KKS 

TPFTIAAKNK1KYLGIYLTKDAK 

DGYKENYKTLMKEHDDKNKQ 

KYIP*SWKGRIN1VKTTILSTAIY 


16141 


46509 


A : 


16236 




403 


ICESRRGRVCSALVRRYVGEGF 

GKAGSICMPQAPDKSSRWTILI 

RPPRFPPSVPSCSPGKEAPGGSEL 

/SPLPHAWPSDPVSPLGDRVTA 

NPAEIR*EPG PQSAAPGFREQRR 

RGQMG*IWYLTPTPPGGQ 


16142 


46510 


A 


16237 


19 


454 


KGKSLLCTSPKVCRGRJLRKSRK 

PETKVTHICMPQAPDKTSRWTI 

LIRPPRFPPSXPSCSPGKEAPGGS 

EL/SPLPHAWPSDPVSPLGDRVT 

AN PA E 1 R* EPG PQS A A PGFREQR 

RRGQMG * I WYLTPTPPGGQRPS 

SAASPRGFPLV 


16143 


46511 


A 


16238 


276 


898 


MKGTAPWRCGSRRGRVCSALV 

PK VCRG R L RKSRKPETK VTH1C 

MPQAPDKTSRWTILIRPPRFPPS 

S I LQS WEGGTG WLRTLPLPHA 

WPSDPVSPLGDRVTANPAEIR1L 

GEDPESPEETLNLILRTPIPPKPR 

GNAKSHP/GGHRSHR*EPGPQS 

AAPGFREQRRRGQMG*IWYLT 

PTPPGGQRPSSAASPRGFPPTNTN 

SSRLPAEPE 


16144 


46512 


B 


16239 


177 


284 




16145 


46513 


A 


16240 


253 


416 


CCPVLPGPWAAGHPGD*PDGP 

G**AQPHKECRGGFAPLQVTLG 

PKQPSGKRVNK 


16146 


46514 


A 


16241 


1401 


2246 


NIYLLLQVFDCWGLQGILGVSN 

PSYSIRRCYTAGQSPRGLPDPGR 

F*G*EESTGEQADCP*GSHRJISR 

SAAGAADGGLDPGAHT1TCGC 

LSHRGRLVPAQKSSAAL*APSG 

AKPAPTVAPVHDPARQG*GGQ 

ARGQGARQPHSHREGLCEC*A 

VTTL*EPHLRNSSAPA*ERGPQG 

IRVPEGQSGDQESSAEEHHGGD 

PGGGKPRCGQHQEPLGAGWPS 

PAGVEPLLGGLQKGSDGAP**E 

PQRGCVDEAQQSSPGAVPEAK 

AIAVQPPAPDVFAAVARCD 



2088 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16147 


46515 


A 


16242 


30 


461 


I PA ETTC/EP A KH F H C FTDG SSN 

GKASYSGSKGKVFQTPYISAQK 

VELVAV1EVLTAFDMPINVISDS 

SYMVHSTQLIENAQLRPHTDEQ 

LI 1 KTKKGGNRD YGTAQTQLNL 

ALLTFHFSSLPKGQMLPAAEQH 

LQKPAAKTQAE 


16148 


46516 


A 


16243 


1 


573 




16149 


46517 


A 


16244 


1 


1689 




16150 


46518 


A 


16245 


1 


1416 




16151 


46519 


A 


16246 


27 


779 


KNHFNWKDKFPPRLRJSFLMVA 

TV KP P EPTPLKRLTE KPI W 1 E K W 

PLSK*KLEALEICLVTEQLENGHt 

APTFSPWNSPVFIIKKKSGKWR 

MLTDLIAINSVIQPMGALQPPGL 

PSPAIIPKNWPLIVTDLKDCFFTI 

TLAKQDCEWFTFIIPAVNNLQP 

AKHFHCFTDGSSNGICASYSGSK 

V K V FQTP YTS A LT A E L V A V I E V 

LTAFNMSINMISDSSYVVHSTQ 

LVENAQLQFQTDDTNDFIYPVA 

NSS 


16152 


46520 


A 


16247 


2 


394 




16153 


46521 


A 


16248 


63 


1123 


ELDVMGLPEERVRSGSGSRGQE 

EAGAGGRARSWSPPPEVRLVSL 

LRLNMSQKINDIWASISVAEFW 

GDIAKEFYWKTPCPGPFLRYNF 

DVTKGKIFI E WMKG ATL* LCLF 

LVWGRSYTPNHWFFLVCLREG 

NEPGGQLDGREQVAARRVHGS 

YSVLLPAG1QKGDRVAILSNPFL 

HSLNPWGFLLSLRLSSLP*GPM 

DIVPTRQHGAY*GLECLLLPKD 

MDMGGSCQVPFEPTRLPL*AFL 

FSRGFPVRCCIVVKHLALTLSSH 

SL YTWTLQGQGTG VSCPH LELF 

TVLPCPSLQ1SWNQG1DLWWHE 

LMQEAGDECEPLPSLHLVVSRG 

GHKTLTCSPFFPQGVVHTVGGY 


16154 


46522 


A 


16249 


35 


219 


ALGVHFVLGPVGDGSRAVDCG 
QQLAPTSSACTTSGLSISRRCSGI 
WRMNQKKQVRGPSPKE 



2089 

BNSDOCID: <WO 017SO67A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16155 


46523 


A 


16250 


1934 


3213 


WPAPPSQVPSLDYGLALWFDA 

YVSVHGTQETSQCSPESSLTPPR 

LCGLRJLQPYAER1PVVATAG1T 

INFTLRGYAWPNGALPASTVPC 

GFAACPGEFLCSVNGRQAPAGS 

SGFLPPVPSLCPHTVCRATFQCK 

EDSTC1SLGRFPWGSETHLLCPA 

P1PSVPGVPCGTFTFQCEDRSCV 

KSLSASPLPLLLCPPHHLPPSPD 

CGLQGPSSRIVGGAVSSEGEWP 

WQASLQVRGRHILGRGSFLPPH 

LTPPHPTPPHPSMASTVLWTVF 

LGKVWQNSRWPGEVSFKVSRL 

LLHPYHEEDSHDYDVALLQLD 

HPV VRSAA VRP VCLPARGR1 EN 

RGSRLLRSHFCP*PRTGPISNAL 

QKVDVQLIPQDLCSEVYRSSPG 

KGGALTLLQSFLLSPFQGDSGG 

PLVCKALSGRWFLAGLVSWGL 


16156 


46524 


A 


16251 


511 


853 


CCWNMALIQTFQMSMEIPLCTT 

LS*TALHLASANGNSGVVKLLL 

DRRCQLN VLDNKKRT A LTKA V 

QCQEDECALMLLEHGTDPNIPD 

E YGNTTLH Y A 1 YNEDKLM A KA 

LLLYGADIESKNKVEEEMKKH 

ESKNVGLLENLSNGVTAGNGD 

DGLIPQRKSRTPENQQFPDNESE 

EYHSHTEFLPSRIYP 


16157 


46525 


A 


16252 


1050 


1350 


CDPQMCCCFRPEAATPG*REAA 

SAGPWDSAPPSPARTSLPSAHSS 

DYPLPRSRSSSASAASRSPPRPL 

STLARRLNPRRSGRSLPSGQPAG 

PSDPRGFCL 



2090 

BNSDOCID: <WO 0175067A3_1A> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possih!e nucleotide insertion) 


16158 


46526 


A 


16253 


2 


3486 


SSQSGAAAGAFCGLCVDLELTA 

SCDLEADSEDRTEHLATLQLRP 

DFSGSRCPAPQKHLQTHRPHSiC 

PWP1Y*PT*RSYLAISPHSW*AP\ 

PPSRRRAPPAFHPHTQACPSTCY 

CHTLASRRGPSNGRYHRPGYPH 

PTAVQRDPPAGPRGCQSPC*HQ 

PPACRRPCGRHYR*HGQHDPPP 

WQ*HC*SRSPCHPPSQRDAVTW 

PFIH I P AED/SHTQPQKSP\PAFRP 

HTKTCPFTCYCHTFAGRRGPSD 

GRHHHLGYHHPSAVQWDPPAC 

*RGCWRPCQREPQTCPCFCGR/P 

PPGTSL A * PPHPRVPLKEKLCQ Y 

DEFSEGLRHSAHLNRHQRVPTG 

EKS VKSLERGRG VRQNTH I RNH 

PRAPVGDMPYRCDVCGKGFRY 

KSVLLIHQGVHTGRRPYKCEEC 

GKAFGRSSNLLVHQRVHTGEK 

PYKCSECGKGFSYSSVLQVHQR 

LHTGEKPYTCSECGKGFCAKSA 

LHKHQH1HPGEKPYSCGECGKG 

FSCSSHLSSHQKTHTG ERPYQC 

DKCG KG FS FTN S YLQ A HQR V H 

MGQHLYKCNVCGKSFSYSSGL 

LMHQRLHTGEKPYKCECGKSF 

G RSSDLHIHQR VHTGEKPYKCS 

ERPYVCDVCGKGFIYSSDLLIH 
QRVHTGEKPYKCAECGKGFSY 
SSGLLIHQRVHTGEKPYRCQEC 
GKGFRCTSSLHKHQRVHTGKK 


16159 


46527 


A 


16254 


333 


695 


I S VFRSPGQSTSQHD A ATWPFL 
H1SGEG PTPSRRKAPP A FHPHTQ 
ACPSTCYCHTLASRRGPCNGRY 
HRP V YPHPTAMQRDPP AG PRG 
CQSPCWHYTPACRHPCGRHYR 
* HGQHDPPP WQ* HC* FGSPGQS 
TSQHDAVTWPFLHIPGERPTAS 

T> O IS A DD A T"f tni ITA A /"'TiO A \//^> T I 

KKlvArrArHPH 1 v/ACPSAC YCH 
TLASRRGPSNG RYHRPG YPH PT 
AVQRDPPAGPRGCQSPC*HEPP 
ACRHPCGRHYR*HGQHDPPPW 

Q 


16160 


46528 


A 


16255 


9 


437 


SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSAILSFTPVSLAKSCSIS1 

LPSRVLL*L*LVHSLLKETSFRS 
SSFSSCRACFLRSSQ/STAGPCR 
H LCRPTS AG IG EQRRCRPES HH 
EIVDRG1 



2091 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


iMct 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


16161 


46529 


A 


16256 


6 1 9 


1 138 


SCNMSLCRCNVC1RAAFKEGTP 

ALLVYSA!LSFTPVS*DPEAFSP 

HLPSNCWSLPPSLSSNVSRDRG 

AEAMQAGKSPWCVFPP'EPGPT 

GCEPPRTLPPAPFKLCSL 


16162 


46530 


A 


16257 


408 


801 


SQRRGSVCRLVHGRHGQPG KG 

TSPHSSLWDWQPGPQPSGPPWP 

EGGASPGTPSLIPRS*SASCCFP 

WHPGCSC*GAPASQC*VALSPQ 

PWFPLPCLSVPSPVGAQATGPK. 

HVRTPPGSDSAPPQLQPQSRI 


16163 


46531 


A 


16258 


1 


199 




1 f> 1 64 


46532 


A 


16259 


665 


1006 


IGSPDGRNVIRE RT VTN ETQTEG 
EREKEEERESFHTGDVLKVGDL 
G PQG SS REFQLLSNLTVPN FI Dl 
QFPK*VSAAC*DGPSHTHSSYIS 
SSLFIIRASQSSPGDFS1SVRY 


16165 


46533 


A 


16260 


247 


404 




16166 


46534 


B 


1626! 


258 


934 




16167 


46535 


A 


16262 


519 


924 


NRTIQADLLYPDDAGNPLPARN 

TRQASASADPPGARAGERRRG 

AAGPSPGR* OO A PG P PPPG EG A 

G ARPG* EGDAAGGATRFVGED 

ARLLRAGCHRGGRGEAEEPLO 

ALRHPGLOGLL*EGAPHGELAL 

VAFAHL 


16168 


46536 


A 


16263 


121 


214 




16169 


46537 


A 


16264 


139 


272 




16170 


46538 


B 


16265 




1962 




16171 


46539 


A 


16266 


2373 


2554 


SATPWLPTGLAAPTPGLAAPGT 
RSPPGQT* PERSPA ASPKRPERP 
ALDFQPPRQPPPPPP 


16172 


46540 


A 


16267 


919 


1653 


WNCFVCSADTMAQIMAEQEVE 

NLSGLSTNPEKDIFVVRENGTT 

RRPLQPPPRGRAS*GGAGRLCS 

QLITEQADIALTRGAEVKGRCG 

WRP LG L RTQTL RG RL KRTSPAQ 

QESKNMSKGPEATCQLSGTLG* 

EQ*GF*LLLWALAVAGKHTAN 

S H H LS A L VTP AG KSY ECQAQQ 

T1SLASSDPQKTVFCRTYDSGCF 

DQSSLLFFFPIAEHKCPVDEREQ 

LEETLPLILGLILGLVIMVTLAIY 


16173 


4654 1 


A 


16268 


2 


321 


PA WPP WPG ITG FCPQQDSPSNT 

FVVPAAHTV*CSHPCSYYKGIR 

QMVGLPQPLFHPDCPVTPQAHT 

DSLNTLGVLGGPPVCSDATLPQ 

I1NALEEDPAAQKMQLAF 


16174 ; 


46542 


A 


16269 


120 


327 




16175 


46543 


A 


16270 


540 


791 





2092 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ If) 

NO: 


SEQ ID NO: 
of peptide 
seq ue nee 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16176 


46544 


A 


16271 


1688 


1945 


DRVSLLPRLRQENRLNPGGRGC 
SELRSHHCTPAWATE*GSVSKK 
KKKKKNQKKNQFDFISLALPPS 
PHCPPLSQSLLLQPSSSAN 


16177 


46545 


A 


16272 


3 


343 


DIHHVRKSMEVNFLSYVVLTV 

AALPMLKQSNCSIVVVSSLAET 

AMK^VSGIVHMQAAPKEECAL 

EIIKGGALRQEEVYYDSSLWTT 

L\LIRNPCRKILEFLYSTSYNMD 

RFINK 


16178 


46546 


B 


16273 


48 


407 




16179 


46547 


A 


16274 


35 


646 


DLTGFIKFSLLLGLFMAYYYYS 

ANEEFRPGKYPCVSFWRNRFK 

KHRGA*VAYHLAKMGAHVVV 

TARSKETLQKVRVLCSQICVPS 

HAQMCSYI*DMTFAEQFVAQA 

OKJ^MGbAVSLTSSSELCPWGH 

QELLDIHHVRKSMEVNFLSYVV 

LTVAALPMLKQSNGSFVVVSSL 

nUi\ W L/l\.LyI\^vJlv IVTvlS.lv IN /\t\±JLJ 

AVQTPGSKSAI 


16180 


46548 


A 


16275 


221 


393 


LLYPANCVYMRCPQMLHFQGI 
QRPILL/HVSSGGAIHLQTGVET 
EEMRSAIAPDPIPLT 



2093 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16181 


46549 


A 


16276 


2025 


4146 


SDEWI1SAGSVSGDY7MSSAAVS 

KMDILLGIEH1SVFSETNHSSEEA 

FIKTAKSQLVEIEPATQNPKTSF 

SYERJLQALQETCKENKGVPKQ 

GDTFLSFSAACETDVSSVTPEK 

EFEETSATGSSMQSGSELLLKE 

REILTAGKQPSSDSEFSASLAGS 

GKSVAKTGPESNQCLPHHEEQ 

AYAQTQSSLFYSPSSPMSSDDE 

SEIEDEDLKVELQRLRFRHIQEV 

VNLQTQQNKELQELYERLRSIK 

DSKTQSTEIPLPPASPRRPRSFKS 

KLRSRPQSLTHVDNGIVV1DPLC 

VESNAASCQQSPASKKGMFTD 

DLHKLVDDWTKEAVGNSL1KP 

SLNQLKQSQHKLETENWNKVL 

QLESVYHREDEATWLPQLRAQI 

VAYPACAAAIASAHRRSMGVQ 

GFQEFLEKRCPGAVVPVDLLKL 

ARTVSRQQQQQHLHRQLPPTA 

ALAPGAPRAARGSVPLQPPLPP 

AALGAYSGGAGPIRHHHPAHH 

FHHHGQAQPGLHPPLPPPPPPQ 

LPGARVLVDAGSALPRLYGGY 

QTDWVCGGQWNAMLGYLSAL 

CQACAYPGGDGLELVVMFPGG 

LG KDRLAEWG RRCQ A ERQTAQ 

LIVGHVGNKGTPPPRAWFLPPA 

CLSHCVRLALIRFRF*VFQSLED 

HHLEVVAFFRENGFHGLLAHD 

SEYALYNIPSYYSSHALKLSWN 

GKNLTTNQFLMQEVAKQLGLK 


16182 


46550 


A 


16277 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 
GDLPWEINPLSSCSLLHEICDPP 
MTSGPQTNQPKEHLTNFKSGV 
RP/LQGRLPWSFTLSGKSRFSGE 
G A STPTP Y I S/G A P I P Y F RTPTS Y 
LC A PI P Y V RTPTS Y LC A LTPFPL 
FWRHIRTSKRLN/LQQPG1PPEPP 
PPG/CLLQVPEI*PPGQGMPAAQ 


16183 


46551 


A 


16278 


3 


351 


VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLISLCPDPLFPHPNLIS 

LRPNPLCPHPDL/GISVP*PLSRF 

SGGT*ELPNA*TAAA/AAF/LPEP 

PPPG/CLLQVPEI*PPGQGMPAA 

QDSS 


16184 


46552 


A 


16279 


1 


513 




16185 


46553 


A 


16280 


774 


1007 


ARSVTSSSELCGSWCLQASRHT 
HVPWCQL*KLPVVHLVQPQPC 
RGPAPGAALPAGSLEMPGTTEP 
ERGCHSPGLGIS 



2094 

BNSDOCID: <WO 01 75067 A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16186 


46554 


A 


1 6281 


507 


520 


LLLGLAAED*CCLIASEAP*TQS 

LFGGLFTRTHMKFGAVTQ1RGP 

PLGDKSPVLLLFALERQRRHVL 

SMDPKLRCWSRTGKAAFPWCL 

IIAEMPDYSPTFQRCQTTQGRLP 

WSFTLSSKSRFSGEGARACYKC 

QKSDHQAKECPQPGIPPKPCPIC 

AGPH WKSDCSTHLAATPRA PG 

TLAQGSLTDSFLA 


1 £1 87 
1 O 1 o / 




A 


1 OZoZ 


Zoy 


oU/ 


RARSEGAGLWSVVAPSAVSVFF 

VSDPRCAPFHRSPSCCSPVDRV 

CRCLRRVALAPAALVLVCSGSH 

SQSPWNSGLrCLSDRLLLGLAAE 

D*RCPIASEAP*TTTDAELT1PGL 


16188 


46556 


c 


16283 


1 


1752 




16189 


46557 


B 


16284 


146 


372 




16190 


46558 


A 


16285 


336 


753 


A RTPLAA ASRGSGGTRGG A A W 

VAGDDLRGPAPGPAEPGPARRR 

RGKGTPSSRPRTQRRPRSAAMH 

GHRCPQPARRSREHPNTYPAGR 

RPPELRRGRSGVPPPRP*RRPGE 

APRAPRPRAAEL*ARLPRPSVRP 

APARRV 


16191 


46559 


A 


16286 


1 


768 


FDELREEGFRQSVITNFSELKKD 

V*THRKEAKNLEKK\LDEWLTR 

INSVEETLNDPMELKTMAQELR 

DACTT*FREKRVKRNEQSLQEI 

WDYVKRPNLRL1GVPESDGEN 

GTKLENTLLDM IQENFPKL ARQ 

ANIQIQEIQQIPQRYSSRRATPR 

HIIVRFTKVEMKEICMLRAAREK 

G WVTH KG KPI RLT A D LS A ETLQ 

ARREWGPIFNILKEKNFQPRJSY 

PAKLSFISEGEIKYLTDKQMLR 

DFVTTRPALKEL 


16192 


46560 


A 


16287 


345 


894 


EQRHNIPESLGH1+STSAGDTPA 
DRVWSGPPANSSRPAAEGPDC* 
KEN*QRARTS\NQNPICTSPSSK 
TKEAKNLEKRLDEWLTRINSIE 
N 1 LKDLMELKTRARELRDACR 
SFSSOFHOVPFR V^VTFnnN/TNJF 

Jl kJOyl U V l_- 1 / IX V jV 1 CUy IVlrN C 

MKKEE1CFREKRVKRNEQSLQEI 
WDSVKRPNLHLIGVPESDGENG 
IKLENTL 


(16193 


46561 I 


A 


16288 


1 


1206 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN ! 
09/540,217 i 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


16194 


46562 


A 


16289 


I 


882 


MAPVSASEDFWQCPETSLISQL 

ESAPG1QLMEARDADKSLIMHE 

IAPTSNRELPVHK1S1AKPCSML 

MISWTFVNTGQSFQRKDQAAIF 

AVLQPLLVIHRQTGSGVDLQQT 

PTD LQ LRDLT V RRKNN KQKG I 

ASTSRKRTSTPKPHLQDHSSSPA 

M EQS WMQfCBFDKL A E VG FRR 

SVITNFSELKEDVQTHHKEAKN 

LEKRLDEWLTRINSVENTLNDL 

MELKTMAQELHDACTSFSRQF 

DQVEERVSV1EDKISEIKQEEKF 

REKRVKXRNEQSLQTIWDYVKR 

PNLHLIGVS 


16195 


46563 


A 


16290 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQ1MCFTVNRSLFVFSEDNVVRK 

YAKRITEWPPFEYM1LATIIANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPY FIG IFCFEAG IKIJ ALG FV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVSVIQDQISEM 

KREEKFREKRVICRNE/QSLQ*I 

WDYVERPNLRL 


16196 


46564 


B 


16291 


1 


1257 




16197 


46565 


A 


16292 


-> 


467 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPFCDP 

GSLPATEQSWTENDFDELTEVG 

FRRSA1TNFSELKEHVLTRRKEA 

KNLEKRLDEWLTRINSVEKTLN 

DLMELKTMAQELRDARTSFNS 

*FNQVEKR1SVIEDQIDE1K*EDK 


16198 


46566 


c 


16293 


115 


498 





2096 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16199 


46567 


A 


16294 


2 


1455 


TERDS1NINKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCSSSPAME 

QSWMENNFDELTEIGFRRSVIT 

NFSELKEDVQTHCKEAKNLEK 

K\LDEWLTR1NSIEKNLNDLMEL 

KTMAQELRDACTSFSSQFDQVE 

ERVSVIEDQMNEMKQEEKFRE 

KVRVKRNEQSLQEIWDCVKRPN 

LHL1GIPESDGENGTKLDNTLQ 

DH*ENFPHLAR*ANIQ1QEIQEIQ 

RTPQRYSPRRATPRHIIVRFTKV 

DMKEKMLRAVREKGFKPTK1R 

RDKEGH Y I M V KGSIQQEELTIL 

NIYAPNTGGPRFIKQVLSDLQR 

DLDSHTIIMGDFNTPLSTLDRS 

MRQKINKDIQELNSALHQVDLI 

DIYRTLQPKSTEYTFFSAPHRTY 

SKIDHVVGSKTLLSKCKRPETT 

TNCLSNRSAIKLELRIKKLTQNR 

SAAWKLNNLLLNDYWVHNEM 

KAE1KMFFETRTKIQHARISGIL 


16200 


46568 


A 


16295 


395 


656 


FQLQRPASCSSPIQHRKHIPRKP 
AXSQSSLPHTGKSARQPQEPQNR 
ENCLLRJL1RVASEATRRWTRPS 
EFSSRSENPRAHHPRRALR 


16201 


46569 


A 


16296 


671 


1126 


RRKVSELEH RRPV WKCPRRPPE 

VRKPESARVSFSPRGGARRSRP 

GATRSPQPRVPAAASASFGFGG 

LGRGGRGERARRGRGPKLEGP 

ESSAVLA*RNFPSRPRRRRPGRA 

GVEIARLGGTGSSPRPCPKPDPT 

ASLSELFM1PSDIPRRRN 


16202 


46570 


A 


16297 


2571 


2716 


THGMLEKRCCLQENMPIIPGKD 
FMTKTLKA I ATK VKIG K* DLIKS 
FCT 


16203 


46571 


B 


1 6298 


54 


576 




16204 


46572 


A 


16299 


475 


719 


VTW1RNNNACFTLNWFYHERS 
H1W1LKSTLQCGQIIIGNDVESR 
HK\CPKPS*LVGSVELEIADNVL 
PQKFPAAKT1FALYF 


16205 


46573 


A 


16300 


395 


830 


LSPCHNSFFFFFQAFDDIAKYFS 

KKEWEKMK*ATVPGPSLPLKK 

♦TFCSFLGFKVTLPPFMRSVSLE 

rGNLYQyKJ<JLM*L*S rVEMSLI 

LFICDLHIVK1MPKKPAEEENGL 

KEVPEASGPQNDGKQLCPPGNP 

STLEKFNKTS 


16206 


46574 


B 


16301 


54 


576 





2097 



SNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


16207 


46575 


A 


16302 


475 


719 


VTWIRNNNACFTLNWFYHERS 
HIWILKSTLQCGQ1I1GNDVESR 
HK\CPKPS*LVGSVELEIADNVL 
PQKFPAAKTIFALYF 


16208 


46576 


A 


16303 


393 


822 


LSPCHNSFFFFFQAFDD1AKYFS 

KKEWEKMKSATVPGPSLPLKK 

♦TFCSFLGFKVTLPPFMRSNSLE 

FGNLYQQRKILMYF*STVEMSL 

1LF1CDLHIVKIMPKKPAEEENG 

LKEVPEA SG PQN DG KQLC PPGN 

PSTLEKINK 


16209 


46577 


A 


16304 


1 


447 




16210 


46578 


A 


16305 


75 


565 


LLFSGFSLLHGYLPHWYLCHLP 

RSRSLGLRDKRWKVKGDTDFL 

SPSHPEYLLKEENDGHLCSLSFR 

MGNQFSSPLPAYTPLECILNHW 

DGFYP*NLEEKHLIALRTICGWP 

NYDLQEGLSWPQEGTIHFNTT 

WQLELFCRHEDRWSEATYMQ 

AFYILQGNRDLG 


1621 1 


46579 


A 


16306 


1 


1620 




16212 


46580 


A 


16307 


128 


223 




16213 


46581 


A 


16308 


1 


1578 




16214 


46582 


B 


16309 


592 


883 




16215 


46583 


A 


16310 


1 


344 


M HQTTA KTPHTS Y PNN Y EEHN 

RRANRSKNYDRJRHTTI1LKRTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRS1FIHIPGERDLNLCIAPNPP 

A IFPTSIG YLGPDLNNLPTY APFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPL1THSQPLNRGAFF 

CPGVRFLVVSVLDFEKRLAFAS 

♦SCGVQLRJRGKVQGVGFRPFV 

WQLAQQLNLHGDVCNDGDGV 

EVRLAYRVLVGQPQHYPRGRP 


16216 


46584 


A 


16311 


84 


237 


DGI VLSTYYHFYWHHF*ILEGP 

LPANTGDLCLPLQVQPDREQVR 

WALFKK 



2098 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SHQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16217 


46585 


A 


16312 


2887 


3537 


HLDRSGLFNIQVIPVCRKLGKE 

GNDEKQCVTTSRSNAAFFLLHF 

FLLATFTWMGLEAIHMY1ALVK 

VFNTYIRRYILKFCIIGWGKPLK 

IFLVLFFPHENCQVYGKESYGK 

C'lSAjL-Jc.i^ v lis. 1 rLUc lor V o ovj 

VMFFLNIAMFIVVMVQICGRNG 

KRSNRTLREEVLRNLRSVVSLT 

FLLGMTWGFAFFAWGPLNIPF 

ivi i Lrolr IN oH^vJIvl INV_. 1 


16218 


46586 


A 


16313 


302 


547 


QIGLWTPNFRARTFCVWTGGL 
VLCF*GFCFQEAAGARDTSSFA 
MGVSPWEFRHG*LWPEMRSME 
QILELLVLEEFLT1TGQ 


16219 


46587 


A 


16314 


1 


1 174 


WEEKENKEYLKSLFEIL1LMGK 

QNIPLDGHEADEIPEGLFTPDNF 

QALLECRfNSGEEVLRKRFETT 

AVNTLFCSKTQQRQMLEICESC 

I REETLRE VRDSHFFS1 ITDDVV 

Dl AG EEH L P VL VRF V DESHNLR 

EEFIGFLPYEADAEILAVKFHTM 

ITEKWGLNMEYCRGQAYIVSS 

GFSSKMKVVASRLLEKYPQAIY 

TLCSSCALNMWLAKSVPVMGV 

SVALGTIEEVCSFFHRSPQLLLE 

LDNV1SVLFQNSKERGKELKEIC 

HSQWTGRHDAFEILVELLQALV 

Lj^I^Ukj 1 IN i3JL/ I In IK WIN IN Y IACjKA 

FVL\CSAVSDFDFIVTIVVLKNV 

LSFTRAFGKNLQGQTSDVFFAA 

HQi T*A\/T uci XJT^/iv/iCNrrrwvi-iir 
UjL 1 A. V.Urlo.LIN.L, V IVI fc, In it, V Ynb 

FWFEEATNLAHQT 


16220 


46588 


A 


16315 


717 


902 


GALQSWPCYLPRQCGATVQNF 
CGVPTCMRKSTWSNLVVFRFP 
QDPSRCAN**LDCCTACTQ 


16221 


46589 


A 


16316 


1 


374 


EH SEPP1 G VQI VD Y LL RQEK VT 
nRMnH^I^VFTFTVl <;FvnnirQ 

LT\JVIJ_/I lorv VLlLI vbor VL/Ullo 

GAKSPCAM PSQ VPDK/QAQEI A 
DK I YNLFNG YTSG KEQQT A YN 
TLLDLGSPTLHRVLYHYNQHY 
ESFGEFTWRCEDELGPR 


16222 


46590 


A 


16317 


2 


1293 





2099 

BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last :tmino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V= possible nucleotide insertion) 


16223 


46591 


A 


16318 


219 


1912 


PHPTRTRSAQSVQYIEKDWGPG 

EGLEEGGVLGQLVAFDSFTVSF 

HFVSAGNSPSDESEERERDPKV 

LTFPEYITSLSDSGTKLHMAAGV 

RMECHSKGRCPSSCPLCHVTSS 

PDTPAEPVLLEVTKAALLNTQS 

FPCSLMQLLQEATMSSLWCSGT 

GDVIEDWCRCDSTAFGGCVPVS 

CSFLSAHRJLRLSTVHEPSSTLVV 

LEWEHSEPPIGVQ1VDYLLRQE 

KVTDRMDHSKVETGEHLLLHG 

LVLIQGDKTKTKKNALPHGFAP 

GPQYPRAMQEEQGEEEAVLLL 

QEAAVLLPLRVRDIRSCCFRHR 

ELLFLMLFPFLLLWAETVLSFV 

DDIISGAKSPCAMPSQVPD1CQL 

TT1 YFQPLIARFSFSSRKGLLR1 M 

SSHCHGDCDVSTLDSYTVSAN 

HALPLPARFTLWGVDNTGRRS 

RPSDVIVYM*ITYFPFPPSSEIAD 

KIYNLFNGYTSGKEQQTAYNTL 

LDLGSPTLHRVLYHYNQHYESF 

ASF*LKYPLCLIHRKAGLILSQL 

GDLSSWCNGLLQEPKISLRRSS 

LKYLGCRYSEIKPYGLDWAELS 


16224 


46592 


A 


16319 


1 


2031 




16225 


46593 


A 


16320 


1 


739 


MKRAGSSGGRGECDISGAGRL 

GLEEAARLSCAVHTSPGGGRRP 

GQAAGMSAKERPKGKVIKDSV 

TLLPCFYFVELPILASSVVSLYF 

LELTD V FKPVHSG FSC YDRSLS 

MPYIEPTQEAIPFLMLLSLAFAG 

PAIT1MVGEGILYCCLSKRRNG 

VGLEPNINAGGCNFNSFLRRAV 

RFVGVHVFGLCSTALITDIIQLY 

TG H Q A P Y F LTV RTPN YTS LN V S 

CT*NSYLAEDIRSRSDLTLTHSG 



2100 

BNSDOCID: <WO 0175067A3_IA> 



■ 



WO 01/075067 PCT/US01/08631 



SEQ in 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16226 


46594 


A 


16321 


48 


1359 


GDKNQNPRN WPLGEGKGNSLG 

RKETGRSNSRSHSSRSKSR*QSS 

SRSRSRSHSRKKRHSSRSRSRTY 

SRSWSRDRMYSRDDRH*YEVIV 

DCSRHGRE YKG REPRHGSG SL E 

RPTEQETSQPKIRKEIVETKGTA 

RGNCGTTGLLRPKTM M VERS Y 

GPQDRVAVGTWPHPGTERWAS 

SWDVSSSVRHQSEGVVQGWEH 

RCTHKSQQEVGACVNFRTPKV! 

LIYNLYLPVSHQFSKTFMSIVIV 

QKNLYLHNDFRALNVTHIYRLT 

IPNTTTCFTATQDEDKQIFHTAA 

QHRSHTSSYQYLSLTRSHRYEI 

V F YTRG LG A PFP AGDG H G KFQ 

KLOisJ'YbHbVHr V1PQDKTQH1S 

INTPHKNSETTKQHTCSFAYGL 

YYYQQKEDNPYAWPQVPAAA 

EMVSRLAQSRHSQQSILIHFSHQ 

SYHTDHISTV 


16227 


46595 


A 


16322 


227 


3020 


SC1KPRRKEMGRSNSRSHSSRSK 

SRSQS\SSRSRSRSHSRKKRYSS\ 

RSR\SRTYSRSRSRDRMYSRDY 

RRDYRNNRGMRRPYGYRGRG 

RGV/YYQGGGGRYHRGGYRPV 

WNRRHSRSPRR\GRSRSRSPKR 

RSVSSQRSRSRSRRSYRSSRSPR 

CCCCD CCODVCI/CDX /ci/n r> /-~» o y~\r^ 

oooiKboorYoKirVcsKKKuoQE 

l/ 1 ATI^V A CP CDACCCm l/cl/OAr 

l l^IW\cUfcr(^bcbFLKSKSQE 
crNU 1 rtHUrobMDbr NKSSAT 
SGDIWPGLSAYDNSPRSPHSPSP 
IATPPSQSS 


16228 


46596 


B 


16323 


258 






16229 


46597 


B 


16324 


1 


435 




16230 


46598 


A 


16325 


1120 


1209 


ASSDNPP*SEPRVSLTIEGQEIDF 

FLDTGTAFSVLSSCPGWLSSRS 

VTIRGILGQPVTRYFSHLL 


16231 


46599 


A 


16326 


1291 


1582 


IHQSALC1*LKVCKHTNQQPVSS 

SGFVNAPIDTLYLATLVGPWRT 

LCVHTLYLVNLVGMWRTFVSS 

SGIVNAPISALSKQTTWLYQSA 

GCGWGQIRE 



BNSDOCID: <WO 0175067A3_IA> 



2101 



WO 01/075067 



PCT/USO 1/08631 



SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16232 


46600 


A 


16327 


2 


840 

* 


APAVATEVLPGAGLTAGVLLW 

SDPKEPSNPGSSHRVGASDLDN 

PAHPTLLSYTMQKLEEELDVVL 

FDRSGHRTKFTNVGRMLLERG 

RVLLQAADKLTTDAEALARGW 

ETH LT1 VTE A L V PTP AFFPL1 DK 

LAAKANTQLAIIT*VLAGAWER 

LEQGRADIVIAPDMHFRSSSEIN 

SRKLYTLMMVYVAAPDHPIHQ 

EPEPLSEVTRVKYRG1AVADTA 

RERPVLTVQLLDKQPRLTVST1E 

DKRQALLAGLGVATMPYPMVE 

KDIAEGRLRVVSPESTS 


16233 


46601 


A 


16328 


3 


923 


RFLSDGT11SVDSAGKVQFWDS 

ATGTLVKSHLIANADVQSIAVA 

DFFPGHESRATEALCWAEGQR 

LFSAGLNGEIMEYDLQALNIKY 

AMDAFGGPIWSMAASPSGSQL 

LVGCEDGSVKLFQITPDKIQFER 

NFDRQKSRILSLSWHPSGTH 1 A 

AGSIDYISVFDVKSGSAVHKMI 

VDRQYMGVSKRKC1VWGVAFL 

SDGT1ISVDSAGKVQFWDSATG 

TLVKSHLIANADVQSIAVADQR 

RQFRGGHSRGNSLPFSAGPCVAS 

NSS*EAVGADKTVPASHS*RAH 

CGPTAQQR* YLGGTDTH L VFRP 


16234 


46602 


A 


16329 


2 


1059 




16235 


46603 


A 


16330 


582 


1540 




16236 


46604 


A 


16331 


1 


720 




16237 


46605 


A 


16332 


1 


477 




16238 


46606 


A 


16333 


1 


540 




16239 


46607 


A 


16334 


1 


261 




16240 


46608 


A 


16335 


964 


1574 


LRWCCGSQLFRGYWGGVTGR 

YLTVLPPHLAVGCMAPWGPFS 

VR1AAVVFIQIFAGEVFWCPVM 

CVRGLCTPVLTGVPGHGNSH1P 

AIVFTCSLQTLVGGTRRWWRC 

CAAGDVTKFPALVGVGGETPR 

PQLPIGVTTVILLQVLVWKFGR 

NVSMSVWALRVPGLAFQSRH/ 

ASWKFCRHSFLHCNAYIPLHTQ 

ECRSSH1SFLDQ 


16241 


46609 


A 


16336 


3 


87 




16242 


46610 


A 


16337 


1 


1398 





2102 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


16243 


46611 


A 


16338 


1596 


2205 


LRWCCGSQLFRGYWGGVTGR 

YLTVLPPHLAVGCMAPWGPFS 

VR1AAVVFIQIFAGEVFWCPVM 

CVRGLCTPVLTGVPGNGNSHIP 

A1VFTCSLQTLVGGTRRWWRC 

CAAODVAKhPALVGVGGETPR 

rVLPlLiV 1 1 VILLQVLVWKFGR 

N VbMSV WALRVPGLAFQSRH/ 

AbWKrCRHShLHCNAYlPLHTQ 

ECRSSHISFLDQ 


16244 


46612 


B 


16339 


276 


442 




16245 


46613 


A 


16340 


1 


300 




16246 


46614 


B 


16341 


1 


903 




16247 


46615 


A 


16342 


119 


889 


RQHILESHSRPILCTTWLPLLIIQ 

DPRTLQSAAMLLTQSLFGGIFT 

RTRMKFGAVTWIGGPPLGDQS 

PXSSCSLLRJEKDPPTTSGPQTHQ 

PKEHLTNFKSGVRPRRDACLGP 

SPLAASPAFLGKGQVPQPLISLC 

PDPLFPHPNL1SLRPNPLCPHPD 

I \/CI PDADrDA CI C A lll/\lPA\ r rnr' 

JL V^LCFUPF PAFLbAHKNFQTPE 
rv^POlPPhPPPPGACYKCQKSD 
H( s JAK.bCLQPRJPPKPCPICAGPH 
WR^DCb 1 HLAATPRAPGTLAE 


16248 


46616 


D 




i 
i 






16249 




A 


1 AlAd 


~* 






16250 


4661 8 


A 
AY 


1 ft'X&.Sk 
1 


i 
i 


Aft/1 




16251 


46619 


A 

r\ 


1 UJHO 


9 


1 AO ft 
1 UZo 




16252 


46690 


A 


1 OJH / 


i 
1 






16253 


46621 






9 


^Q9 




16254 


46622 


A 


16349 


790 


2184 




16255 


46623 


A 


16350 


773 


890 




16256 


46624 


A 


16351 


467 


606 




16257 


46625 


A 


16352 


1569 


1841 




16258 


46626 


A 


16353 


430 


980 


LLTEDALDDLIPSFLLTGQQTPA 

FGRRVSGV1E1ADGSRRRKAAA 

LTESNYRVLVGELDDEQMAAL 

SRLGNDYRPTSAYERGQRYASR 

LQNEFAGNISALADAENISRKII 

TRCINTAKLPKSVVALFSHPGE 

LSARSGDALQKAFTDKEELLKQ 

QASNLHEQKKAGVIFEAEEVIT 

LLTSVLKTSSASRTSLSSRHQFA 

PGATVLYKGDKMVLNLDRSR* 

RGIT*AAGI*PS*AEKSWGDI*S* 

RSYHSFNFCA 



2103 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihlc nucleotide insertion) 


16259 


46627 


A 


16354 


1 


343 


MKRAPV1PKHTLNTQPVEDTSL 
STPAAPMVDSLIARVGVMARG 
NAITLPVCGRDVKFTLEVNSGVI 
VLRRPLGYGQVMNVTRSCLLR 
THWMISSLLFY*LVNRHRRSVE 
EYLVS 


16260 


46628 


A 


16355 


1 


584 


MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDNEGAP 

VIPKHTLNTQPVEDTSLSTPAAP 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVNSGV1VLRRPL 

GYGQVMNVTRSCLLRTHWMIS 

SLLFY*LVNRHRRSVEEYLVS 


16261 


46629 


A 


16356 


62 


350 


SLPNLDNAAICSSSSSPTRTR*SL 
SVSAAALRRRLPSAISDHTREVF 
STLSPRSTSRVNFTSRPHTGKV 
M ALPRAITPTR A 1NESTIG A AG V 
DNEV 


16262 


46630 


A 


16357 


291 


502 


RLFEVHHHVHKHLLGDNRYPI 
WIMQPSAHHP/RSPTRTR*SLSV 
SAAALRRRLPSA1SMTPDTLRP 
NAGVC 


16263 


46631 


A 


16358 


1 


378 




16264 


46632 


A 


16359 


159 


433 


SYVKYFPHQPAQKYFQQIHSAl 

GLHTMADHVHKHLLGDNRYPIW 

IMQPSAHHP/RSPTRTR*SLSVS 

AAALRRRLPSAISMTPDTLRPN 

AGVC 


16265 


46633 


B 


16360 


1 


624 




16266 


46634 


A 


16361 


*> 
_> 


299 




16267 


46635 


A 


16362 


163 


699 




16268 


46636 


A 


16363 


795 


980 




16269 


46637 


A 


16364 


663 


734 




16270 


46638 


A 


16365 


391 


1248 




16271 


46639 


A 


16366 


1 


1 143 




16272 


46640 


A 


16367 


1 


271 




16273 


46641 


A 


16368 


1 


493 


MSKRRWLTGNGSDRENIRLDL 

GFLVSDEEKJIYKCEDCGrCAFM 

RSSNLTTHKKIHTGEKPYKCEE 

CGKAFKRSSILTTHKRJHTGEKP 

YKCEECGK VFKYLSSLSTHK 11 H 

TGEKPYKCEECGKAFNWSSHL 

TTHKRIHVMERNPTNVKNVAKA 

LSTPLPLLNIK 


16274 


46642 


A 


16369 


728 


1428 




16275 


46643 


A 


16370 


3689 


3864 


NYKSFFKWS/SQMQSMTK1YRG 

PLDHPDSPCSNVNDIEGTPPEEI 

STAQPLLHPRPAGSS 



2104 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


1 oz /o 


A £L£L A A 


A 

A 




2 


126 


WPLLLLGCLSLTKEWGFQA*LE 
KHVKRVKFPSHNLVPGRSI 


16277 


46645 


A 


16372 


728 


2207 




16278 


46646 


C 


16373 


1 


873 




16279 


46647 


A 


16374 


1220 


2097 




16280 


46648 


A 


16375 


73 


1438 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYGAHN 

YHPLPVALERGKGIYLWDVEG 

RKYFDFLSSYSAVNQGHCHPKI 

VNAL\KSQVGQN*PLTSRAFYN 

NVLGEYEEYMTKLFNNYHKVLP 

MNTGVEAGETA\CKLA\RKWG 

L/YTVKGIQKYK\AKIVFAAGNF 

WGRTLSAISSSTDPTSYDGFGPF 

MPGFD1IPYNDLPALERALQDP 

NVAAFMVEP1QGEAGVVVPDP 

GYLMGVRELCTRHQVLFIADEI 

QTGLARTGRWLAVDYENVRPD 

1VLLGKALSGGLYPVSAVLCDD 

DIMLTIKPGEHGSTYGGNPLGC 

RVAIAAL\EV\LEEENLAENADK 

I PIM DXTCT \ AIS I DCn\7\/TAl/nr i 

LOIlLKNfcLMI^LroLJV V I AVRO 
KGLLNAIVI KETKDWD A WK VC 
LRLRDNGLL AKPTHGDI 1 RFAPP 
L VI KEDELRES I EIINKTI LS F 


16281 


46649 


A 


16376 


600 


806 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


16282 


46650 


A 


16377 


1 


2255 


EPDVCAKMAGRSMQAARCPTD 

ELSLTNCSVVNEKDFQSGQHVI 

VRTSPNHRYTFTLKTHPSVVPG 

S1AFSLPQRKWAGLSIGQEIEVS 

LYTFDKAKQCIGTMTIEIDFLQK 

KSNDSNPYDTDKMAAEFIQQF 

NNQAYSVGQQLVFSFNEKLFG 

LLVKDIESMDPSILKGEPATGK 

RQKIEVGLVVGNSQVAFEKAE 

NSSLNLIGKAKT1CENRQSIINPD 

WNFEKMGIGGLDKGXFSDIFRR 

AFASRVFPPQIVEQMGCKHVK 

GILLYGPPGCGKTLLARQ1GKM 

LNAREPKVVNGPEILNKYVGES 

EANIRKLFADAEEEQRRLGANS 

GLH11IFDEIDAICKQRGSMAGS 

TGVHDTVVNQLLSKIDGVEQL 

NNILVIGMTNRPDLIDEALLRPG 

RLEVKMEIGLPDEKGRLQILHIH 

TARMRGHQLLSADVDIKELAV 

ETKNFSGAELEGLVRAAQSTA 

MNRHIKASTKVEVDMEKAESL 

QVTRGDFLASLEND1KPAFGTN 

QEDYASYIMNGIIKWGDPVTRV 

LDDGELLVQQTKNSDRTPLVSV 

LLEGPPHSGKTALAAK1AEESN 

FPFIK1CSPDKMIGFSETAKCQA 

MKKIFDDAYKSQLSCVVVDDIE 

RJLLDYVPIGPRFSNLVLQALLV 

LLKKAPPQGRKLLIIGTTSRKDV 

LQEMEMLNAFSTTIHVPNIATG 

EQLLEALELLGNLKDKERTTIA 


16283 


46651 


B 


16378 


1 


2181 




16284 


46652 


A 


16379 


1 


441 




16285 


46653 


B 


16380 


47 


482 




16286 


46654 


A 


16381 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQYGKIEV1EIMTDQGSGKXR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARJCALSKQEMAR 

ASSSQRGRSGSGMFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGSYNDFVNYNNQSSHFGPM 


16287 


46655 


A 


16382 


1 


762 




16288 


46656 


B 


16383 


59 


1042 




16289 


46657 


B 


16384 


76 


848 




16290 


46658 


B 


16385 


179 


400 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16291 


46659 


A 


16386 


27 


372 


VGSLRRPGPPREETRRJLRERRRS 

LEPWAFLLKEAKVG*QPSSLFQ 

WEGPMGLCSTPLVMNMGDSLI 

TK\HLFQVPPLTITSPGPRTrvRPH 

S*YPSPSLATGVWAAVWCKQP 

HFPAK 


16292 


46660 


B 


16387 


134 


284 




16293 


46661 


A 


16388 


1 


2013 




16294 


46662 


A 


16389 


313 


770 


IFGFVVAMHGAPGQAVLELLQ 

LTGDQSLGLSQRHMAALDALV 

HLLHGGLAVLTTAGAAPEHET 

RG1AGLREEQCRNPRCVKRGW 

AQEKQA*PGQRGGRKSSPFWSF 

TL/DSASAGPRAAHLHLPDVLS 

LQTLHHGLHRLLHPELLQLSHG 


1 OZ7J 




A 

A 


1 ojyk) 


[ 


2753 




16296 


46664 


A 


16391 


1 


1363 




16297 


46665 


A 


16392 


26 


181 




16298 


46666 


A 


16393 


1 


867 




16299 


46667 


A 


16394 


1 


1447 




16300 


46668 


A 


16395 


31 


659 


APALPGCEHMMAIRELKVCLL 

GDTGVGKSSIVCRFVQDHFDH 

NISPT1GVASFMTKTVPCGNELH 

KFLIWDTAGQERFHSLLPLYLVR 

GSAAAVIVYDFTEAGFHFHPLK 

K WV\KRLKELGPE\NIVMA I AG 

NKCDLSDI\REVPPEGMLKEY\A 

ESIGA1VVETSAKNAINIXEELFQ 

GISRQIPPLDPHENGNNGNTIKVE 

KPTMQASRRCC 


16301 


46669 


A 


16396 


1 


1182 




16302 | 


46670 


A 


16397 


1 


513 




1 OJUJ 


'tOO / 1 


A 

A. 




1 A & 

140 


429 


TFYTCFSPSV1PFSFSIHTKPYPG 

HHQSFYMTNVSSNNPTISPLTT 

RPPFSLISPALGSHAAPNPA*SSP 

EKHRPFSLHTTPQKFHRPNTSTL 

F 


16304 


46672 


A 


16399 


1 


435 




16305 


46673 


A 


16400 


56 


477 


ARAAKGESCEGPGVGRCFSFSS 
YRQTPPCCQRL VN VPKTRXRTF 
CKK\CGKH\RPHKVTQYKKGKD 
SFYA\QGRRRYDRKQSGYGGQT 
KPIFRKKAKTTKKXMGLRLECV 

PP>JPR<JkT RWvfl A \\C Rr'k'I-IFPI n 
Or INi^ f\orviv\lViL,/\ 1 rvrvL^rvi lr CLu 

GDKKRKGQVIQF [ 


16306 


46674 


A 


16402 


183 


373 | 


IHGSSENPTPERETLFWHAENG 

SALASC+KSGGQAPKRKVRTTL 

ILKAEILILGMLVLRSHGM 
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SEQ II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16307 


46675 


A 


16403 


1 


881 


MPFKCKKQHTFNKTSPKEGAII 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRLH 

VPTPQPVEHEFIQLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVR1QGK 

DLLTPVSRILIGNPGCTYKYLNT 

RLFTVPWPVKGSNIKHTEAEIA 

AACETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVDIKSRAA 

YNVTLLNFMDPQKMPYLKEEP 

YFGMGKMAVSWHHDENLVDR 

1QLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLI 

SAFHSRCVHA VFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRKINLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

L*MPPSPLPGGQKGRLVGMLS 

W VLT* V YK1QH/GT/PA A VEG* D 

EAFLAVWLGEGVGDFSPLVPSL 

LWHS* RGCCSIHGIPELELNPVH 

QIFIM/SASSLPFSPCQNKVPLSG 


16308 


46676 


A 


16404 


1 


459 




16309 


46677 


A 


16405 


1 


2025 




16310 


46678 


A 


16406 


1 


816 




16311 


46679 


A 


16407 


1 


217 




16312 


46680 


A 


16408 


3 


135 




16313 


46681 


A 


16409 


21 


218 




16314 


46682 


A 


16410 


392 


3744 


LNYKMLLKNLSPMSMLKAFSF 

AIPMQPPAQTNLPTAKPNGFQP 

LLLSQ YN ACPPPQ* EAG/Q VDL 

CSTIPLNLLPDSLPLTVPTGPLPQ 

GSVGLVLGRASSSAKGITIHTGL 

INSDSVDEIKLITSAKVPVSILAG 

ESIAQLLLLPN1ILNKGDKTRGP 

GMGSRGEKAAYWINVISKQRP 

TCTJHIQGRKFEGLVDTGADVS 

VISSSLWPSSWLKLHPTNMGLVG 

VGKAEEVYGSTFILPCTGLDGQ 

KGT1QPY1M 


16315 


46683 


A 


16411 


1 


783 




16316 


46684 


A 


16412 


1 


191 1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16317 


46685 


A 


16413 


3 


1381 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPKDR 

SSLPATEQSWTENDFDELTEVG 

FRRSAITNFSELKEHVLTRRKEA 

KNLEKRLDEWLTRJNSVEKTLN 

DLMELKTMAQELRDARTSFNS 

♦FNQVEKRJSV1EDQIDEIKQDD 

KAAETCNWRWVSESLRQLRAS 

VDAFHARASHYNAGECLHQLA 

ALNSRLNCAQEMARRDSIGEVP 

PVPWRTVVGSG1AGEAKLDHL 

RLVSLIGREVNKEMSPAATRWL 

FSFQAGALAGGQIVLQAAKPN 

AHGQPVVATRNLLNPAG1VAV 

LKQRPRLVAAAVQAFYLRDPID 

LRACRVFKTFLPETR1MTSYYAI 

EWSLWTLVDVLHAENSESAHM 

SHNSYDPPSDVARHLTHLPMSP 

1 PD YII ARFR YRHRSRV RLTARK 

LSPAFMRCSSEIQRYSTMLERG 

FNGGYCRSTTVRVVTEATRML 


1 fk"X 1 Si 


HOOoO 


A 


1 AA 1 A 


! 


1 1A1 

1 191 




1 f^'X 1 Q 


A&A&7 
4005 / 


A 

A 


t 6.A 1 < 
1 04 I D 


1 


1909 




1 f^^CS 
1 O-JZLf 


zl^Aft ft 


r> 
t> 


1 AA 1 A. 




1 "TO 1 

1791 




16321 


46689 


A 


16417 





1818 




16322 


46690 


A 


16418 




1044 




16323 


46691 


B 


16419 




1140 




16324 


46692 


A 


16420 




1062 




16325 


46693 


B 


16421 


1 


972 
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SKQ ID 

NO: 


SKQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Sfop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16326 


46694 


A 


16422 


1 


1758 


MDTFLQAERKDYMEAYELIEQ 

EEQGVKELNRPLTAPSALHPRD 

EAHL1MVDKLFDVLLDSVCQYF 

1EDFC1DVHHINSRW1/AVCQYFI 

EDFCIDVHHINSRWIKDLNVRP 

KT1KTLEENLGNTIQDIGMGKD 

FLSKTPKAMATKAKIDKWDLIK 

LNN FCTAKETTI RLP VPNPCG PV 

AETPLSRVFVLREARKTLKPHQ 

STCLSKGRDNSIDSWKTAARVL 

KTAISSTPTIPILKDQTQEWSVS 

ATFTSDGKIRLFYTDYSGKHYG 

KQSLTTAQVNVSKSDDTLKING 

VEDHKTIFDGDGKTYQNVQQFI 

DEGN YTSGDN HTLRDPH Y V ED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTNFFRKESQK 

LQQSAKKRDAELANGALGIIEL 

NNDYTLKKVMKPLITSNTVTDE 

I ERANVFKMNGKWYLGELG W 

RREWSSGDRKSLARLSKTGTLG 

LAALTYKCTRDQWTVYCRVIR 

EKNLCQDMRWYQRCCQTCRD 

FYANKMSPATAELVTRSPKGRS 

KLRLRYQLVFISLKGKPARKLGK 

ASSGSKLSLLSSSKTVALAGMG 

RGDEFQMELESEDLTSERDG I L 

TPTSSNQKKSKAYGSLIRT 


16327 


46695 


A 


16423 


1 


4449 




16328 


46696 


A 


16424 


3 


3859 


QFLPNLDSTVLGENYFDGTYQ 

MLYLLVKGTIPVEIHTATVIFVS 

FQLSVATEDDFYTSrTNLVKNLA 

LFLKIPSDKIRISKIRGKSLRRKR 

SMGFIIEIEIGDPPIQFISNGTTGQ 

MQLSELQEIAGSLGQAVILGNIS 

SILGFNISSMSITNPLPSPSDSGW 

IKVTAQPVERSAFPVHHVAFVS 

SLLVITQPVAAQPGQPFPQQPSV 

KATDSDGNCVSVGITALTLRAI 

LKDSNNNQVNG LSGNTTI PFSS 

CWAN 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16329 


46697 


A 


16425 


65 


1905 


RTSSRK7TNHCSEIKEDTNNWK 

NiPCSWIGRINlVKMAKLPKPPL 

V1PRQTGSGVDLQQTPTDLHLR 

VLTVRRKTNKQKGHPHQNP1CT 

SPSSKTKVLEVLARAFRQEKEI 

KGIQVGKEEVKLSLFADDMIVY 

LENP1VSAQNLLKLISNFSKVSG 

YKFNVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRJNIVKMAILP 

KVIYRFNAIPIKLPMTFF1ELEKT 

TLKF1WNQKRARIAKSILSQKN 

ICAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWN RTEPSEIM 

LH1YNYLIFDKPEKNKQWGKDS 

LFNIWCWENWLAIGRKLKLDPF 

LTPYTKINSRWIKDLNVRSKT1K 

TLEENLGNTIQDIGMGKDFMSK 

TPKAMATKAK1DKWDLIKLKSF 

CTAKETT1S VN RQPTE WEKIF A I 

YSSDKGLISRIYNELKQIYKKKT 

NMPIKKWVKDTNRHFSKEDIYA 

AKKHivi I KCbbSLAVREMQIKT 

1 MKYHLTPVEEVRAGEMAKTR 

RCQNVKGASEEGIRA/HCFVSH 

*PHCP/LWRATTLMETLKFKPIE 

VPCKPLEKSVSLLLL 


16330 j 


46698 


B 


16426 




2348 




16331 


46699 


A 


16427 


1 


660 


MPNFFIDRP1FAWVIAIIIMLAGG 

LA I LKLPV AQ YPTI APPA VTI S A 

SYPGADAKTVQDTVTQVIEQN 

MNGIDNLMYMSSNSDSTGTVQ 

ITLTFESG\QVQNKLQLAMP/LL 

PQEVQQQGVSVEKSSSSFLMVV 

UVIN1 Uu I Ivl 1 l^c.LllbU Y VAAN 

MKDAISRTSGVGDVOLFGSOY 

AMRIWMNPNELNKVERNSRRQ 

DVGERDISSGSRKVNKESREDE 

EVT 


16332 


46700 


A 


16428 


1 


975 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
0 ( >/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 6333 


46701 


A 


16429 


1 171 


2007 


AVDIVQGLVRGWGRQGWLLS 

GRGIPEGPLLLWGATVGSWRR 

LLPLTGVCGLPLGA VPVLIS*LL 

GGAQVQLLRJEEEAGHELVQQL 

VDGALVLLLDGRJLPLHVVADE 

RCCVLQDLPVLVHKDEVRLAR 

GGTAALRVLLLVLVVDALDLV 

EQALGAQGLGVVLLEVHSLVV 

KGLEVRLLILLPPDLVEALLGLP 

PLLFLG LQSFQDNG DSGDRVLL 

EALDDLRGLVAIDAINGTALDH 

LRRASQGVVQPELLLVFRRHPR 

QLLLHTFQHTDCGQVRLQDIV 


16334 


46702 


B 


16430 


1 


768 




16335 


46703 


A 


16431 


1 


2553 




16336 


46704 


A 


16432 


3 


573 


CEMHSVQKNEHDKTPEHSRKR 

SRPSLLRPVSAPAKKKMKLRGT 

KDLSIAAVGKYGTL/PGIFFL*Q 

GPPGAEEPGGV*JCLPPLHRTLQ 

PGAGVWL*APAAROPISGVSS* 

LPRAP*GGSVPVNSIYLVFSYCF 

*AMIVLF*NPVY*LT*LI*LLIPM 

HL*GAFHHLGTLQLVPLPVTSV 

VSILTRJQWVLE 


16337 


46705 


A 


16433 


no 


1347 


LTTATGMELSMGSTTWTSLCK 

AENAACQQEKPHIW1XSISSFL 

RLKRRRTTTKNTGTKKIASTVA 

VTIPPITPLPTAFCAPEPAPVLLT 

SGIPPRLNASENPQLLSGS/SSSD 

STGTVQITLTFESGTDADIAQVQ 

VQNKLQLAMPLLPQEVQQQGV 

SVEKSSSSFLMVVGVrNTDGTM 

TQEDISDYVAANMKDAISRTSG 

VGDVQLFGSQYAMRIWMNPNE 

LNKFQLTPVDVITAIKAQNAQV 

AAGQLGGTPPVKGQQLNASUA 

QTRLTSTE E FG K I L L K VNQDG S 

RVLLRDVAKJELGGENYDIIAEF 

NGQPASGLGIKLATGANALDT 

AAAIRAELAKMEPFFPSGLKIG 

YPYDTTPVVNISIHEVG KTLVE 

ANMLVFLAMNLVLQEFPADVIS 

TIAGPPSLRSSRVPGL 


16338 


46706 


B 


16434 


i 


2550 




16339 


46707 


B 


16435 


l 


630 




16340 


46708 


A 


16436 


270 


455 




16341 


46709 


A 


16437 


174 


492 


GALQPPPCTVGAPFWAGQGWS 
PLPQLAGRCGGRGTVRGTGAAC 
GACGPAGVPGGLGLGGPRTRSS 
RPALLAPGNGGLSTRASGCGGC 
TESPSSGWPTSAALDFLPGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16342 


46710 


A 


16438 


3 


413 




16343 


4671 I 


A 


16439 


31 


507 




16344 


46712 


A 
r\ 




i 


->J / 




16345 


467 13 


A 
AY 


1 6441 




/ 




16346 


46714 


A 


1 644? 


44 


ZU6 


-bblvl 1 bKlvl YKVI IRK/TMKASVC 
TQVKHPAIASICKLAVL*VGPWS 
GHFKYAGLPTL 


16347 


46715 


A 


16443 


1 


549 




16348 


46716 


B 


16444 


376 


862 




16349 


46717 


A 


16445 


2 


1603 


TNVSTTIATVVLNALARATKLL 

PPGHRRSPNPATAAASSPPTTLA 

HCSLRSHHQPLRGEQQPQAIRT 

TAGRCKALSSCPSFFECGSRSSG 

APPGACGQ1FRVSNAKLEPQAR 

PSSPVTGGPLDLMACRVVAAST 

REMAMLIAQALQTINYGRDDE 

NGHTHSACEVHHGGRVPELSV 

PSFSWRNRNNPSFIMGSITPTDY 

TLSKCYLPREDVVLIIYCGVSTN 

EQPDEEVPRTRFPTVAVSIGFAV 

RQELEFGVIYHCLE\YRLYTGRR 

GRGAFCNGQRLRVSGETASGM 

LPGIQQIH1QQEQNLQVGASTEL 

PCNLHTTRJRVASAPSSAPEDGT 

ESKTCNFRVTSSKGYCLALPRV 

PFPLTTGYKHLHKPPTGTHSTY 

HSMCLLNQPGW1.RT1S1ILFLNN 

KICWQKKSGREIKIEDYFPEYA 

NY 1 VPhUGHLSAHLYILSGLCM 

SFVMVNSVALNGDGCGICSETE 
AELIEVSHRLNCSREVGEHLNA 
TG ELG E E RA H G RQQ A A CG FTI A 


16350 


46718 


A 


16446 


1 


648 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


16351 


46719 


A 


16447 


329 


2497 


GEGQAVLQGKMGGEEKPI\GA 

GEEKQKEG\GKXKNKE\GSGDG 

SRAELNPWPEYIYTRLEMYN1L 

KAEHDSILAEKAEKDSKP1KVT 

LPDGKQVDAESWKTTPYQIAC 

GISQGLADNTViAKVNNVVWD 

LDRPLEEDCTLELLKLFEDEEAQ 

AVYWHSSAHIMGEGMERVYG 

GCLCYGPPIENGFYYDMYLEEG 

GVSSNDFSSLEALCKKI1KEKQA 

FERLEVKKETLLAMFKYNKFK 

CRILNEKVNTPTTTVYRCGPLID 

LCRGPHVRHTGK1KALKIHKNS 

STYWEGKADMETLQRIYGISFP 

DPKMLKEWEKFQEEAKNRDHR 

KIGRDQELYFFHELSPGSCFFLP 

KGVYIYNALIEFTRSEYRKRGFQ 

EVVTPNIFNSRLWMTSGHWQH 

YSENMFSFEVEKELFALKPMNC 

PGHSLMFDHRPRSWRELPLRLA 

DFGGLHRNELSGALTGLTRVRR 

FQQDDAHIFCAMEQIEDE1KGC 

LDFLRTVYSVFGFSFKLNLSTRP 

EKFLGD1EVWDQAEKQLENSL 

NEFGEKWELNSGDGAFYGPKI 

DIQIKDAIGRYHQCAT1QLDFQL 

PIRFNLTYVSHDGEDK1CRPV1V 

HRAILGSVERMIAILTENYGGK 

LAPFWLSPRQVMVVPVGPTCD 

EYAQNVRQQFHDAKFMADIDL 

DPGCTLNKKIRNAQLAQYNFIL 

VVGEKEKITGTVNIRTRJDNKVH 


16352 


46720 


C 


16449 


189 


456 




16353 


46721 


A 


16450 


3 


1414 




16354 


46722 


A 


16451 


95 


293 





i 

I 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16355 


46723 


A 


16452 


1 


1136 


MKKRPGHSLFQFQFLMFRJLFSE 

ARQPLSEEDVASLSWRPLHLPS 

ADWQRAALSLWTHRTFREVLK 

EEDVHLTYQDWLHLELEIQPEA 

\MLFQILNGRTSTSGRSMSTFSL 

SPRLQGAVTETCRLRVPFLSTH* 

WISTKAQGVMTTQKIL1WSLVA 

AQEMRILFPDCRRW+LTWSCSK 

TS*CLSATPLPRSTSSLRFSADG 

SRL*QAGGAWLPAFRDRGSC*C 

TNGSSSACLRLSSAAAASRQNS 

PSLPDASSSSTWSTLR*ETSAPT 

EVP*HRTSLPTS\QGPPERLSAE 

QRPLPDGR/RSYWPSARRNA/RL 

ILT/FCSGVVAEPGACAALPVEE 

TLPEPAAPGTAEATRRPAVCQR 

VRVGAIGFPFLLLLDGPAVVTS 

DLK 


16356 


46724 


A 


16453 


3003 


3482 


HRPRTRPCPWRRNHHLGHRAP 

L*PQRARR*SPNPPEDGSEDEHL 

*QLC 




HO 1 Z.O 


A 
t\ 


1 Oh 


CQQ 
J70 




KVILGLWTEEAQVGGQGLRAP 
TPRLLHHVLK* DIKR* AH RPDA 
VAHACNPNTLG 


16358 


46726 


A 


16455 


1 


\161 




16359 


46727 


A 


16456 


2 


572 




16360 


46728 


A 


16457 


1 


726 




16361 


46729 


A 


16458 


155 


1334 


HALGRRGGSQELSAAAGAASP 

SGSERRAPGALPCAWAAALLV 

LGAPPASRPGGFAAGKTMLLK 

E\YRJ\CMPLT\ADEYKI\GQLYM 

ISKHSHVEQSDRGEGVEVVQKE 

PFEDPHHGNGQFTEKRVYLNSK 

LPSWARAVVPK1FYVTEKAWN 

YYPYTITEYTCSFLPKFXSIHIET 

KYEDNKGSNDTIFDNEAKDVE 

REVCFIDIACDEIPERYYKESED 

PK H FKSEKTG RG QLREG WRDS 

HQPIMCSYKLVTVKSEVWGLQ 

TRVEQFVHKVVRDILL1GHRQA 

FAWVDEWYDMTMDEVREFER 

ATQEATNKXIGIFPPAISISS1PLL 

PSSVRSAPSSAPSTPLSTDAPEFL 

S VPKDRPRKKS A PETLTLPDPE 

rvrvrv l L/i i vj ivi nooL/i\rv»,lVr l\o CI 


16362 


46730 


A 


16459 


26 


355 




16363 


46731 


A 


16460 


86 


489 




16364 


46732 


B 


16461 


1 


201 




16365 


46733 


A 


16462 


3 


367 





j 

2115 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, j 
*=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) 


16366 


46734 


A 


16463 


58 


553 


VARSAPPDGAVCAGPGSRRTE 

MAEQSDEAVKYYTLEEIQKHN 

HSKSTWLILHHKXAYDLTKFLE 

EHPGGEEVLR£QA\GGD\ATENF 

EDVGHSTDAREMSKTFI1G\ELH 

PDDRPKLNKPPEP* RRCFKETLI 

TT1DSSSSWWTNWVIPAISAVA 

VALMYRLYMAED 


16367 


46735 i 


A 


16464 


185 


489 




16368 


46736 


A ! 


16465 


134 


345 




16369 


46737 


A 


16466 


572 


1017 




16370 


46738 


A 


16467 


911 


1013 




16371 


46739 


A 


16468 


1 


157 


FGGNQKGERTGQKGKGERGAK 

RKDFPGAVCISALGLLAKGCG* 

SWRPSSSAN 


16 >7? 


46740 


A 


16469 


71 


369 


SCGLSLlKMTrSQKHRDFVAEP 
MGEKPVGSLAGIGEVLG\KKLE 
ERGFDKAYVVLGQFLVLKKDE 
DLFXREWLKDTCG/APNAKQSR 
DCF*CLREWCDAFL 


16373 


46741 


A 


16470 


1 


831 






4674? 


A 


16471 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 

LLLQKELLTR1TSLEKNTNDLV 

DLKNTA*ELHEAHTSINS*IDQV 

EERISECEDHLTEIRHSEKMKTA 

LLK*DMQTRREKKK 


16375 


46743 


A 


16472 


536 


717 




16376 


46744 


A 


16473 


1 


1632 




16377 


46745 


A 


16474 


1 


651 




16378 


46746 


A 


16475 


1 


903 


GGGGRMKLIDYGLSGYQEESA 

EWKAMDFITSTAILPLLFGCLG 

VFGLFRLLQWVRGKAYLRNAV 

VVITGATSGLGKECAKVFYAA 

GAKLVLCGRNGGALEEL1RELT 

ASHATKVQTHKPYLVTFDLTDS 

GAIVAAAAEILQCFGYVDILVN 

NAGISYRGTIMDTTVDVDICRV 

METNYFGPVALTKALLPSMIKR 

RQGHIVAISSIQGKM\SIPFRSG1 

CQPSKHATQAF\FDCLAVPEM\E 

QFEIEVTVISPGYIHTNLSVNAIT 

ADGSRCGVMDTTTAQVAEALW 

RWPRM FLLL WGRRRKM 


16379 


46747 


A 


16476 


359 


1094 




16380 


46748 


A 


16477 


I 


906 




16381 


46749 


A 


16478 


1 


371 




16382 


46750 


A 


16479 


11 


257 




16383 


46751 


A 


16480 


2 


419 




16384 


46752 


A 


16481 


1 


2514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16385 


46753 


A 


16482 


262 


822 


AGCTRKTRJ1DVVYNASNNELV 

RTKTLVKNCIVLIDSTPYRQWY 

ESHYALALGRKKGAKLVRVTS 

L*GLWGGQPDSSLLVMKTLSSS 

f\ 1 oOrCfc.IVlK.Ar AttuynWuVQ 

GSRKLPGPAFLP*AHIFVSPFQT 

PEEEEILNKKRSKKIQKKYDER 

KKNAKISSLLEEQFQQGKLLGE 

KADELEVGSRRD 


16386 


46754 


A 


16483 


2 


799 


SQWLKLPSPLPHAGISRYANWD 

QAP*KTGGPRESPYHKKREVM 

KLGRPSCPN/NPKIGPPAGIQHSP 

VCRGG*QV r NTRAPEVWTVGNF 

\SWGL1CRCTP*NKDPSIVVLQC 

HLNNGAWFRTQGPWVEEFCIV 

ASSDQQQPYR\QWVRSPNLCAC 

PLGPAKKGEPKLDSLRKEEIFK 

l^K-N ULK K LRKbl * L KRKKNCQI 

rAVLruKJbQrrAKUKLSLKA/SR 

FQGPGQLWAEQDGFCA*EGQK 

SLEFLSFRKNPRPRKGQIKFLVF 

VFHPC 


16387 


46755 


A 


16484 


1 


681 




16388 


46756 


A 


16485 


287 


694 


HSSRPAPASAPRRWGLSWSWQ 
RCWC**TPSPSPRPRPAEG\CLR 
UKOKOAOGGLPFRPHGSLVHS 
GAQPPH FPHLPGG ARQTCG APP 
GS WSC V L/CRPAETG AA AAGSP 
A A AGSTRKRLGRAOG RGCR V A 
ALRLSPTH 


16389 


46757 


A 


16486 


189 


381 


QGAGSVGRTGQQLLKPGPFFLE 
KLLSLGCT/LSG*ALRARACCSP 
CCRPGAGCQPQAPVAQAGHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


16390 


46758 


A 


16487 


1 


2388 


QGRLVAKPPRPARSTAADSSTP 

RDMLGLRPPLLALVGLLSLGCV 

LSQECTKFKVSSCRECIESGPGC 

TWCQKJLNFTGPGDPDSIRCDTR 

PQLLMRGCAADDIMDPTSLAET 

QEDHNGGQKQLSPQKVTLYLR 

PGQAAAFNVTFRRAKGYP1DLY 

YLMDLSYSMLDDLRNVKKLGG 

DLLRALNEITESGRIGFGSFVDK. 

TVLPFVNTHPDKLRNPCPNKEK 

ECQPPFAFR>1VLKLTNNSNQFQ 

TEVGKQL1SGNLDAPEGGLDA 

MMQVAACPEEIGWRNVTRLLV 

F A TDDG F H FAG DG K LG A I LTPN 

DGRCHLEDNLYKRSNEFDYPS 

VGQLA\HKLAENN1QPIFAVTSR 

MVKTYEKLTE1IPKSAVGELSE 

DSSNVVHLIKNAYNKALSSRVFL 

DFTNALPXDTLKVTYDSFCSNGV 

THRNQ\PRGDC\DGVQ1NVPITF 

QVKVTATECIQEQSFV1RALGFT 

D1VTVQVLPQCECRCRDQSRDR 

SLCHGKGFLECGICRCDTGYIG 

KNCECQTQGRSSQELEGSCRKD 

NNSIICSGLGDCVCGQCLCHTS 

DVPGKLIYGQYCECDTINCERY 

NGQVCGGPGRGLCFCGKCRCH 

PGFEGSACQCERTTEGCLNPRR 

VECSGRGRCRCNVCECHSGYQ 

LPLCQEC PGCPS PCG K Y I SC A EC 

LKFEKGPFGFCNCSAACPGLQLS 

NNPVKGRTCKERDSEGCWVAY 


16391 


46759 


A 


16488 


353 


1205 




16392 


46760 


A 


16489 


1 1 


440 


FRALTEGDTQLNWN1VSFPVAE 

ELSHHENLVSFLETVTvJQPHHQN 

VSVPSNNVHAPYSSDKJEHMCT 

VVYFDDCMSIHQCKISCXESMG 

SHPN1RWVSLMACCECIGPECID 

YGSKTVKCMNCMF* RRQMQT 

KAT+*NNRYKKLKK 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16393 


46761 


A 


16490 


515 


1808 


KRKQTGEFGFNSFEXWCDSDLC 

EMNAGMPKGNLNEQDPKHCPE 

SEKCLLSIEDEESQQSILSSLENH 

SQQSTQPEM H K YGQLVKVELE 

ENAEDDKTENQIPQRMTRNKA 

NTMANQSKQ1LASCTLLSEKDS 

ESSSPRGRIRLTEDDDPQIHHPR 

KRKVSRVPQPVQVSPSLLQAKE 

KTQQSLA A I VDSLKJLDE1QPY SS 

ERANPYFEYLHIRKKIEEKRKLL 

CSV1PQAPQYYDEYVTFNGSYL 

LDGNPLSKICIPTITPPPSLSDPL 

KELFRQQEVVRM KLRLQHSI ER 

EKLIVSNEQEVLRVHYRAARTL 

ANQTLPFSACTVLLDAEVYNVP 

LDSQSDDSKTSVRDRFNARQF 

MSWLQDVDDKFDKLKTCLLM 

RQQHEAAALNAVQRLEWQLK 

LQELDPATYKS1SIYEIQEFYVPL 

VDVNDDFELTPI 


1 f>TKQA 

1 OJ7*t 


*fO /oz 


A 
A 


J 04V I 


1 
J 


699 




1 Oj7J 




r> 
t> 


1 A/I 00 


/- 
0 


C AC A 

5954 




16396 


46764 


A 


16493 


22 


585 




16397 


46765 


A 


16494 


1 


837 




1 UJ70 


40 /OO 


A 

A 




1 
1 


1422 




1 OJ77 


HO / O / 


A 

A 




1 j> 


1 89 




16400 


46768 


A 


16497 


193 


366 


GRPG1FKSFCRWW*C*FHMEFI 
WKSSA*/WSGVWHAGNICLSIS 
NPEDLRASQFCSSG 


16401 


46769 


A 


16498 


1 


888 




16402 


46770 


A 


16499 


:> 


531 


DAWADAWADAWADAWALQS 

RRRRRRTQLTLSSPHDCYRGLQ 

SLLLILCKMATLKEKLIAPVAEE 

\EA\TVPNN\R1TVLGDGQVGMA 

CAISILGKSL\ADELALVDVLED 

KL KGGNDG S FQHG\SLFL\QTPK 

\IVGRIKDYSG\TAQF*RIVVGN 

WQGVRSARRGKVRSNLVQRN 

VNVFK 


16403 I 


46771 


A 


16500 


2 


406 




16404 


46772 


A 


16501 


2 


394 




16405 


46773 


A 


16502 


1 


399 




16406 


46774 


A 


16503 


74 


464 


FAFNMPEPAKSAPAPKXGSKK 
AVTKAQKKDGKKRKRSRKESY 
SVYVYKVLKQVHPDTGISSKA 
MGIMNSFVNDIFERIAGEASRL 

A HVMk'DQTITQP ciat a \/dt T T r> 
Art i IN ls.tvo 111 oKJblv^ 1 A V KLLLr 

G\EL\AKHAVSEGTK\AVTKYHQ 


16407 


46775 


B 


16504 


84 


832 




16408 


46776 


B 


16505 


201 


829 




16409 


46777 


A 


16506 


1 


804 
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SEQ ID 

NO: j 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16410 


46778 


A 


16507 


3 


615 


PECIIG1D1LSSGQNPHIGSLTGR 

VRAIMVGKAKRKPLELPLPRKI 

LNQKQYRIAGGIEEISAT1KDLK 

DAGVVIPTTSLFDSP1WPVQKT 

DGSWRJV1TVDYRQFNQVATPIA 

AAIPDVASLLKQINTSPDTW/P1 

RPPISNGD*GVSGR*ACCLEPLA 

GPHR*ITSEASRILEQGPAIFCR* 

LLSF* ETA LGLLLG FGGN* TFD Y 


1641 1 


46779 


C 


16508 


25 


153 




16412 


46780 


A 


16509 


1 


1317 




16413 


46781 


A 


16510 


1 


1557 


QVPGC1IGIDILSSWQNPHIGSLT 

GRVRA1MVGKAKWKPLELPLP 

RKIVNQKQYH1LGGTVEISATIK 

DLKDTE A VTPTTSPFNSP1 WP V 

QKTDGSWRMTVDYCKLNQVV 

TPIAAAVPDV/VSLLEQ1NTSPG 

TWFEWSPKXKALQQVQAAVQA 

ALPFGPYDPADPMVLEVSVAD 

RDA 1 WSLWNAAIG ESQRRPLG F 

WSKALLSSADNYSPFERQLLAS 

Y W A L VETERLTVG HQ VTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

HWKCAVHT/IIKWKWYIRDWA 

QAGLEGTS*LYWPRASRYQQG 

HQDLFILRSDLPSQVFIRDKLME 

RRNRRTGRTEKARIWEVTDRT 

VRTW1GEAVAAAAADGVTFSV 

PVTPHTFRHSYAMHMLYAG1PL 

KVLQSLMGHKSISSTEVYTKVF 

ALDVAARHRVQFAMPESDAVA 

MLKQLS 


16414 


46782 


A 


16511 


41 


428 




16415 


46783 


A 


16512 


1 


1026 
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SEQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16416 


46784 


A 


16513 


648 


1886 


LDPEVAWAKWQHSTVKGPQK 

QFAFSWQGQQYTFTGLPQGYTN 

SLSLCYNLIPRDLDRFSLPQD1T 

LVHYIDDIMLTGSSEQELAYTL 

DLLVRRLCAKGWEINLTEIQEA 

STSVKFLRVQWCGACQDIPSK 

MKDKLLHLFPPTTKKKASLFGF 

RRQCIPHLECGPEQEKALQQAQ 

AAVQAAVPLERYDPADPMVL/ 

V/ELTWLWPLLSAQFASSGDQH 

♦ALHMAPFLGVVSQLPGGKLIIL 

D1FHHGKGRVLFSLE*TLTPDM 

GLPILHIMLLPRLPSVNSQNALS 

TVMPGFTGPGIKGWKWHHSPS 

rLVIH'vNrCrLrr'H YVLLA*R 

o ryi\J\JbrCHQET*Q*FH*TGS* 

GCQLDTLGSCYF*VNKLRRELQ 

C WLG *LTQTI KMKS VY YSITEN 

CWMKRSPVKRRKILELEEA 


16417 


46785 


A 


16514 


1 


402 




16418 


46786 


A 


16515 


1 


396 


PTRPGERSVHVEIPRRVGSGAG 

Li a a /""*o\/r>\/ A o r>/^\ I XT A c 
HA^WAUrVKVAKryLNAyLt 

UWLbvJVyb 1 rCRPARAlIAPHAG 

Y I YCubCAAHAYKQVDPSITxQ 

DCDVCWncCAACIVnPiPTTi r^iv 

KhKYbY YDEM^GEIYRSIEHLDK 

XjiPHyiPifCAi r\n\/prc\i\/i t^t/x^wt 

MGMMIbvJLDPVSFSNYLKKYH 


16419 


46787 


A 


16516 


2 


358 




16420 


46788 


A 


I UJ I / 


") 
z 


/oy 




16421 


467RQ 


A 
r\ 


1 Oj J O 


i 
l 


inn 
1U 1 / 




16422 


46700 


c 


1 AS 1 Q 




zy*f 




16423 


46791 


A 


16520 


159 


245 


GISVSCSMYL*PDRSAGYYGLF 
KDRKEK 


16424 


46792 


A 


16521 


1 


1227 1 




16425 


46793 


A ! 


16522 


1 


2697 




16426 


46794 


A 


16523 


200 


696 


YG1VTGPSLCAGDKQPKKQEK 
NPVLVSPEFVDEALCACEEYLS 
NLAHMDID/IGPGGPAVPQPPRA 

^PCCQQV/TADCr.DX/CDI CW f^l \\1 A 

urooMv 1 \r ourVorL^LuLWA 

vr.T?n ninDcn \/r\Di or nr\ a c d 
V Kj K^LU 1 Urr V ^rLrLrv^AbK 

CCTDT E7***0/"i'Ti trr^c'Li/~ , i r> r~\r> \ / \i / 
or 1 rLrCou 1 Lfc.L>oriC LKJJKV W 

A 1 rLOoWnolv 1 rvblviLJUA 1 K>W 

TAHYPKCVLCGC 


16427 


46795 


B 


16524 [ 


1 


960 




16428 


46796 


B 


i \j -> *l 


1 


Z I 




16429 


46797 


A 


16526 




1 Q.AA 




1 64 "*fi 

1 UHJU 


467QR 


A 


1 OjZ / 


oy 


1 CO 

i oy 


YNSGCLYGSQCSVCRCL*GVRN 
OVR^OOOAMM AM All VTMK'Ic'f; 
G 


16431 


46799 


A 


16528 


1 


2034 




16432 


46800 


B 


16529 


1 


855 




16433 


46801 


A 


16530 


1 


834 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

>*-t-J Ul.ll*. v 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


16434 


46802 


A 


1653 1 


65 


172 




j 6435 


46803 


A 


1 6532 


321 


429 




16436 


46804 


A 


16533 


460 


647 




16437 


46805 


C 


16534 


529 


804 




16438 


46806 


A 


16535 


j 


433 




16439 


46807 


A 


16536 


1 


484 




16440 


46808 


A 


16537 


51 1 


681 


QQGYTPFQGSGRESFLASSSFW 
WL/PGLPWLAAA*LQALTPSSH 
SLLSYLCSLLFCHP 


16441 


46809 


A 


16538 


51 


634 


PVPTFGLPARHTGAEKRRKNSG 

GEQLSKNNLY1RGLPPGGTDQD 

LIKLCQPYGK1VS\TRAFLDKTT1 

RCKGYGFVDFDSPAAAQKAVA 

SLKANGVQAQMAKLQERDPAX 

GLSVSSLLL\SMYEQELENMLK 

PFGHVISTR1LRDANGVSRGVG 

FARMESTEKCEVVIQHFNGKYL 

KTPPG1PAPSEPLLCKIADG 


16442 


46810 


A 


16539 


1 


759 




16443 


46811 


A 


16540 


74 


352 




16444 


46812 


A 


16541 


1 


747 


GSAVYLCYKKSVAKTNTVSYK 

AGLICRYPQEDYESFSLPESVPL 

FCLPMGATIECWPSNSKYPLPV 

FSTFVLTGASAEFvVYGAAIQFY 

EPYSEENLTEKQRLLLGLTSAD 

G KSDSSKTIHTNKC1CLLSH WPF 

FD\AFRKFLTFLYR\YSISGAHVL 

PIEKHISHFMHKVPFPSPQRPRJL 

VQLSPHDNLILSQPVSSPLPLSG 

G1CFSTLLQNLGPENAVTLLVFA 

VTEHIC1LIHSLRPSVLTSVTEAL 


16445 


46813 


A 


16542 


319 


969 




16446 


46814 


A 


16543 


131 


342 


NSDMGLNLGSALTG*PWVAIEF 
CCFGFFQ1IIVFSCLLGWL*VAP 
HPNLPSSPAEYMDFREAQEGTD 
VIY 


16447 


46815 


A 


16544 


1 


1086 




16448 


46816 


A 


16545 


469 


759 




16449 


46817 


A 


16546 


3 


598 




16450 


46818 


A 


16547 


227 


604 




16451 


46819 


A 


16548 


416 


1814 




16452 


46820 


A 


16549 


763 


867 




16453 


46821 


A 


16550 


1 


1419 





2122 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ !l> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


16454 


46822 


A 


16551 


915 


3125 


SLAGMRLTGTVSGGEVRV/TAK 

AGARVGPPELVGRPLEGECWY 

FSGVSRTQAQQLLLSPPNEPGA 

FL1RPSESSLGGYSLSVRAQAKV 

CHYRVSMAADGSLYLQKGRLF 

PGLEELLTY YKAN WKLIQN PLL 

QPCM PQKAPRQD V WERPH S E F 

ALGRKLGEGYFGEVWEGLWL 

GSLPVAIKVIKSANMKLTDLAK 

EIQTLKGLRHERLIRLHAVCSG 

GEPVYIVTELMRKGNLQAFLGT 

PEGRALRLPPLLGFACQVAEGM 

SYLEEQRVVHRDLAARNVLVD 

DGLACKVADFGLARLLKDDIY 

SPSSSSK1PVKWTAPEAANYRV 

FSQKSDVWSFGVLLHEVFTYG 

QCP YEGMTN H ETLQQ1M RG WF 

FGC1SRSEAVRRLQAEGNATGA 

FL1RVSEKPSADYVLSVRDTQA 

VRHYKIWRRAGGRLHLNEAVS 

FLSLPELVNYHRAQSLSHGLRL 

AAPCRKHEPEPLPHWDDWERP 

REEFTLCRKLGSGYFGEVFEGL 

WKDRVQVA1KVISRDNLLHQQ 

MLQSEIQAMKKLRHKHILALY 

AVVSVGDPVY11TELMAKGSLL 

ELLRDSDEKVLPVSELLD1AWQ 

VAhuMLYLbbQNYiHKULAAR 

iNILVOcrN I LtN VuUr Lii^AKJLlK. 

ED VY LSHDHNIPY KWTA PEALS 
RGHYSTKSDVWSFGILLHEMFS 
RGQVPYPGMSNHEAFLRVDAG 


16455 


46823 


A 


16552 


1 


990 




16456 


46824 


A 


16553 


1 


2847 


MTAREHSPRHGARARAMQRAS 

T1DVAADMLGLSLAGEPHRACT 

GLQTTGYPGL\DPSG*TRK*GRG 

MSALFL*TASAGA*LH*FSSLVA 

GAPPG*CGNVQVF/WLAHAQA 

MGTNNPIFLSS1AFFQDSL1NQM 

TQVKLSVYDVKDRSQGTVKSA 

ESDRVGN1TVIGWQMEEKSDQ 

RPP VTRS VDTvnG RLH PPAPTV 

MHSLSHRHSKKNSNFRALALM 

VLPVDESLTEALGIRSKYASLR 

KDTLLKSVFGGAICR 


16457 


46825 


A 


16554 


1 


327 








A 
r\ 


1 Ojjj 




*3 i no 




16459 


46827 


A 


16556 


262 


3159 




16460 


46828 


A 


16557 


1 j 


1398 




16461 ! 


46829 


A 


16558 


123 


393 




16462 


46830 | 


A 


16559 


245 


424 





2123 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN ! 


locution of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 6463 


4683 1 


A 


1 6560 


1 


531 




1 6464 


46832 


A 


16561 


2348 


2775 




1 646S 


46R^ 


A 


1 6S6? 




555 


LRJQVTFDDVAVEFTPEEWALL 














DTTOK Y L Y RD V M L\EN Y M N L A 

i-^ A ft iv 1 1 « Vft— ^ V I V 1 ft — * \ 1^1 1 1 V | | > L, I V 














SVGKSNITLLGMVACTCS 




46K ^4 


A 


1 6S6^ 


165 


457 




16467 


46835 


A 


16564 


310 


349 


K*TMK*EMGKFK*FY/IYLEQED 














YANANALLSPAPALPKEKRTDS 














NGRVYFVNHNTRITQWEDPRS 














QGQLNEKPLPEGWEMRFTVDG 














I PYFVDHNRRTTTY1DPWSTRP 

11 11 ▼ L/l 11 l 1 1 A 1 X i — * 1 WW 1 I v 1 


1 646R 


46JH6 


A 


1 6S65 

1 UJUJ 


j 


2217 




16469 


46837 


A 


16566 


1402 


1860 




1 6470 


46838 


A 


16567 


461 


696 


KRMCFCTSLSSARSSGSMYMSC 














RICCSMMPPFSSVFRSISSRYSR 














AAFWXAWTETRLCWQAAMPRQ 














QPPGLLHQWTTSP 




46JHQ 

HvOJ/ 


A 


16568 


1 


601 




1 6477 


46R40 


A 


16569 


468 


1213 




1 647^ 


46R4 1 

4UOH I 


A 


1 6S70 

1 UJ / \J 


2 


365 


EGCFQKIKLDHILSPPPMPFWK 














CSNPDVAFGPGKSLKYKRQLS* 














DGRQLRRGSLGGALTGRYLLP 














NPVAGOAWPASAETSNLVGMR 














SQALGQSAPSLTASLPCVSKCW 














ENIPPW1VTNCPPIK 


j 6474 


46842 


c 


16571 


220 


408 




16475 


46843 


A 


16572 


840 


1091 


QSLQHDVTL*VPVLLSYPEPAPS 














GHGLLRGSAQIAL*TIPADPAGT 














YLKTREPTLGCQTVPLPAPHLS 














VDTVCRCLSSSVWPO 


1 6476 


46R44 


A 


16573 


1 


1356 




1 6477 


46R4S 




16574 


1 


1084 




1 A/1 7 ft 


46R46 


A 


1 6S7S 


o 


576 


OPRGKICFSKNKPRKONFPTPKH 














MRVVLPPF/PPLKFF1FPKGLKFL 














EGGCPN I S PPQKKGS L PKIPR* V 














LIRPPIRKKLFPCTARVKLGPPQ 














GSFKTAAPSSSSP*SADPVYLAG 














K/PRQSSSPGGTGGLNPPPRRLQ 














PQPHPGPSWHSSSSRGPGGHPR 














RESAERSRCASGNPGGQ 


16479 


46847 


A 


16576 


36 


167 


RQ L FENTQS D ETKQEQ N KQN K 














K*STATESRKVPQTGKSKSYWP 


16480 


46848 


A 


16577 


171 


527 




16481 


46849 


B 


16578 


I 


471 




16482 


46850 


A 


16579 


1 


294 




16483 


46851 


A 


16580 


185 


299 


GLQYLKGKSGLKVKRGKVW*S 














ACCKKKGAALGTVASPL 


16484 


46852 


A 


16581 


3 


414 





2124 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16485 


46853 


A 


16582 


462 


928 


WGVPGLPGRHLLPLPSQPPPSW 

LSILYVSWAALTCFLNSGESTA 

AKFFCPN LS A IS YHTE A I PTTWQ 

GVHLSWAFGNGAPD1FSGPGGL 

L* PA/PQP/DLALG ALFG AG VLV 

TTVVAGGITTLLLF1QHHTTQEI 

H*QIVQWIKTTL*ILATVSYVIG 


l64dO 


4oo54 


A 

A . 


1 658j 


1 


654 




!64o / 


4oo55 


A 

A 


1 £ C O A 

16584 


66 


323 


RVSLEIHV1QKRRPHHLSLLSFW 
TRMKTFRRRK/WGEAEESATDT 
TSETNKVGTGVFVLSLWVPVL 
VRNLAGPGVVLGNICKHFPVC 


16488 


46856 


A 


16585 


1 


1530 




16489 


46857 


A 


16586 


615 


873 


FVFLWSLMMVMYRWGFGVAV 
LSVC*FSF*QSGPSAAGLLEFAG 
GPFQTPFAWVSVVEAAEQRIML 
NSKRCCV1VPLVVSSQRGTRP 


16490 


46858 


A 


16587 


286 


626 


PCKLFPCCNTC YS\RV* DFFRV A 
G K RSLALNN YTS W VNTSM L VPR 
VAFACG FPLQQ A A VLC VH L LG 
SPILGAADSSVTPPFCWMANAH 
ICGLQLQNTLSFAEPIYLGQEHA 
QLS 


1 /Z AC\ 1 

164y 1 


A CO CO 

46859 


A 


16588 


226 


489 


PYLSVIFFFDYGINEEQCQRPIQ 
GDGQNFHRHNGWIKINPSCISF 
AIFFPFGAEKNMWSTPVTEAFN 
LLST* AF* LFG YKCTLVISSS 


16492 


46860 


A 


16589 


1 


1344 




16493 


46861 


A 


16590 


1 


257 




1 £LAC\A 

16494 


a coo 
46862 


A 


16591 


73 


374 


ES ETEHKRPG KH SPKRSCN MCG 

QWAFHASLTVSYCLLTWCNET 

CSGDGCEGGMRJDIDPPVSQTR 

FFITLL*LC\FPGAGPQPAYFCTQ 

TQCHVETPRVSQ 


16495 


46863 


A 


16592 


1 


666 




16496 


46864 


A 


16593 


95 


1840 




16497 


46865 


A | 


16594 


1740 


2026 




16498 | 


46866 


A 


16595 


39 


487 


SRLDPR VRLLFRQFCETRPG LEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVFIAQVGQ 

AQSVHEYLRGEPFHEYLDSMFF 
DRFLQWKWLE/RVCACQVRAT 
GKVMYACSRLEKKRJQKRK 


16499 


46867 


A 


16596 


1 


591 





2125 

BNSDOCID: <WO 0175087A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
rodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16500 


46868 


A 


16597 


71 


1994 


EQEQRGRQGGLLAPPAPAAAA 

AARAAAAAAAAPQALTAPPAG 

SVADRRLSMELENIVANTVLLK 

AREGGGGKRKGKSKKWKE1LK 

FPHISQCE\SLRRTIDRDYCRVC 

DKQPIG\RLLFRQFCETR\PGLEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVFIAQVGQ 

DLVSQTEEKLLQKPCKELFSAC 

AQSVHEYLRGEPFHEYLDSMFF 

DRFLQWKWLERQPVTKNTFRQ 

YRVLGKGGFGEVCACQVRATG 

KMYACKRLEKKRJKKRKGESM 

ALNEKQILEKVNSQFVVNLAY 

AYETKDALCLVLTIMNGGDLK 

FHIYNMGNPGFEEERALFYAAE 

ILCGLEDLHRENTVYRDLKPEN 

ILLDDYGHIR1SDLGLAVKIPEG 

DLIRGRVGTVGYMAPEVLNNQ 

RYGLSPDYWGLGCLIYEMIEGQ 

SPFRGRKEKV1CREEVDRRVLET 

EEVYSHKFSEEAKSICKMLLTK 

DAKQRLGCQEEGAAEVKRHPF 

FRNMNFKRLEAGMLDPPFVPD 

PRAVYCKDVLDIEQFSTVKGVN 

LDHTDDDFYSKFSTGSVSIPWQ 

NEMIETECFKELNVFGPNGTLP 

PDLNRNHPPEPPKKGLLQRLFK 

RQHQNNSKSSPSSKTSFNHHFNS 


16501 


46869 


A 


16598 


1 


963 




16502 


46870 


A 


16599 


192 


609 


RPKGARELRLHPGPRYGRTSPQ 

NCPWARPGCLHEAL*G\WKICL 

HCKCPQEEHMVTVMPLEMEKT 

1SKLMFDFQRNSTSDDDSGCAL 

EEYAWVPPGLKPEQVHQYYSC 

LPEEKVPYVNSPGEKLRJKQLL 

HQLPPHDNEV 


16503 


46871 


A 


16600 


1 


915 




16504 


46872 


B 


16601 


30 


820 




16505 


46873 


A 


16602 


99 


248 


RLEKH1NCSRV1*SWAASPGLTA 
A A YRVTLN PPGTFL EG V A K VG 
QYTFT 


16506 


46874 


A 


16603 


1 


717 




16507 


46875 


A 


16604 


271 


556 


TAACLQSHHFKSSGQLSFERKW 
PKVGTITRS1ASLLSGPVFGLHH 
LAFSAHVPREGPTTPWNYFPRV 
A A P/RR WTPG EH ARTTTG LG A A 
PCVLLWA 


16508 


46876 


C 


16605 


135 \ 


341 




16509 


46877 


A 


16606 


125 


226 




16510 


46878 


A 


16607 


194 


547 





2126 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1651 1 


46879 


A 


16608 


2073 


2338 




165 1 2 




A 


1 66HQ 


1 1 z / 


1 ZoZ 




16513 


46881 




16610 

1 DO i U 


i 






16514 


4688? 


A 

r\ 


1661 1 

1 DO J I 




/VJO 


H PLPNPCCHQPFHLCLRR*TL 
HCLRQQ*WPPLRQLPGKIMLIL 
LRSHPQHPCLLLDLQLD 


16515 


4688^ 


D 


1 DO I Z 








16516 


46884 


B 


16613 


90 


2812 




16517 


46885 


A 


16614 


44 


216 


RCRRRLIPHPRRLSPVVIRRIQVP 
Q/V QPGAGPSRPGHTRDPIG AA 
AAHCPCPGDSGAH 


16518 


46886 


A 


16615 


1 


1107 


MTEEPLQALVLSAVLLYQEAY 

VRRSLTALGLDTFANFAHFSEM 

QPLSDAPCGLVTGVTRPLVAYS 

VEVGGFT1 ICGLSLASGNISG WC 

QLYLLLTQCRRGAATLWDSGM 

GGGRQSSRQTSVPRWTLDSKCI 

PGPKLTTRPQMDTKALGGQQA 

HVEHQTHED1RPQVDTQAPGG 

HKALGEQQDPVGHQASVGYSP 

QVPQDSLGQALAGQATPEIPLG 

LQLHTVLVQE1QEL1EAQTRAP 

GPCAEVRALPAPAAEPEPAWEE 

APPERALELEGAPAKDQTNEEL 

PE1TA/PYC/EPLALTLELKAWLE 

RKVGGRG\DQHSPSQQLPCCP*S 

WARWQTCRQRAGHLAWPPVP 

RCREASLIH*NHSPAAAGPFILL 


16519 | 


46887 


A 


16616 


i 


792 




16520 


46888 


A 


16617 


i 


963 




16521 


46889 


A 


16618 


i 


378 




16522 


46890 


A 


16619 


l 


494 


MKPRTLAVSVTVLKGGVSRVC 
SFWCSDVFRVSSFWWVRGLAD 
SGVKLRTFAVSVTPLKAARLEL 
FVPPGGFVVSLASGVICLQPFEV 

RGKEQSYHTGEGHPSRLP/PAG 
SGSLLLFSYLAPPTSC*LVQPSG 
LF*QGADWCIYNP 


16523 


46891 


A 


16620 


137 


262 





2127 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 



PCT/USO 1/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16524 


46892 


A 


16621 


1 


2786 


EVSLREATQRKLRRFSELRGKL 

VARGEFWDI VAITAADEKQELA 

YNQQLSEKLKRKELPLGVQYH 

VFVDPAGAKIGNGGSTLCALQC 

LEKLYGDKWNSFTILL1HSDEW 

KKXVSESYV1T1ERLEDDLPIKE 

KELTELRN I FGSDEA FSKVNLN 

YRTENGLSLLHLCCICGGKKSH 

IRTLMLKGXLRPSRLTRNGFTAL 

HLAVYKDNAELITSLLHSGADI 

QQVGYGGLTALH1ATIAGHLEA 

ADVLLQHGANVN 


16525 


46893 


A 


16622 


174 


722 




16526 


46894 


A 


16623 


1 


1554 




16527 


46895 


A 


16624 


1 


843 




16528 


46896 


A 


16625 


2 


745 


EC WDG EH DI ETPYG LLH V VIRG 

SPKGNRPAILTYHDVGLNHKLC 

FNTFFNFEDMQEITKHFVVCHV 

DAPGQQVGASQFPQGYQFPSM 

EQLAAMLPSVVQHFGFKAYV1GI 

GVGAGAYVLAKFALIFPDLVEG 

L VL VN1DPNG KG W1D WA ATKL 

SGLTSTLPDTVLSHLFSQEELVN 

NTELVQSYRQQIGNVVNQANL 

QLFWNMYNSRRDLDINRPGTV 

PNAKTLRCPVMLVVGDNAPAE 

DGVVECNSK 


16529 


46897 


A 


16626 


3 


949 




16530 


46898 


A 


16627 


1 


633 




16531 


46899 


A 


16628 


2 


1324 




16532 


46900 


A 


16631 


1 


591 




16533 


46901 


A 


16632 


138 


832 




16534 


46902 


A 


16633 


55 


586 


IFVHPTPAASTMPSKFDPNEIKV 

VYLRCTGGEVGATSALAPK1GP 

LGLSPKKVGDDIAKATGDWKG 

LRITVKLT1QNRQAQIEVVPSAS 

ALIIKALK\EPPRDRKKQKNIKH 

SGNITFDEIVMIARQMRHRSLAR 

EVLSGTIFCEILGTAQSVGCNVDG 

RHPHDIIDDrNSGAVECPAS 


16535 


46903 


A 


16634 


1 


735 




16536 


46904 


A 


16636 


3 


346 




16537 


46905 


A 


16637 


57 


649 


GPRRAYGGRMAGGGGDLSTRR 

LNECISPVANENfNHLPAHSHDL 

QRMFTEDQGVDDRLLYDIVFK 

HFQRVNKVE1SNAIKKTFPFLEG 

LRDRDLITNKMFEDSQDSCRNL 

VPVQRVVYNVLSELEKTFNLPV 

LEALFSDVNMQEYPDLIHIYKG 

FENVIHDKLPLQESEEKEREERS 

G LQLSLEQGTGEN SFRSLTWPP 



2128 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ1D 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16538 


46906 


A 


16638 


1 


1665 




16539 


46907 


A 


16639 


348 


1534 




16540 


46908 


A 


16640 


1 


627 




16541 


46909 


A 


16641 


1 


1343 




16542 


46910 


A 


16642 


76 


479 


1RAVSRSRERPGSRSRYLQAC*G 
GGAFPGP+SAEISRLVRSHNLGG 
YSC 1/BOCjGGCRKGSCLLQHSC 
LLWHSCLLPASKNTVCSKDLG 
uLbL 1 ytSKAPACS WSPRTQGG 
^AboHULOotKN A Wh I PSRQLG 
Row 


16543 


4691 1 








O / J 




16544 


46912 


C 


16644 


118 


420 




16545 


46913 


A 


16645 


1 


987 




16546 


46914 


A 


16646 


1 


494 




16547 


46915 


A 


16647 


360 


1510 




16548 


46916 


A 


16648 


375 


2187 


VTAAAAATAMAESGESGGPPG 

SQDSAAGAEGAGAPAAAASAE 

PKIMKVTVKTPKEKEEFAVPEN 

SSVQQFKEEISKRFftSHTDQLV 

LIFA\G K I LKDQDTLSQHG 1 HDG 

LTVHLVIKTQNRPQDHSAQQTN 

TAG SN VTTSSTPN SN STSGS ATS 

NPFGLGGLGGLAGLSSLGLNTT 

NFSELQSQMQRQLLSNPEMMV 

QIMENPFVQSMLSNPDLMRQLI 

MANPQMQQL1QRNPEISHMLN 

NPDIMRQTLELARNPAMMQEM 

MRNQDRALSNLES1PGGYNALR 

RMYTDIQEPMLSAAQEQFGGN 

PFASLVSNTSSGEGSQPSRTENR 

DPLPNPWAPQTSQSSSASSGTA 

STVGGTTGSTASGTSGQSTTAP 

NLVPGVGASMFNTPGMQSLLQ 

QITENPQLMQNMLSAPYMRSM 

MQSLSQNPDLAAQMMLNNPLF 

AGNPQLQEQMRQQLPTFLQQM 

QNPDTLSAMSNPRAMQALLQI 

QQGLQTLATEAPGL1PGFTPGL 

OALub 1 CjGbSG I NGSNATPSEN 

1 br 1 AG l 1 brGHQQFIQQMLQA 

LAGVNPQLQNPEVRFQQQLEQ 

LSAMGFLNREANLQAL1ATGG 

DINAAIERLLGSQHHSSISVS 


16549 


46917 


A 


16649 


269 


440 




165 SO ! 


46918 


A 


1 UUJU 


4U7 




RLNLPGPLCAGTSILFAVLMEAI 
GVSClROAGGGHVASHIY*ni M 
/PALAL*DTEPRNPSALPETCLC 
GSGPQSQMGHQTSHLLSSPGTG 
LSF 


16551 1 


46919 


A 


16651 


1 


1026 
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SEO II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*-Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


16552 


46920 


A 


16652 


719 


906 




16553 


46921 


B 


J6653 


I 


1971 




16554 


46922 


A 


16654 


200 


239 




16555 


46923 


A 


16655 


109 


177 




16556 


46924 


A 


16656 


1 


1542 




16557 


46925 


A 


16657 


1 


453 




16558 


46926 


A 


16658 


2 


487 




16559 


46927 


A 


16659 




1260 


MEDAEGTVTLLAVTLVARDLN 

CIQPQTGPSGGIPEESIVI1GDVSS 

MHVIAPEDLPVGQDVEVEDSDI 

DDPDPVRALPLQIHACGRVGFE 

AHDDWSEGGDPAADTLIDPSQ 

DARYLKCEGMQAPKNSNPVAQ 

KTEISYH1WIARIPREKSGKVTG 

TLCDLLKDLTV1HSLIPKQGCSD 

GLGVLVQGTFQPQGNTDTCTC 

QVSAVEGKGEGLMQLASLSRR 

VTIWAYGDSQERDLKTQLEKIT 

AIKDMKEMQEKEYRIMEKAHS 

RQRKQHHKGPERKEQAAIFAV 

LQPPLVI TRQTG SG V DPQKTP A 

DLQKRCRTVRRKTSQQKAVAS 

TLTKRITTQKLN A K DHM SS PTR 

EQNCTEN EFDELTE VG FRR WV I 

TNSSELKEHVLTQCKEAKNFDK 

RLEELLIQ!TSLEKNISDLMEL*S 

FALSFCVVILFVNVDATAFCWL 

VFLLTVRHLFCRSAGVFWGSTP 

DPVCLVITSGGCRTAK1AACSFL 

SGPLWCCFLCLEWAFSHLYSFS 

CISFMSLIAVIFSNWVLRSLS 


16560 


46928 


A 


16660 


1 


799 




16561 


46929 


A 


16661 


1 


969 


MHVIAPEDLPVGQDVEVEDNDI 

DDPGQAKKTMEEQWTLVSLLS 

TSQQQGPVPPGSTASSATDKLS 

RWELTLLYSTTLFLAREAFRRA 

CLSGGTQRDWSQTLNLLWLTV 

PLGVFWSLFLGWIWLQLLEVPD 

PNVVPHYATGVVLFGLSAVVE 

LLGEPFWVLAQAHMFVKLKVI 

AESLSVILKSVLTAFLVLWLPH 

WGLYIFSLAQLFYTTVLGLCYV 

IYFTKLLGSPESTKLQTLPVSRJT 

DLLPNITRNGAFINWEEAKLAW 

GFFKQFFLKQIVLTEGGRYVGG 

HFLNVLNFGDQGVYD1MNNLG 

SLVARLIFQPIEESF1YS 


16562 


46930 


A 


16662 


1 


1665 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16563 


46931 


A 


16663 


1 


1521 


MDVSSPPCVDGVSILPPLLIPRQ 

TGSGVDLQQNPTDLQLRVLTV 

KRKTNKQKGHPHQNSICTSPSS 

KTKEYTFFSVQHHTYSKIDHIV 

GSKAVLSKRKTIEI1TNCLPDHS 

AIKLELRJKKLTQNHKTTWKQN 

NLLLNDYWVHNKMKAEIKMFF 

ETNKNKDTTYKNLWDTVKAV 

CRGKFIALNAHKRXQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

E1TK I RAELKE1 ETQKT VQKIH ES 

RSWFFEKINKIDRPLAGLIKKJCR 

EKSQKDA1KNDKLDITTDPTET 

QTTIRDYHKHLYA1KLENLEEM 

DKFLDTYTLPRLNQESLNRP1TG 

SEIEAIINSLPTKKKYRTRR1HSR 

ILSEVQGGAVLEVLARAIRQEK 

ElKCIQLGKJEEVKLSLFADDMIV 

YLENPTVSAQNLLKLISNFSKVS 

RYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKR1KYLGIQLTR 

DVKDLFKENYKPLLNEIKED/N 

K WKSI PCPR1GRIN I M 


10J04 




A 

A 


looo4 


-> 

2 


23 15 




I OjOj 




A 

A 


J OOOJ 


i 
1 


912 




16566 


46934 


A 


16666 


1 


912 




16567 


46935 


B 


16667 


199 


619 




16568 


46936 


B 


16668 


64 


1815 




16569 


46937 


A 


16669 


1 


239 




1 CO /u 


4oV3o 


A 

A 


loo/O 


1 


242 


FREDGKTACGHEPSPVLLGLRL 

GLQPWG*GWGCSHGAGSAPDL 

VAGSAHSCGLWLPGSLHHHPA 

QCLPALLCGHLCLSVQDQQNG 

LLGR 


16571 


46939 


A 


16671 


58 


505 


ASSRTRPSCTLARGRHWFPQPL 

SG RQRQRGG RRG SRVG/YGTA 

QNSTTLTSPAASASEATVSGHW 

PSTAPCCV\PAGAG\SATMWRSP 

A*AACGSAAWTSTWSRRSPGP 

GAAAGYGGVRTFCQPAGLTR/L 

ANRSTAGLCGWGLTLSCRETEL 


16572 


46940 


A 


16672 


242 


2952 




16573 


46941 


B 


16673 


474 


2690 




16574 


46942 


A 


16674 


97 


451 




16575 


46943 


A 


16675 


667 


893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16576 


46944 


A 


16676 


3 


639 


Ri R V H PTP A A FTM PPKLF DPN El K 

VGYLRCTGGEVGATSALAPKIG 

PLGLSPKKVGDD1AKATGDWK 

GLRITV KLTI I-TN RQAQI E V A PS A 

SALIIKALKEPPRDRKXLKILKL 

SGNITFDENGNICSTDMR/HRSL 

SRELSGTTKEILGTAQSVGCNV 

DGRHPHDIIDDINSENDKQPRKS 

KMRTSFSPQIPGHEHFHYLLLL 

QHVHCQLALTL 


16577 


46945 


A 


16677 


350 


984 


VYLEVAPGGESRLPLSALGPQR 

IGPPGSCLPKKSWVNDICQRQP 

G\DWKGP*GLQVKLTHSRTGQ 

APDCTRVP/VLPSCP*F1QSPSRE 

PPKRPEKKPEKTFKHQLG 1FTFL 

NE1CSTLLRQMR\HRSLSPEKLS\ 

GTPLKEIPGGLPQSSWAGNV* W 

AAIPHDIMDD1QQWVLWKCPAV 

SDIFIVTVGVKGGPPSVFTEISW 

EVLEMVTGGVG 


1 6578 


46946 


A 


16678 


252 


964 




16579 


46947 


A 


16679 


1 


182 




16580 


46948 


A 


16680 


275 


639 




16581 


46949 


A 


16681 


376 


418 




16582 


46950 


A 


16682 


1135 


1591 




16583 


46951 


A 


16683 


3 


420 


AAKE1EVGGGRKAI\KSFQK1QV 

RL V RELEKKFSG KHVVFI AQRR 

ILPKPTRKSRTKNKQKRPRSRTL 

TAVHDA1LEDLVFPSEIVGKR1R 

VKLDGSRJLIKVHLDKAQQNNV 

EHKVETFSGVYKKLTGKDVNF 

EFPEFQL 


16584 


46952 


A 


16684 




879 




16585 


46953 


A 


16685 


2 


691 


HEEKAMFSSSAKIVKPNGEKP\ 

DEFESGHLPGLFLELE\MNSD\L 

KASAQGT*IITAS*RKLKVGGCS 

ESLFH*SFVPRSLKLKTFPQKNP 

KVRA*LRRIGKKKVPVGKAMS 

VLYPPSEGEFLPLSPTSEKARTK 

K* A KSRPPG A RTLDKL V HVDA H 

PLRDFGPFPSGNFWAKR1PRSNL 

DGQPGSIKVPFWTKAQQNQCW 

NTR VETFFL VS YKVKLTGQGC* F 

LEFPRVFNC 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


16586 


46954 


A 


16686 


1 


452 


TLLVIPRKMRSAVELQQTSTDL 

QLRDLTVRXKTNKRKATASTS 

QKGHLHQNPICRSPTSKTKEVG 

FRRSVITNFSELKEDVRTYHKE 

AKNLENRLDEWLTRJNSVEKTL 

NDLICELKTMARDLHDACTSFN 

RRFDQVEERVTVTEDQIN*QTE 

SNSINFTKRSSTPKPHLARSPTSK 

TKEVGFRRSV1TNFSELKEDVR 

TYHKEAKNLENRLDEWLTR1NS 

VEKTLNDLKELKTMARDLHDA 

CTSFNRRFDQVEERVTVTEDQI 


16587 


46955 


A 


16687 


1 


618 




16588 


46956 


A 


16688 


280 


353 


SCNSIFARSVRACCS*VASSSFC 
C 


16589 


46957 


A 


16689 


1 


459 


IKYSSPMKSTFVDPVDPVAVAV 

I YCL A AG L VIIRIPFFQL VPLKEE 

KMVLLNMDYYEMASLSLVTH 

RNEAPFSGRVRSSLPATEQSWM 

ENDFDKLTEVGFRRSVITNFSEL 

KEHVLTHHKJEAKNLEKRLDKW 

QTRINSVEKTLNDLMELKTMA* 

EEKMVLLNMDYYEMASLSLVT 

HRNEAPFSGRVRSSLPATEQSW 

MENDFDKLTEVGFRRSVITNFS 

ELKEHVLTHHKEAKNLEKRLD 

KWQTR1NSVEKTLNDLMELKT 


16590 


46958 


A 


16690 


2 


403 


LALSGEMTLVLFMLLAGGWVT 

HDKPEPMPRAATSGGTRKGKT 

KAALKDLIATWKEVCVSSPATE 

QSWMENDFDELTEVGFRRSVIT 

NFFKLKEYVLTHHKEAKNLEK 

MLDEWLTRJNSVEKTLNDLME 

LKNMA*ELTEVGFRRSVITNFF 

KLKEYVLTHHKEAKNLEKMLD 

EWLTRIN S VEKTLN DLMELKN 


lojy 1 


A /COCO 

4o9:>9 


A 


1 4L41C\ 1 

16691 


1 


676 




16592 


46960 




16692 


] 


1 OAS 




16593 


46961 


C 


16693 


1 


3075 




16594 


46962 


A 


16694 


78 


152 


C A AG FGLPVFY * G FLHRCSLG 1 L 
V 


16595 


46963 j 


B 


16695 


1 


904 
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SfcQ ID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16596 


46964 


A 


16696 


1 


2026 


EQEASYGRDAFAKAIYERLFC i 

WIVTRINDIIEVKNYDTTIHGKN 

TVIGVLDIYGFE1FDNNSFEQFC1 

NYCNEKLQQLFIQLVLKQEQEE 

YQREGIPWKHIDYFNNQIIVDL 

VEQQHKGIIA1LDDACMNVGK 

VTDEMFLEALNSKLGKHAHFSS 

RKLCASDK1LEFDRDFRIRHYA 

GDVVYSVIGF1DKNKDTLFQDF 

KRLMYNSSNPVLKNMWPEGKL 

SITEVTKRPLTAATLFKNSMIAL 

VDNLASKEPYYVRCIKPNDKLKS 

PQIFDDERCRHQVEYLGLLENV 

RVRRAGFAFRQTYEKFLHRYK 

MISEFTWPNHDLPSDKEAVKKL 

I ERCG FQDD V A YGKTKI F I RTPR 

TLFTLEELRAQMLIRJVLFLQKV 

W RGTL A RM R Y KRTKAA LTI I R 

YYRRYKVKSYI HEVARRPHG V 

KTMRDYGKHVKWSPPKVLRR 

FEEALQTIFNRWRASQLIKSIPA 

SDLPQVRAKVAAVEMLKGQRA 

DLGLQRAWEGNYLASKPDTPQ 

TSGTFVPVANELKRKDKYMNV 

LFSCHVRKVNRFSKVEDRAIFV 

TDRHLYKMDPTKQYKVMKTIP 

LLQLTCLNWSNGKDQLVVFHT 

KDNKDLIVCLFSKQPTHESRIGE 

LVG\VLVNHFKSEKRHLQV\NV 

TN PVQCSLHG\KKCTVSVETRL 

NQPQPDFTKNRSGFILSVPGN 


1 

1 ODzf 1 




A 


16697 


1 


1665 






l -T\J y\3\J 




16698 


1 727 


1908 


FLFFYIC*RELYFQLCGQFWNK 

CNVLLRRMYILLIWGGEFCRYQ 

LGLLGAELNSVPGYHC 


I UJ77 






16699 


1 


384 




1 oouu 




A 


16700 


1 


636 




16601 


46969 


A 


16701 


1744 


2283 




16602 


46970 


A 


16702 


194 


368 




16603 


46971 


C 


16703 


62 


205 




16604 


46972 


B 


16704 


1 


1257 




16605 


46973 


A 


16705 


1 


1077 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I.JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide ! 
deletion, \=possiblc nucleotide insertion) 


16606 


46974 


A 


16706 


1213 


1228 


AQN*QTQRTSTPKPHL\SSPSTK 

TKENDFDELREEGFRRSVFTNFS 

KLKEDVRTHRKEAKNLEKRLD 

E WLTRINS VEKTLN DLMELKT 

MAQELRDTYTSFSSRFDQVEER 

VSVIEDQMMDMKREEKFREL/K 

R VQRNEQS LQEI WD Y V KRTN L 

RLIGVPEKIQTTIREYYKHLYAN 

KLLENLEEMDKFLDTYTCPRLN 

QtfcVESLNRPVTGSEIEAIINSLP 

I KKVQDQADSQPNSTRVFKTV 

C1SSLGHTTASADTQDVCQLPV 

TSLLEQGLSSKSAGFLDYAVQR 

LWLLGTEPL 


16607 


46975 


A 


16707 


33 


263 




16608 


46976 


A 


16708 


204 


1756 




16609 


46977 






/ 0\J 


oZ I 


I MR rHGHRKGNI*QR/R**PEST 

KNSNKFTRKMQ7TPSKREWMK 

LETIILSKLSQGQKSKHRMFSLI 

SGN*TMRTHGHRKGNITHWGL 

LWG 


16610 


4697R 


A 
AY 


\f\i in 


1 






16611 


46979 


A 


16711 


311 


514 


KNAHHQWPSKKCKSKLQ*DTIS 
HQLEWQSL K SQETTGTRM KM E 
TITLSKLSQGQKSKHCMFSLIGG 
N 


16612 


46980 


A 


16712 


24 


1268 


AGLCAARARMRLFRWLLKQPV 

PKQ1ERYSRFSPSPLSIKQFLDFG 

RDN ACEKTS YMFL RKELP VRL 

ANTMR E VN LLPDN LLNRPS VG 

LVQSWDMQSFLELL*YENKSPE 

DPQVLDNFLQVLIKVRDRHND 

VVPTMAQGVIEYKJEKFGFDPFI 

STN IQ YFLDRFYTNRISFRMLIN 

QHTLLFGGDTNPVHPKHIGS1DP 

TCNVADVVKDAYETAKMLCE 

QYYLVAPELEVEEFNAKAPDKP 

IQVVYVPSHLFHMLFELFKNSM 

RATVELYEDRKEGYPAVKTLV 

TLGKEDLSIKISDLGGGVPLRKI 

UKLrNYIvlYb TAPRPSLEPTRAA 

PL AG r G YG LP1SRL Y A RYFQG D 

LKLYSMEGVGTDAVIYLKALSS 

ESFERLPVFNKSAWRHYKTTPE 

ADDWSNPSSEPRDASKYKAKQ 


16613 


46981 


A 


1671 1 


1 7S 






16614 


46982 


A 


16714 


240 


381 i 


FFI SFPPLCOSS*NONI 1 PW/TPA 

KVCSFTPEVSKTTNPLEGRNSG 
HI 


16615 


46983 


A 


16715 


268 


1524 




16616 


46984 


A | 


16716 


1 


378 
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SEQ H) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16617 


46985 


A 


16717 


708 


987 


IQLPGHRSQGQ\AGASHTDARQ 
QDPGNSHSDFVRHSHSLPCLER 
QDRRSAGHNGSATVPGTEACG 
RAYKAPAGHYHSGAGQSLPAA 
SHRSFSSP 


16618 


46986 


A 


16718 


I 


2052 




16619 


46987 


B 


16719 


1 


606 




16620 


46988 


A 


16720 


1 


541 


QHQRKQKRQLRAOQNLSWEEI 

AKEYQNEEDSLGGSP VVVCD1 

NKJEMLKVGKQKALAQGYRAG 

LAWVLGDAEELPFDDDKFDIYT 

IAFGIRNVTHIDQALQEAHRVL 

KPGGRFLCLEFSQVNNPLISRLY 

DLYSFXRVIPVLGEVIAGDWKSY 

QYLVEVSI RRFPSQE\KFKX>\MIE 

DAGFXHK VTY ESLTSGU V A I HSG 

FKL*FLCLEFSQVNNPLISRLYD 

LYSFQGHPCPGRGHRWRLEVLS 

VPCREVSEGFRLRKEFKDHDRR 

CRLSTR 


16621 


46989 


A 


16721 


526 


933 




16622 


46990 


A 


16722 


191 


468 




16623 


46991 


A 


16723 


2 


677 


GKVHVLERRGFHRTEMHLQK1 

LLLPVLSSSSSSDP/STLSVSALV 

RMFSSADE*SVSEASSSEPSSSFS 

RRSSCSFGSEPSFASFSFSSFPDL 

ASLSSVFLLFRAFS\SSHVM*WL 

PSSS*VGS/STSARAQLPSYVPSF 

SVKTKSG LKS A LRFFPKAFCRL 

PSTMGPSSSSSPESDSALHRHLV 

ILDVWLQIKPRVRKPCCRRSHF 

RKRAQPAVRPLTFRSLLVVLR 


16624 


46992 


A 


16724 


31 


187 




16625 


46993 


A 


16725 


215 


947 




16626 


46994 


A 


16726 


1 


378 




16627 


46995 


A 


16727 


2 


7567 


GGGGARRQRRGDAGGGAETAP 

SEIILSPAAEERSGRSETLRRGT 

AAGRMATVVVEATE\PEPSGSI 

ANPAASTSPSLSHRFLDSKFYLL 

VXVVGEIVTEEHLRRA1GSIELGI 

RSWDTNLIECNL\DQELKLFVSR 

HSARFSPEVPG\QKIL\HHRSERF 

*ETV\VLIQ\PFLMEGSSGTEVRL 

MITDAARHKLLVLTGQCFENT 

GELILQSGSFSFQNFIEIFTDQEI 

GELLSTTHPANKASLTLFCPEE 


16628 


46996 


A 


16728 


101 


365 


VITGQPNPTNPNLQATPDIQGTL 
ARLGPA/LHPRGI1PFIGHQSA/R 
PHAPAPANPNKRTLFRPPPLSPP 
SPEPPGSGQGAGLGARPALP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of las 
codon for lust amino acid 
of peptide sequence 


t Amino acid sequence ( X=llnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16629 


46997 


A 


16729 


1 170 


2847 


VASC*ENACKQNQRQKPCDYL 
NRCRKGLWQNSTTLHAKNSQ* 
TVLYKTIKFQLEKTTLKFIWNQ 
KRAH1AKS1LSQKNKAVG1TLPD 
FK L Y YKA TVTKT A WY WYQN R 
DIDQWNRTEPSEIMPHIYNHLJF 
DKPDKNKKWGKDSLFNKWCW 
QN WL AICRKLKLDPFLTP YTKI 
NSRWIKDLHVRPKTIKTLEENL 
ON I IQDIO I GKDFMSKTPKAM 
A I KDK1DKWDLIKLKSFCTAKE 
i I IKVNRQPTKWEKIFTT 


16630 


46QQK 

41)770 


A 


1 O / J\J 




DJO 




1663 1 


46QQQ 


A 
r\ 


lU/jl 




/ / I 




16632 


47000 


A 


16732 


3 


339 




16633 


47001 


A 


16733 


279 


416 




16634 


47002 


A 


16734 


1 


1760 




16635 


47003 


A 


16735 


309 


1718 




16636 


47004 


A 


16736 


10 


417 


I A IMN DT V A IRTRKFMTNRLL E 

RKQM VI D VLHPG KATVPKTE 1 L 

cKLEAQMYKTTPDVIFVFGFRTH 

CGGGKTTGFGMIYDSLDYAEK 

NEPKHRLARHGLYEKKKTS*K 

QRQERTNRMKKVRGTAKANV 

VAG*KPNE 


16637 


47005 


A 


16737 


96 


609 


EKFMT\NRLTSGETKWVI*CPFT 

PGRRTVP*AQKIR\EKLAQNVQ 

RPHPDVIFVFGFRTHFGGGKTT 

GFGMIYDSLVDYAKEKMNPKH 

RL AXRHGPG M E EG K.RP SKKGN 

GKER\KNQN*RKVQGGLAKGP 

LLGAGQKEEMKCLGSELEIGSQ 

PKELKVLPMMLAVATVDFSQE 


16638 


47006 


B 


16738 


1 


1041 




16639 


47007 


A 


16739 


3 


447 


VSVPFIFIWLTCKSFLKFDLKSN 
TNVLQSL/GKFQSEVSKRQKLA 
1 Vhbbr 1 SrGLCQGSVAFISRCP 
rLAouoUbVWKuubVrrbrKr* 

di a>iici I cr'v^ci T 17 r* i"" 1 t r , r»±* 

KLMloLLuot V oH(Jr rbRLtr * * 
RKIVlr YKJr I AHHQQQDDQQRG 
HEHKQSQPDAVPHLG 


16640 


47008 


A 


16740 


I 


2385 




16641 


47009 


A 


16741 


1 


639 




16642 


47010 


A 


16742 


1 


993 




16643 


47011 


A 


16743 


127 


426 


CTDKITI VFGV*MI TPkTPnKVPn 
DSAV*ELLWLTNQLSACVVHP 
GLYHLHVRSIWIPYRCLFSTMC 
GVCQTCTVAMQLDCLADSFNA 
VFKLTEAAGHMAR 1 
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seo ir> 

NO: 


SEQ ID NO: 
of peptide 
sequence j 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16644 


47012 


A 


16744 


3 


374 


SLRLQFYYKISFQTQDQANKLS 

DSDASHLHPLAPCSEPTRTNVH 

TKLPRJERPQSQ1ASPYPLPPCPE 

RLKKQTNKKKNW*EPSPHILPP 

RNAAAHTGQSRASKSLPAPPPT 

VSPRPRPGAPGT 


16645 


47013 


A 


16745 


16 


253 




16646 


47014 


A 


16746 


163 


588 


TFHAVLH1ENAGYFNS1PFFR1L 

NHTNPLTTVEDPYLFKLPALKYL 

*VL*YSHESRDDLYSF*IFHQRL 

S1LHLG*NVU\KF*LSY*KJCVIGE 

EKN*EDV* WSRQPAGEREQC*R 

TH I DLE/PCRHMEE YYLTKKAK 

GKRCSLF 


16647 


47015 


A 


16747 


2 


363 


GTSQTLLRSLASACIFQPKVRLL 

SREEIPLNLNY*SVSPNSNPNHL 

YSRHTILTAMLTLQLGTCVLLPI 

GLLVPYPNCPSPTGLQVTPFLPS 

PCGSGWPASFTYSSNRFTTNLL 

FCVFIL 


16648 


47016 


A 


16748 


1028 


1621 




16649 


47017 


A 


16750 


1 


112 


LGNTWG*QPCKRLKIWLSLEFT 
KINVIRHMWKKFKRL 


16650 


47018 


A 


16751 


91 


597 


LKNRRRSRPSIRQSIGSTSVSRW 
LTSLFTYLDHTAD VQ* V* REFIP 
LKPRQ* ED* M FQS WLHA WG DT 
LEEAFEQCAMAMFGYMTDTGT 
VEPLQTVEVETQGDDLQSLLFH 
FLDEWLYKFSADEFFIP\GWGEE 
FSLSKHPQGTEVKA1TYSAMQV 
YNEENPEVFVIIDI 


16651 


47019 


A 


16752 


226 


668 


IYFFRLHAWGDTLEEAFEQCA 

MA\MFGYMTDTGTVEPLQTSRS 

\KTQGDDLQSLLFHFLDEWLYK 

FSADEFFIPREVKVLSIDQRNFK 

LRFNXGWGEEFSLSKHPQGTEV 

KA1TYSAMQVYNEENPGSFCD 

H WTFKTTQK 1KRLPTG KK 


16652 


47020 


A 


16753 


3 


942 




16653 


47021 


A 


16754 


3 


419 


SLYHTsISSQKLRHWTFSSEEQLAR 
LRADANRKFRCKAVANGKVLP 
NDPVFLEPHEEMTLCKYYEKRL 
LEFCSVFKPAMPRSVVXLTCAFL 
ACKVDEFNVSNPQFVGNLRESP 
LGQEKALEQILEYELLLIQQLNF 
HL1VFTN 


16654 


47022 


A 


16755 


312 


537 




16655 


47023 


B 


16756 


209 


1381 




16656 


47024 


A 


16757 


1 


927 




16657 


47025 


A 


16758 


1 


3987 




16658 


47026 


A 


16759 


2 


175 





2138 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 ODJ7 


4 /UZ / 


A 

A 


lo /oU 


zj>95 


2700 




1 OOOU 


4 /UZo 


A 

A 


10 /O 1 


z 


1 I 1 o 

1118 




1 AAA 1 
1 OOO J 


4 /UZv 


A 

A 


1 £"7£0 

lo /oz 


"> £ 
zo 


1205 




1 AAA1 

I oooz 


4 /UJU 


A 

A 


1 £T£1 

lo /oJ 


1 


1 Cf\ A 

1594 




1 AAA'J 


/l"7A1 1 


A 

A 


10/04 


1 

I 


595 




1 0004 


A *7A^O 

4 /U_>Z 


A 

A 


I 6 765 


1 


1029 




16665 


47033 


A 


16766 


1172 


1364 




16666 


47034 


A 


16767 


253 


389 




16667 


47035 


A 


16768 


489 


855 




16668 


47036 


A 


16769 


2 


401 




1 AAAO 

l oooy 


4/Uj / 


A 

A 


lo / /0 


415 


694 


EAKJLHLNLCDMSWLCCPTKGK 

RKQALEVLNILGPFLAPFW1AK 

SYFFTSPKTQVSSL*FLRYKRIK 

LQCRPKTCTNPSRTRSCALPGR 

F1PPF 


16670 


47038 


A 


16771 


1 


765 




1 AAT 1 


A Ci 

4 /loV 


D 

r> 


1 £T70 
15 / /Z 


1 


1095 




loo /Z 


4 /U4l> 


A 

A 


16773 


82 


31 1 


KANSDVPFGFGVNLEHLMEAC 
NS/GTNLLNSKRLKNDCI CLASH 
TDVS11ARKCCLVVSCLLLLRGL 
SILRSKESHC 


16673 


47041 


A 


16774 


2 


683 




16674 


47042 


A 


16775 


1 


2703 




16675 


47043 


A 


16776 


1 


555 


DHNSSPAREQ/SSMENKFHELT 

EVGFRKITSLEKNINDLMELKN 

TARELREAYTSIKSRIDQAKESI 

SEI EDQLNEIKCEDKVREKRMK 

SNKQNFQEIWDYVKRPNLRLT 

GVPESDRENGTKLENTLQEIIQE 

NFPNLARQANIQIQEIQRTAQR 

QSSSRATPIHIIVRFAKFEIKEKM 

LRAAREK 


16676 


47044 


A 


16777 




839 




16677 


47045 


A 


16778 




504 




16678 


47046 


A 


16779 




2367 




16679 


47047 


A 


16780 




1566 




1 AA£H 


A ~}(\A Q 

4 /U4o 


A 

A 


1 A*70 1 
10 /O 1 


14o 


A £.A 

464 


VTGWTNYEGNGRWRERSRQLC 
GCCSRKSSSSWGISLMKGSGAP 
LRPGRMMWSGFRKCSDTQVM 
YS*R*LLETMTLASIMR*THTK* 

>JA1 RkTPQAI kTnr*PI r^k'AT XI 


16681 


47049 


A 


16782 


1 


1782 




16682 


47050 


B 


16783 


221 


1075 




16683 


47051 


A 


16784 


1 


627 




16684 


47052 


A 


16785 


1 


1539 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16685 


47053 


a i 


16786 


1 


1318 


LSPVLSLSPDSMSFTTRSTFSTN 

YRSLGSVQAPSYGARPVSSAAS 

VYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFKIIEDLRAQIF 

ANTVDNARIVLQ1DNA\RLAAD 

DF\RVKYETELAMRQS\VEND'H 

GLRKVM DDTN1TRLQLETE1E AL 

KEEL\LFMKKNHEE\EVKGLQA 

QIASS\GLTVEV\DAPKF\QDLRQ 

DSWADIR\AQY\DELARKEPRG 

A*TKYWFSADLRESTTV\VTTQ 

F\AEV\G A A* DDASQS WRTYSPS 

SLGDPTWGFPWRKS*RAS\LEN 

SLREG*RPAYALT/QMEQASTGI 

LACTFESELGTDPGAEGQRQAQ 

EY\EALLNIKVKLEAEl\ATYRRL 

\LEDGEDFNLGDALDSSNSMQT 

IQKTTTRRJVDGKVVSETNDTK 


16686 


47054 


A 


16787 


1 


253 


R V RTLKTSTSTCL Y WFEN KDS/ 
DHPERSSP*YMSPSHRYGSLVK 
ASITKPAFLKTSGRLFTCSSQFC 
PLISKISDGFSHLPPFST 


1 OOo / 


H /UjJ 


A 


lo / oo 


i 
i 


276 


AAAAGPPGPLVMFTYRERVSG 
LRSV H I LRASHTDA RLRQEEPT 
ERLQFHSSGLL1RFSRETEP1GV 
YIKED*EEWAYKMMVFAKSHD 
LPFAN 


16688 


47056 


A 


16789 


1 


203 


LLHTSTKNELWQ*GKRDPL1VF 
YTQYLF*EKTTRK*NQRQAGSL 
ALGPKPGLRLPGLNPVVENQFI 


16689 


47057 


A 


16790 


8 


361 


RGLDGQGGRDGSSSGGGGGGR 

RRRCLLLLAPAPAVIRASGRGP 

R*DCWRAGCA*AWRPC/RLAR 

RMWTLRSPLTRSLYVNMTSGP 

GGPAAAAGGRKENHQVARKR 

LNVCVFTRSVSETA 


16690 


47058 


A 


16791 


674 


1076 


VQLFRSAGSRDHHRFLGRGRN 

KOTKTLYPTPIPCSLKYORKON 

GSLLWTSRMPSSVFPCTLTPSFS 

LPLRJSQTTHPNLRGPSCPKGLG 

IALISLVRHWLKI*ATSOVOAL 

WSFSMWMIYFWLPVQKPHASR 


1 OOV 1 




R 




296 


1470 




i ooyz 


H /UOU 


A 

AV 




\ 


334 




16693 


47061 


A 


16794 


718 


2541 




16694 


47062 


A 


16795 


2 


406 




16695 


47063 


A 


16796 


74 


464 




16696 


47064 


A 


16797 


159 


610 




16697 


47065 


A 


16798 


1 


273 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hud 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


1 OOVo 


4 /UoO 


A 


16799 


i 
1 


543 






4 /UO / 


t> 


1 £L OA A 

! oSUU 


i 
1 


87_> 




16700 


47068 


A 


16801 


1 


558 




16701 


47069 


A 


16802 


27 


136 




16702 


47070 


A 


16803 


89 


363 




10 /u_> 


4 /U / I 


A 

A 


1 COt\A 

16804 


579 


994 




1 o /U4 


47072 


A 


16805 


129 


362 


PKIIQPRRATTRFTS1HGWRJCPS 
IPCFPEATFNRRRCVKVDSVTCH 
LLTQR* Y KSSKVQERC* SCRJQG 
QKISDCY 


1 0 /ID 


4 /U /J 


A 

A 


16806 


0*70 

878 


1811 




1 o /Uo 


/I "7A"7/1 

4 /U /4 


A 


1 £L OAT 

16807 


1 


843 




1 0 /U / 


4 /U / J 


C 


16805 


19 


231 




J o /Uo 


4 /U /O 


A 

A 


1 £. O AA 

16809 


1 


1650 




1 /C7 AO 

Jo /uy 


4 /U / / 


A 

A 


1 C O 1 A 

1 6810 


3 


404 




16710 


47078 


A 


16811 


279 


428 




16711 


47079 


A 


16812 


3 


507 




16712 


47080 


A 


16813 


1 


1128 




16713 


47081 


B 


16814 


1 


567 




16714 


47082 


A 


16815 


j 


1206 


GSEGQGAGPGGAAATAAAME 

DEMPKTLYVGNLSRDVTEALIL 

QLFSQIGPCKNCKMIMDTAGN 

DP YCF VEFHEH RH A A A A L A A M 

NGRKIMGKEVKVNWATTPSSQ 

KKDTSNHFHVFVGDLSPQITTE 

DIKAAFAPFGRJSDARVVKDMA 

TG KSKG YG F VSFFN K WD AEN A 

IQQMGGQWLGGRQIRTNWATR 

KPPAPKSTYESNTKQLSYDEVV 

NQSSPSNCTVYCGGVTSGLTEQ 

LMRQTFSPFG\QIM\EIRVFPDKG 

YVSFVRFNS/HMESGRHMAIVSV 

NGTTIEGHVVKCYWGKETL\D 

MINPV\QQQNQIGYPQPYGQWG 

Q\WYGNAQQIGQYMPNGWQV 

PXAYGMYGQAWE/SSQGFNSDT 

VFLAPWDGDPNFGSCNRLQGQ 

NGVSLLPNVRPSGYRVAGYETQ 


16715 


47083 


A 


16816 


1425 


1564 




16716 


47084 


C 


16817 


151 


339 




16717 


47085 


A 


16818 


67 


j i j 


t\^\jk^t\t\y iL.ivir Norrl I WrVUlro 

SWLLCFFWACLHHSLSIALLSC 

TKRYSGLILYFLCSSFEITVSSKS 

SVSF*RRMVFRNQVLGSRCACC 

C*GVAAPRPFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16718 


47086 


A 


16819 


t 


799 


MGPHWLWLHLALVLLPPSALL 

LPSCEKGVLRVRFYHEKW1YV 

HKESTKERJ4GYCTLGEAFNRL 

DFSSA1QDIRRFNYVVKPLLPRY 

KFQRLNAITKDRQRSSSGVQLP 

HAGQPQGADPTQDERRQVAGD 

TPGDPRALAGGGVVDRTYPGS 

YE ASG RPG LQLALA1 EDLLRDS 

AIGCTFCDRCRPVGAQRLLAHS 

LALAAPGAEKREVVKLLLVAY 

VRRRPGKNLTTQNCQ\PAAGYI 

PPGHQ*AASAHARSWKNQQPP 

PRVLIGSA 


16719 


47087 


B 


16820 


28 


438 




16720 


47088 


A 


16821 


366 


793 


AWVEQSKVLIKEGGIQLLLTIV 

DTPGFGDAVDNSNCWQPGINY1 

DSKPEDYLNAESQVNRCQMPG 

NRVHCCLYFIAPSGHGPLHN*R 

LPPSGRIG*YMFVTTWHCLLLR 

LKPLDIEFTKHLHEKVNHPLIAK 

ADTLMPEEC 


16721 


47089 


C 


16822 


228 


374 




1 A "779 




A 
r\ 


1 

1 OOZJ 


901 


604 


AWELEKSHLRRGLDPSHNFNIR 

VEPKF*SKYGGVQLLLTIVDTP 

RFGDAVDNSNCWQPVINYIDIK 

FEDYLNAESRVNRCQMPGNRV 

Q**LYFIAPSGHGPLHN 


16723 


47091 


A 


16824 


148 


498 




16724 


47092 


A 


16825 


1 


595 


DRPRITGGG KSGTE YPEN LPTL 

KATIENKNSVLNTATKMKDVQ 

TSTPAEQDLEMAXSEGEQKRLE 

EYENNQPQVKN\QIHSRDDLDD 

IIQSSQTVSEDGDVSLCCNCKNVI 

LLIDQHEMKCKDCVHLLKIKNT 

FCLWKRLIKLKDNHCEQLRVKI 

RKLKNKASVLQKRISEKEE1KS 

QLKHEILELEKELCSLRFAIQQE 


16725 


47093 


A 


16826 


1 


828 




16726 


47094 


A 


16827 


1 


540 




16727 


47095 


A 


16828 


295 


460 




16728 


47096 


A 


16829 


2 


1355 




16729 


47097 


A 


16830 


650 


1 184 





BNSOOCID: <WO 01 75067 A3_IA> 

1\ 
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SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQll>NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16730 


47098 


A 


16831 


725 


2368 


AVDNKEIKHPQKHKKLPAFQLR 

PFPLREETIPCNGVSFPRCEPPCL 

AEVYMCLNEMLKDEKKGCMM 

KSGAGENPQERTAQfCRKFPSPP 

HSSNGHSPQDTSTSP1KKKKKP 

GLLNSNNKEQVKQPLECIETQS 

KAMTMLT1EQLSYLLKFAIQKM 

KQPG VRRK LKP VPLEQH PD Y A 

EYI FHPMDLCTLEKVGLRQMY 

GCTEAFLADAKWILHNCIIYNG 

GEWLRTQIAKVVIKICEHEVCV 

SQVCPECYLAACQKRDNWFCE 

PCVSWIYD\SACQPV*WKLVIQ 

MFLPM/WKADIL/RGEEG * YTSE 

LIGWL*SLSCDCSAGTSISHPSD 

SD*RWLTEHEGRRVSWP\VNNC 

YLMSKEIPFSVKKTKSIFNSAM 

QEMEVYVENIRRKFGVFNYSPF 

RTPYTPNSQYQMLLDPTNPSAG 

TAKIDKQEKVKLNFDMTASPKI 

LivjbKPVLMjG I GRR1SLSDMPR 

SPMSTNSSVHTGSDVEQDAEK 

KATSSHFSASEESMDFLDKSTG 

yLKAGfcRGGGPLDTGVSHGCT 

LGGPKQVS1KQQASVLQDTMN 


1 U / J 1 




A 
r\ 


1 


z 


i &a 

lt>4 


PSTLRAEA WPP*NGSPVPLASS 
QAbSbKSGP T SC1PRYPVASPSE 
RLPLPTAAA 


16732 


47 ion 

*T / 1 \J\J 


A 
r\ 


I OaJj 


s: 1 
J 1 


4y<s 




1 67^ 


471 01 


A 
/A 


1 f\R1d 
1 Doj4 


1 
1 


^1 1 
D D I 




16734 


47102 


c 


16835 


257 ! 


358 




16735 


47103 


A 


16836 


63 


193 


SGRLA PHTSRRTS ANCSDD A K S 
SDSCSPSRKT*WSGRNTNRIH 


16736 


47104 


A 


16837 


1 


834 




16737 


47105 


A 


I OOJ o 


z jo 


->4D 


Cl^NrQlLAbPb 1 IvDLMGLGRNT 
iMKJDI LivACLARVVKJvRSECSQ 
IvrAb'MC 1 LRNP I bMREVHDLE 
KJv Y A V L Y Kir Lr JJ* A V L ivi y 
r IVI N L KJvfcO iM 


16738 


47106 




I UOJ7 




47A 
H /O 




16739 


47107 


A 


16840 


1 


1362 




16740 


47108 


A 


16841 


1 


747 




16741 


47109 


A 


16842 


522 


687 




16742 


47110 


A 


16843 


112 


861 




16743 


47111 


A 


16844 


87 


472 


T VTFSQCRFGKMLPLEKA FASP 
QELPSPAGSAHAGVSSRSSSRK 

VYPVEAAGPHHTLARLDELCRQ 
WLM PEARS KJEQM LE L L VL EQF 
L/SILPDKVRPWVVAQYPES 


16744 


47112 


A 


16845 


1 


393 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16745 


471 13 


A 


16846 


621 


1099 




16746 


471 14 


A 


16847 


1 


453 




16747 


471 15 


A 


16848 


209 


1 175 




16748 


471 16 


A 


16849 


1 


546 




16749 


47 1 1 7 


A 


16850 


187 


421 


LGESSQ*GSP\PPPTGGCGPATG 
Q*PLGQSFQRKELAAIFAVSQY 
SLVVPPGMGETEATG1WSRPPA 
NGNSPTVEWH1K 


16750 


471 18 


A 


16851 


-> 


1654 




16751 


471 19 


A 


16852 


166 


465 




16752 


47120 


A 


16853 


1 


558 




16753 


47121 


A 


16854 


51 


380 


RNNLLLLTHHFVLilQFLIPRKET 
KYYLVITPYSLSINVLSNFFYYS 
PESLNDTNC YHH EEADTP WR* F 
LAIFEGLFNIAHQMQNMPFFLL 
WKQVPETLVIQQQLPRIN 


16754 


47122 


A 


16855 


3 


550 




16755 


47123 


A 


16856 


1 


462 




16756 


47124 


B 


16857 


1 


2811 




16757 


47125 


A 


16858 


3 


514 


ASGTAPE1QARPTRPRRKRRRK 

LLPL/TKLAEAKJ\KALKAKKAVL 

KGVHSHKKKKIRTSPTFRRPKT 

LRLRRQPKYPRKSAPRRNKLDH 

YAHKFPLTTESAMKKIEDNNTL 

VF1VDVKANKHQIKQAVKKLY 

DIDVAKVNTLIRPDGEKKAYVR 

LAPDYDALDVANKIGII 


16758 


47126 


A 


16859 


73 


396 


FFQFSPKKNCSVWWNCVAEVLL 
KYKTG ETN DFELLKNQLLDPDI 
KRLPWLNRSQTVVEEYLAFLG 
NLVSAQTVFLRPCLSMIASHFV 
PPRVIIKEGDVDVSDSDDEDD 


16759 


47127 


A 


16860 


132 


357 


YVSKFAGRJLSSSSSESETSTSPS 
LMITRGGTKWGSNHAETRSEE 
NSLC*YK!TKKSQILFHYCFDFY 
STKAISI 


16760 


47128 


A 


16861 


380 


597 




16761 


47129 


A 


16862 


179 


280 


QRDIKSCVQILQWEGSTRPFTN 
E**YMANVRNS 


16762 


47130 


A 


16863 


2 


175 




16763 


47131 


A 


16864 


178 


374 




16764 


47132 


A 


16865 


386 


2120 




16765 


47133 


A 


16866 


887 


1 104 





2144 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


16766 


47134 


A 


16867 


1 


708 


MEVAALEHLDHRLREKVKQQN 

ALRHQVVLRQRRLEELQLQHS 

LRLLEMAEAQNRHTEVAKTMR 

NLENRLEKAQMKAQEAEHITS 

VYLQLKAYLMDESLNLENRLD 

SMEAEVVRTKHELEALHVVNQ 

EALNARDIAKNQLQYLEETLVR 

ERKKRERYISECKKRAEEKKLE 

NE/LHGAQADPGSDLNPRADPP 

RAPAATVRRHHPGQPACQGGG 

AAAALEHVPDGGDLWQGQGR 

HWH 


1 6767 


471 IS 


A 


1 OoOo 




1 '5'*>"7 

1 32 / 




16768 


47136 


A 


16869 




1776 




16769 


47137 


A 


16870 




397 




16770 


47138 


A 


16871 




1974 




16771 


47139 


A 


16872 




336 




16772 


47140 


A 


16873 


3 


661 


GRGGHNFAPNLTARSAVTSGL 
GGPPAAVMVGSLNCIVAVSQN 
MGIGKNGDLPWPPLRNEFRYF 
QRMTTTSSVEGKQNLV1MG\KK 
TW\FS I PE/RRNRPFKG * EFNLVL 
SRELQGN LPQG A H FLSRSLDD A 
LKLTEQPELANrCVGMVWMVG 
GSSIXYKESMNHSSSLKLFVTRIl 
QDFESDTFFPE1 DLEKYKFLPE Y 
PG VFFD VQEEKG I KYKFEVHEK 


16773 


47141 


A 


16874 


38 


755 


ALKTCSVNQPDAKDNIAGSSGH 

LRTLSPVVSRSCLKEEERRRRR 

RM KRRQRS RRRRS RRRRMRRR 

RRSRSRRJRRMKRRXRRRRMKR 

RSSFILMYFFMLLLSGIPLLYME 

VIMGQWLHVDN1RVWKQLVP 

WLCSMSY/SSQSVCASVSLYNS 

TIISWNFFYSFAHPLPWDHCPLV 

KN1SVTDWAHQYFLYHTTLHA 

SDHSEEAAEALVPNRSLGCLLG 

RDHRDLDFKPE1RRGAHTGGAR 


16774 


47142 




1 687S 


i 

i j 


1 ODV) 




16775 


47143 




16876 








16776 


47144 




16877 1 

1 UO / / 


1 
I 


41S 




16777 


47145 


A 


16878 


1 
I 






16778 


47 146 

Til tU 


D 


1 A870 


Z^l / 


i uyz 




16779 


47147 


A 
r\ 


lOoOU | 


I 






16780 


47148 


A 
r\ 


1 A881 


1 
1 


Zzoo 




16781 


47 140 


A 


I £RR7 


3U 1 


555 




16782 


47150 | 


A 


16883 


1 


630 




16783 


47151 


A 


16884 


731 


834 




16784 


47152 


A 


16885 


1 


2277 




16785 


47153 


A 


16886 


45 


2446 




16786 


47154 


B 


16887 


625 


696 





2145 



BNSDOCtD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— 1 inknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


16787 


47155 


A 


16888 


193 


315 


WPGGGYSLLCFWCPLSFAGAA 
G/W*PPPGHH*PYSPKQEHYRT 
NSDTLIFLSSRTLVLQGS*GIKV 
AGSEGPKYNE*PRNPVLPSLCL 
HLFGC 


16788 


47156 


A 


16889 


t 


588 




16789 


47157 


A 


16890 


2 


229 




16790 


47158 


A 


16891 


1 


502 




16791 


47159 


A 


16892 


516 


576 




16792 


47160 


A 


16893 


144 


435 




16793 


47161 


c 


16894 


1 


996 




16794 


47162 


A 


16895 


424 


632 




16795 


47163 


B 


16896 


446 


1944 




16796 


47164 


c 


16897 


207 


470 




16797 


47165 


A 


16898 


1 


396 




16798 


47166 


A 


16902 


1 


585 




16799 


47167 


A 


16903 


141 


906 




16800 


47168 


B 


16904 


99 


276 




16801 


47169 


A 


16905 


1 


756 




16802 


47170 


A 


16906 


1 


383 




16803 


47171 


A 


16907 


1 


582 




16804 


47172 


A 


16908 


-» 
j> 


615 


PECI1GIDILSSGQNPHIGSLTGR 

VRA1MVGKAKRXPLELPLPRKI 

LNQKQYRIAGGIEEISATIKDLK 

DAGVV1PTTSLFDSPIWPVQKT 

DGSWRMTVDYRQINQVATPIA 

AAIPDVASLLKQ1NTSPDTW/PI 

RPPISNGD*GVSGR*ACCLEPLA 

GPHR* ITSEASR1 LEQG PA I FCR* 

LLSF*ETALGLLLGFGGN*TFDY 


16805 


47173 


A 


16909 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 

TVGPVGPRTHPVVIFPVPECRIG 

RDILSSWQNPHTGSLTGRVRAF 

MVGKAKWKP*ELPLPRKTVNQ 

KQYR1PGGIAE1S/A/TIKNLRRG 

VVIPTTSRFNSPIWPVQKTDGS 

W'TAADY 


16806 


47174 


A 


16910 


232 


633 




16807 


47175 


A 


16911 


1 


1677 




16808 


47176 


A 


16912 


328 


381 


LLKLQH*MQSPYLVGPSQ 


16809 


47177 


A 


16913 


3 


811 




16810 


47178 


A 


16914 


1 


1 125 




16811 


47179 


A 


16915 


1 


1 191 




16812 


47180 


A 


16916 


1 13 


485 




16813 


47181 


A 


16917 


1 


357 




16814 


47182 


A 


16918 


12 


398 




16815 


47183 


A 


16919 


498 


595 


TEMASTTTCT/RFHDEYQLFEEL 
♦KGAFSVNGT 


16816 


47184 


A 


16920 


5 


367 





2146 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


16817 


47185 


A 


16921 


190 


2005 


VLYPLHLGTGTGKGAGGASSG 

EEGSEARRRRRIGGLWGRRPHA 

TLSGHLPSRPAPAHTPSRASYFR 

TRKVRAALGDSAAGPVPGLAA 

RLL A SG PSRSQPG H S PG PE M A S 

TTTCTRFTDEYQLFEEVLGRGAF 

SVVRRCMKIPTGQGYAAKIINT 

KKLSARDHQKLEREARICRLLK 

H PN I VRLHDSI SEEG FH YL VFDL 

VTGGELFEDIVAREYYSEADAS 

HCIQQ1LESVNHCHLNGIVHRD 

LKPENLLLASKSKGAAVKLADF 

G L A I E VQG DQQ A WFG F AGTPG 

YLSPEVLRKDPYGKPVDMWAC 

GV1LYILLVGYPPFWDEDQHRL 

YQQIKAGAYDFPSPEWDTVTPE 

AKDL INKMLTIN PAKR1TA S E A L 

KHPWICQRSTVASMMHRQETV 

DCLKKFNARRKLKGAILTTML 

ATRNFSAAKSLLKKPDGVKEST 

ESSNTTIEDEDVKARKQEIIKVT 

EQLIEAINMGDFEAYTK1CDPG L 

TAFEPEALGNLVEGMDFHRFYF 

FTvI A I QWQXIV PIT-ITHI XTr>U\/lJF \/ 

nFiFkA AfiAviPi nr/^viv/f nrcru 

Y IrvLr 1 I IVllJOovjIVj 
r fv 1 rvl^ot.t, I KV WrlKKUOK.Wy 
IN V ri r ri rvo Vj o r 1 VrlKrrLlrNUK. 


1 UO 1 O 


471 86 


A 
r\ 


1 6099 

1 07ZZ 


i 
i 


9RR 
zoo 




16819 


47187 


A 


16923 


318 


458 




16820 


47188 


A 


16924 


1 


578 




16821 


47189 


A 


16925 


803 


1068 




16822 


47190 


A 


16926 




660 




16823 


47191 




16927 


2 


^9S 


I ooCiNINlNVJr tvK lflol toL I LLy 

NILVEDATIGIVDNELLTSSKDR 
ELLE Y RNTKI SPL 1 DDHS SL E KQ 


16824 


47192 


A 


16928 


1 J KJ 


S7^ 




16825 


47193 


A 


16929 


40S 




r?T PPPOkfPni VTQTT OAXJPVPI P 

p/^TvTCO^iR *TQTR PWVPU1 HPTA 
^•vJlNov^ofx. lol IV W I E,rIl_.V^v_/ I 

CLTI AMnOVHFA VnQAfAI A 
ottLV^MVll^t^ Y riC,/\ Y yoALALA 


16826 


47194 


R 

LJ 


1 U7JU 


1 

I 


lO/O 




16827 


47195 


A 


16931 


1 


1125 




16828 


47196 


A 


16932 


27 


818 




16829 


47197 


A 


16933 


1 


4986 




16830 


47198 


A 


16934 


1 


4401 




16831 


47199 


A 


16935 


153 


370 


SVLETCMSTAFPVSCHSSFKTA 
VLRISLS*ISAQGGPIDLFSQCHP 
SSSTGVSSXNHRGSWDTPGQSL 
VVICL 



2147 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

con i if* tip 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


16832 


47200 


B 


16936 


47 


501 




16833 


47201 


A 


16937 


49 


1714 




16834 


47202 


A 


16938 


1 


999 




16835 


47203 


A 


16939 


140 


2029 


FAARAGPGGSRRARRGNKWAR 

MPYEIKKVFASLPQVERGVSKI1 

GGDPKGNNFLYTNGKCVILRN1 

DNPALAD1 YTEHAHQVVVAKY 

APSGFYIASGDVSGKLRIWDTT 

QKEHLLKYEYQPFAGK1KDIAW 

TEDSKRJAVVGEGREKFGAVFL 

WDSGSSVGEITGHNKVINSVD! 

KQSRPYRLATGSDDNCAAFFEG 

PPFKFKFTIGDHSRFVNCVRFSP 

DGNRFATASADGQIYIYDGKTG 

EKVCALGGSKAHDGG1YAISWS 

PDSTHLLSASGDKTSKIWDVSV 

NSVVSTFPMGSTVLDQQLGCL 

WQKDHLLSVSLSGYINYLDRN 

NPSKPLHVIKGHSKSIQCLTVH 

KNGGKSY1YSGSHDGHINYWD 

SETGENDSFAGKGHTNQVSRM 

TVDESGQLISCSMDDTVRYTSL 

M LRDYSGQG V VK\LD\VQPKC\ 

VAVGPGGYAVVVCIGQIVLLK 

DQRKCFSIXDNPGYEPEVVAVH 

PGG\DTVAIGGVDGNVALYSIL 

GTTLXJCDEG KLLEA KGPVTD V A 

YSH\DGAFLAVCDASKVVTVFS 

VADGYSENNVFYGHHAKIVCL 

AWSPDNEHFASGGMDMMVYV 

WTLSDPETRVKIQDAHRLHHVS 

SLAWLDEHTLVTTSHDASVKE 


16836 


47204 


A 


16940 


31 


449 




16837 


47205 


A 


16941 


1 


53 




16838 


47206 


A 


16942 


1 


389 


GMPTSTIASCSQDGRVF1WTCD 
D A SSNT WSPKL LH ICFND V V WH 
VSWSITANILAVSGGDNKVTEG 
QQN EQ * Q D R WGL A PH PP A PG L 
PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRL1ICLNVIGNAL 


16839 


47207 


A 


16943 


1 


438 




16840 


47208 


B 


16944 


1 


1267 




16841 


47209 


A 


16945 


635 


808 





2148 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16842 


47210 


A 


16946 


37 


1319 


QGEGHGRGLHGFLGRPESQIPS 

WSRSAPLHRLEIWGALAPSLAD 

HSEGSPEVSVINTVDTSHEYMI 

Y\DAQMDYYGHPPGQPASSDRS 

V KI F * C AQ WEG RS LF A D LQG S 

WUGPVWQVGWGFTPLLRATS 

WAFVASLLTGKFIYSWERGKT 

GTLGRRATSNAGTRLLKLNFGC 

CWAPHGLTVLHSWACWVVSD 

RGPSSLVLDFTPGEGQWEVKKIN 

NAHTIGCNAV\TWAPACCTWK 

PHRRPHRGQKPNYIKRFASGGC 

\DNL1\KLWKEEEDGQWKEEQK 

LE\GHSDWV\RDVAWAPSJGPA 

HQH HRPA APRMGRVSI WTCDD 

Ac>i>N I W5r lV\UlvrNL)VVWrJV 

S\WSITANILAVL\CGDNK\VPL 
WKESS* WAK WVVPSSDVKQRG 
PGLPYQPSSDQEGPARNEQVNK 
DQGGALAPPPAQLPGPAPSPGP 


16843 


47211 


A 


16947 


1 


1021 


MSGEFIDHSH1ARJIYPGIFGTDA 
GSCIDQRGITGKLQQPPEDRRL 
G EGKLTNTKD1HTKTPS VRH HH 
QRPKVDKTTK1GKKQSRKTGNS 
KNQSAPPPPKECSSSPAMEQSW 
TEN DFDEL RE EG FRRSN YSELK 
E EF RTHG KE VKN LEKRLDE WL 
TRITNAEKSLKDLMELKTKARG 
LQRVSVMEDEMNEMKQEEKFR 
EKR1KRNKQSLQEIWDYVKRPN 
LRLIGVPESDGENGTKLENTLQ 
LJlll^fcbr r NLAK^ANIy IQhlQR 

N/f DfM? I~"\CT DD ATDDUII\/DrTl/\/ 

lvir F l^KL/i>LKKA i rKrill VKr 1 rLV 

P\yf Pl/Ayf I O A ADCl/ A \ itt a r mi/ 
C. IVI is. t J\.IVI LKA A Ivb ivA \H 1 A L 1 PK 

LI 1 Lc VIsXooAIN VKtv^KX.*y I 
V POTT\//~iQ>J 


16844 


47212 


A 


16948 




393 




16845 


47213 


A 


16949 




2631 




16846 


47214 


A 


16950 




1155 




16847 


47215 


A 


16951 




1185 




16848 


47216 


A 


16952 




942 




16849 


47217 


A 


16953 


1 


615 





BNSDOCID: <WO 0175067A3JA> 



2149 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


16850 


47218 


A 


16954 


474 


2678 


IKPQRWGKKQSRKTGNSKNQS 

ASPPPKERSSSPAMEQSWTEND 

FDELREDSFRRLVITNYSELKEE 

VRTNGKEVKNLEKKLDEWLTR 

1TNAEKSLKDLMELKTMAQELP 

DQCTSLSSRCDQLEERVSVMED 

EMNEMKCEEKFREKRIKRNEQ 

SLQEIWHYVKRPNLRLIGVPES 

DG ENGTKLENTLQ Dl I QEN F PN 

LARQANIQIQEIQRMPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

VAREKGQVTHKGKPINRLTADL 

LAETLQARREWG\PIFNILKEKN 

FQPRISYPAKLSFIDRSTRQKVN 

KDTQELN S A LHQ A DL I DI YRTL 

HPKSTEYTFFSAPHHTYSKIDHI 

VGSKALLSKCKRTEIITNCLSDH 

SAIKLELRJKKLTRN HSTT WKL 

NNLLLNDYWVHNEMKAEIKM 

FFETNENKDKTYQNLWDTFKT 

VCRGKF1ALNAHKRKQERSKID 

TLTSQLKGLEKQEQTHSKASRR 

QEITK1RAELKERVGRWRIGEA 

ADLVGVSSQAIRDAEKAGRLPH 

PDMEIRGRVEQRVGYTIEQ11MH 

MRDVFGTRLRRAEDVFPPVIGV 

AAHKGGVYKTSVSVHLAQDLA 

LKGLRVLLVEGNDPQGTASMY 

HGWVPDLH1HAEDTLLPFYLGE 

FCDDVTYAIICPTCWPGLD1IPSCL 

ALHRIETELMGKFDEGKLPTDP 

HLMLRLAIETVAHDYDVIVIDS 


16851 


47219 


A 


16955 


1 


675 




16852 


47220 


A 


16956 


1 


1032 




16853 


47221 


A 


16957 


3 


978 


HEAKHQMADDAGGSGGGPKA 

LVGPGMG\NPVAFRRGF\G1VIR 

GPGSRPGGRGRGRNGRGARGSK 

\A E DKD W\M P VTKLG/RA LVKD 

H*RSKFPWKEIYLFSLPH*RNQR 

IIDF\FLGGLLSfCDEGFE*LCPVQ 

EQDPCPASRTQASRPFVAIGGL 

QMAHVGLGC*VLPRKVATGHP 

VGAIILAKJLS\IVPVRR\GYLGNK 

VLAKP\HTVP\CJCV\TGRCGSVL 

VRi.IPAP\RGLGMVSAPVA\KJCL 

LMMAGIDDCYT\SARG\CTATL 

GQIWPRATL*LPFLRTYKLP*PP 

DLWKGRLYLPSFPIK£FT\DHLV 

KDPHPESSVQQDSELQLVATT 


16854 


47222 


B 


16958 


124 


274 





2150 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16855 


47223 


A 


16959 


202 


2264 


KWPKMNPQQQRMAAIGTDKE 

LSDLLDFSAMFSPPVNSGKTRP 

TTLG S SQFSG SG I DERG\G TTS W 

GTSGQPSP\SYDSSRGFTDSPHY 

SDH LNDSRLG A H EG LSPTPFMN 

SNLMGKTSERGSFSLYSRDTGL 

PGCQSSLLRQDLGLGSPAQLSS 

SGKPGTAYYSFSATSSRRRPLH 

DSAALDPLQAKKVRKVPPGLPS 

SVYAPSPNSDDFNRESPSYPSPK 

PPTSMFASTFFMQDGTHNSSDL 

WSSSNGMSQPGFGGILGTSTSH 

MSQSSSYGNLHSHDRLSYPPHS 

VSPTDINTSLPPMSSFHRGSTSS 

SPYVAASHTPPINGSDS1LGTRG 

NAAGSSQTGDALGKALASIYSP 

DHTSSSFPSNPSTPVGSPSPLTG 

TSQWPRPGGQAPSSPSYENSLH 

SLQSRMEDRLDRLDDAIHVLRN 

HAVGPSTSLPAGHSDIHSLLGPS 

HNAPIGSLNSNYGGSSLVASSR 

SASMVGTHREDSVSLNGNHSV 

LSSTVTTSSTDLNHKTQENYRG 

GLQSQSGTVVTTEIKTENKEKD 

ENLHEPPSSDDMKSDDESSQKD 

IKVSSRGRTSSTNEDEDLNPEQ 

IS> 1 c, ivfc, JVC. K K Wl A N IN A Kjz KL K V K 

U\ IN fc. Ar JVliLO KMLV^LnL K5>hKP 

QTKLLILHQAVAVILSLEQQVR 
ER1MLNPKAACLKRREEEKVSA 
VSAEPPTTLPGTHPGLSETTNP 


16856 


47224 


A 


16960 


i ion 


1 ^77 I 




16857 


47225 


A 


16Q61 






Lr 1 ivIKJvMj Y WO V A 1 IbrKYoC^ 

f^k^AI P TUT TAPVVDCAT DlU/rr 


16858 


47226 


B 


16962 


499 


915 




16859 


47227 


A 


16963 




1 / OJ 




16860 


47228 


A 


16964 


1 






16861 


47229 


A 


16965 


2 


710 

/ JO 




16862 


47230 


A 


16966 


349 


493 


SS*VRWVSGR*HPQ*STLSAPLG 
ETSGCHQGGLHDLKIVVL 


16863 


47231 


A 


16967 


1 


1335 




16864 


47232 


A 


16968 








16865 


47233 


A 

A 


1 6Q60 f 


7J 




ADA I f I r\ f f I nri'C\/D\IDTCDC 

KJ^KJb V O iK£Kl Y ts.ls.OLiO AAOrvOO 
TGNAPGFLLFSKD^*Kr>PTPl PP 
PLLL*GQRDH*IQLHQE 


16866 


47234 


A 


16970 


1 


1302 1 




16867 


47235 


A 


16971 


1 


1174 | 




16868 


47236 


A 


16972 


274 


1428 





2151 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16869 


47237 


A 


16973 


41 1 


629 


HCLSHFQNTGPRGDVDFQQEL\ 
FPVLMADIRKEERSHLCRSSRR 
TWTILDKS*IQGSRLSSKEQGW 
GWGTSRK 


16870 


47238 


A 


16974 


618 


1552 




16871 


47239 


A 


16975 




558 




16872 


47240 


A 


16976 


, 


765 




16873 


47241 


A 


16977 




418 




16874 


47242 


A ! 


16978 


130 


1965 




16875 


47243 


A 


16979 




1062 




16876 j 


47244 


A 


16980 


! 


558 




16877 


47245 


A 


16981 


37 


676 




16878 


47246 


A 


16982 




1014 




16879 


47247 


A 


16983 




2964 




16880 


47248 


B 


16984 


259 


1751 




16881 


47249 


A 


16985 




987 




16882 


47250 


A 


16986 




1047 




16883 


47251 


A 


16987 


^» 
-> 


1413 


GLHAARGPWVVQAWIS!TM\ER 

KEVCYGQLGCFSDEKPWAGTL 

QRPVKLLPWSPED1DTRFLLYT 

NENPNNFQLITGTEPDTIEASNF 

QLDRKTRFIIHGFLDKAEDSWP 

SDMCKKMFEVEKVNCICVDWR 

HGSRAM YTQAVQN I RV VG A ET 

AFLIQALSVKPCLGPVLWVGVR 

EGQGDAARGTALEDVHVIAHS 

LGAHT/AAEAGRSWGPRGRJTD 

DLGTA*YKVDGMG*ERRGVRF 

SI*P*GGGV*AGFGGERFR*RKN 

VG K ST AG WR M\G LDPA G PC FQ 

DEPEE VRLDPSD A VF VD V 1 HTD 

SSPIVPSLGFGMSQKVGHLDFFP 

NGGKEMPGCKKNVLSTITDIDG 

IWEGIGGFVSCNHLRSFEYYSSS 

VLNPDGFLGYPCASYDEFQESK 

CFPCPAEGCPKJVIGHYADQFKG 

KTSAVEQTFFLNTGESGNFTSW 

RYKVSVTLSGKEKVNGYIRIAL 

YGSNENSKQYE1FK 


16884 


47252 


B 


16988 


95 


315 




16885 


47253 


C 


16989 


1 


780 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16886 


47254 


A 


16990 


2 


1426 


SGTLDRMLIFWTITLFLLGAAK 

GKEVCYEDLGCFSDTEPWGGT 

A1RPLKILPWSPEKIGTRFLLYT 

NENPNNFQILLLSDPST1EASNF 

QMDRKTRFIIHGFIDKGDESWV 

TDMCKKLFEVEEVNCIFV\DWK 

KGSQATYTQAANNVRVVGAQ 

VAQMLDILLTEYSYPPSKVHLI 

GHSLGAHVAGEAGSKTPGLSK/ 

RLQGLDPVEASFESTPEEVRL\D 

PSDADFVDVIHTDAAPLIPFLGF 

GTNQQMGHLDFFPNGGESMPG 

CKKNALSQIVDLDGIWAGTRDF 

VACNHLRSYKYYLESILNPDGF 

AAYPCTSYKSFESDKCFPCPDQ 

GCPQMGHYADKFAGRTSEEQQ 

KFFLNTGEASNFARWRYGVS1T 

Lovjtv J /v l vjt^iis. V ALrONKAjN 1 H 

OV^TFRnil k'Pr^QTT-IQ VPPr» AVI 
V I oir IV I Lfvrvjo ino i tr UAIvL 

DVGTIEKVKFLWKNNV1NPTLP 

KVGATKITVQKGEEKTVYNFCS 

EDTVREDTLLTLTPC 


16887 


47255 


A 


16991 


1 


1407 




16888 


47256 


A 


16992 


954 


1663 


ppCppvp A U A PCX/ A I I UTP.MnC 

crorur/\nArj v /\U»L.rl 1 INv^orv 

v trWrivJN rL^tvltVKW RlvlLrvl 
QWVHPWA/TQMWICTA \/nri r>\/ 

r /\ r JS. in vrv^ ALUrouWLV YL 


16889 


47257 


A 


16993 


3 


242 




16890 


47258 


A 


16994 


1 


1815 




16891 


47259 


A 


16995 


1 


375 




16892 


47260 


A 


16996 


3 ] 


2005 




16893 


47261 


A 


16997 


1 


651 




16894 


47262 


A 


16998 


114 


275 




16895 


47263 


A 


16999 


1 


270 ! 




16896 


47264 


A 


17000 


140 


876 


PPALVVGRRQKSWRMFEQMRA 

NVGKLLKG1DR\YNPENLATLE 

R\YVETQAKENAYDLEPNLAVP 

ESCTKFNP\AFFQTNGSTAQDSC 

*KALTN\LPHTVDFTL\CKC\M1RP 

GHIQE\ERPIPTDFCYLGGPGWE 

TWPFSRAFWESPGMKTVDLLW 

KV*LGF\EDSV\RKFl\CHVVG\IT 

YQHIDRXWLLAEMLGDLFGQAS 

*RCW\MSKYGWSADESGQ!F1C 

SPRREHLTPRNIVEKIDFDSVSSI 

MASSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


16897 


47265 


A 


17001 


1 


777 


MSGENVTKVSTFILVGLPTAPG 

LQYLLFLLFLLTYLFVLVENLA1 

1LIVWSSTSLHRPMYYFLSSMSF 

LEIWYVSDITPKMLEGFLLQQK 

RISFVGCMTQLYFFSSLVCTEC 

VLLASMGYDRYVAICHPLRY\N 

LACTDFSTAELV/SFILAFIILVFP 

LLATILSYWH1TLAVLRIPSATG 

CWRAFSTCASHLTVVTVFYTA 

LLFMYVRPQAIDSQSSNKLISA 

VYTVVTPIFNPLIYCLRNKEFKD 

ALKKALGLGQTSH 


16898 


47266 


A 


17002 


2 


876 




16899 


47267 


A 


17003 


1 


894 




16900 


47268 


A 


17004 


377 


501 




16901 


47269 


A 


17005 


3 J 


823 




16902 


47270 


A 


17006 


1 


874 




16903 


47271 


C 


17007 


156 


287 




16904 


47272 


A 


17008 


1 


1 140 




16905 


47273 


A 


17009 


1299 


3135 


1SGSVCILLWLQLLPAYNLIIHT 

WEH RH SPPGT/RM SRLAKRN A 

WEADR/YAEAKLAASRRGQPSS 

LMSSREGGWGEGSQSRNSSHG 

ALKEAQFIITNAEKSLKDLMEL 

KTMAQELRDECTSLSSRFDQLE 

EKVSVMEDEINEMKQEEKVRE 

KRIKRNEQSLQEIWDYVKRPNL 

HLIGVPESDRENGTKLENTLQDI 

IQENFPNLARQAN1Q1QEIQRMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HLYTNKLENLEEMDKFLDTYS 

LPRLNQEEVESLKRPITGSEIGAI 

rNSLPTKKSPGPDGFTAEFYQRY 

KJCELVPFLLKLFQSTEICERILPN 

SFYEASIILIPKPGRDTTKKENFR 

PISLMNINAKJLNKILANQIQQHI 

EKLIHHDQVGFIPGMQGWFNIR 

KSrNVIQHINRTNEKNHMIISIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTYLKIVRAIYDKLTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KEQVKLLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNTNRQTESQIMSEL 

PFTIASKR1K 


16906 


47274 


C 


17010 


189 


457 




16907 


47275 


A 


1701 1 


2 


2600 




16908 


47276 


A 


17012 


107 


1493 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


16909 


47277 


A 


17013 


3 


2209 


IHTKTPSVCHHHQRPKVDKTTK 

MGKKQSRNTGNSKNQSTSPPP 

KECSSAPAMEQSWMENDFDEL 

REEGFRRSNFSELTEEVRTHRK 

EAKNLEKKIRQMWTRITNVEK 

SLNDLMELKNMARELRDKCTS 

FSSRFDQLEERVSVIEDQMNEM 

KQEEKFREKR VK\RN EQSLQEIR 

DYVKRP\NLRJL1GIPESDEENGT 

KLENTLQDII\QENFPNLARQAN 

IQIKE1QRMPQRYSSRRATPRQI\ 

IVRFTEVEMREK\MLRAAREKG 

RVTH KG KTI RLT V DLSAETIQA 

RRESTRQKVNKDIQELNSAQHQ 

ADLTDNYRTLHPKSTEYTLFSA 

PHHTYSKIDHIVGSKALLSKCK 

RTE1ITNCLSDHSAIKLELRIKKL 

TQNLSTTWKLKNLLLNDYWVH 

NEMKAEIKMLFETNENKDTTY 

QNLWDTFKAVCRGKYIALNAH 

KRKQERSKI DTLTSQLKELE KQ 

EQSHSKASRRQEITK1RAELKEI 

ETQKTLQKINESRDWFFEK1NKI 

DRQLARLIKKKREKNQIDTIKN 

VLEFLAKA1RQDKEIKGIQLGKE 

EVKLFLFAEDMIVYLENPIVSA 

QNLLKL1SNFSKVSGYK1NVQK 

COAFI YTNTMRnTF^nriVylQPT PCT 
I /AoivrvJ rv I L<Vj IVy'L 1 ivL/IVIlVlJLr Is. 

EN Y KPLUN K 1 KEDTKK WKNIPC 
SWVGR1N1MKMAILPKVIYRFN 
AIPI KLPMTFFTELEKTTLKFT W 


16910 


47278 


A 


17014 


292 


699 




16911 


47279 


A 


17015 


269 


803 


ALGPCSEALPTWVNENGEEMA 
QEIDLSALKELEREAILQVLYRD 
QAVQNTEEERTRAAGN*KHTC 
SISGGKGPKNTDWEHKEKCCA 

KL^VLUrLLnKuAVCKljLorl 
IxV^/\^CrvVrLKO 1 HAWK.L 1 VL 

FEDRNV K I KTGE WF YEERAKKF 

PTGDNSV\RTSCTGKHETVGGQ 

LLQSYQK 


16912 


47280 


A 


17016 


1 


1173 




16913 


47281 


A 


17017 


349 


718 


AGPEGTTTAECP/I/CQQQRPILS 
LRYGTISWG/DOSATWWOVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCLIHHD1PHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G1GSCTTHHHPCSFPN 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oi last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16914 


47282 


A 


17018 


196 


577 


GSSGQSESAQPQGLWVLPSRTS 
LAILSTDVNV*QPCFPAGAHQG 
QPLAWPVPFLAWLSWQQKRC* 
KQQRSSRNLVDHRNPGWLHEE 
GDKTPFFHHPFPQLGQSLSQQS 
LLPAGRR*ARGPQQLPSPP 


16915 


47283 


A 


17019 


I 


2523 




16916 


47284 


A 


17020 


236 


558 




16917 


47285 


A | 


17021 


1610 


2004 


VTWSAQQMPWAIKNCPTHSPL 

GQGCLPQPKM*VVQNDFQ*G* 

WTHCRKGIKGGQRVGVWPWQ 

TQNRGKGTFLTPLHSAVADAM 

LYAL*RGSDLDAAQTLPTAAQ 

DALYAVVPGGEPTGQLQVRHN 

EFALGQ 


16918 


47286 


A 


17022 


1 


735 




16919 


47287 


A 


17023 


88 


1871 




16920 


47288 


A 


17024 


I 


1299 




16921 


47289 


A 


17025 


2 


260 




16922 


47290 


A 


17026 


144 


1737 




16923 


47291 


A 


17027 


1 


1182 




16924 


47292 


A 


17028 


262 


1132 




16925 


47293 


A 


17029 


1 


484 




16926 


47294 


A 


17030 


3 


382 


LKGAPDLELDGESRRTWRERK 
GRKRKERALGRWQV*RSRCA* 
P/STPAALNAPLQGASHSPFRLR 
NCWKGRSVRASSLLRQLAKGG 
CAARRLSWNLCQ1VQMYEGHS 
QQPGLQPRJLQRWSSQTLRTA 


16927 


47295 


A 


17031 


1 


2022 




16928 


47296 


A 


17032 


209 


403 




16929 


47297 


A 


17033 


213 


1993 




16930 


47298 


A 


17034 


1 


378 




16931 


47299 


A 


17035 


64 


1180 


SASHSGAPATSLYERGVCPPAL 

RRPPAVLVCRAAASCTLLAMS 

DLQEEGKNAFNSPMSPALVDVH 

PEDTQLEENEERTM 1 DPTSKEDP 

KFKELGKVLLDWINDVLAEERI 

IVKQ\LEEDLYDGQVLQKLF/EK 

NLAGLQSLNVAEVTQSEIGQKQ 

KLQKVLEQLHXDLLRPRSWALR 

\WLGNSIHGKNLVGNPQLLVSL 

AMHFRAPIRLPEHVTVQVVVV 

RKREGLLHSSHISEELTTTTEM 

MMGRFERDAFDTLFDHAPDKL 

SVVKKSLITFVNKH LNKJLNLEV 

TELETQFADGVYLVLLMGLLE 

DYFVPLHHFYLTPESFDQKVHN 

VSFAFELMLGRRPSRNPRLVLK 

TWLTWDLKSPLRVLYNLFTKY 


16932 


47300 


A 


17036 


3 


764 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

ACCJ IIL Till. 


Met 
hod 


SEQ ll> NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16933 


47301 


A 


17037 


1 


1230 




16934 


47302 


A 


17038 


1 


313 




16935 


47303 


A 


17039 


145 


263 


IFLLYLKNKVQNK*EIKQHFLG 
KIMSRDNNTYLTWGTEN 


16936 


47304 


A 


17040 


5 


982 


PTFSRAVATMFSRAGVAGLSA 

WTLQPQWIQVRNMATLKD1TR 

RLKSIKNIQK1TKSMKMVAAAK 

YARAERELKPAR1YGLGSLALY 

EKADIKGPEDKKKHLL1GVSSD 

RGLCGAIHSSIAKQMKSEVATL 

TAAGKEVMLVGIGDK1RGILYR 

THSDQFL V AFKE VG RKPPTFG D 

ASVIALELLNSGYEFDEGSIIFN 

KFRSVISYRTEEKPUFSLNTWAS 
A DOHfiV^MTninAnv a a v \tc\ 

r\i~f\^nKJ V olvi | UlLJrxLJ V J\ /\N.l 1 

FY/NIWANIll I TI Wk'PQTTQr.r. 
R^ARri*opwnNnnAi?TAFu/i? \a 

rvo/A.rv\j WUlNVjy/\i\JAr WKM 

DLDNLDIWTF\NR\TRQAVITKE 
LIEIISGAASSVKKENSAS 


16937 


47305 


A 


17041 


1334 


1790 




16938 


47306 


A 


17042 


1 


930 




16939 


47307 


A 


17043 


2 


477 


SGLGRLPGPWQEAGSSRGPSSG 
DMAGVKALVALSFSGAIGLTF/ 
LHMLGCALEDYGVYWPLFVLI 

F\H A I^^TPHFI Al^PVTVncn A t\c 

oayv^jvcl/a i rr I lulv V jLLWIoP 
V1F ARVAl iK'WX/r; a rr.i w/i wr* 

i>iav virr i iNoivur jL i LuKuUUr 
SW\EQW 


16940 


47308 


A 


17044 


130 


434 




16941 


47309 


A 


17045 


1 


1365 




16942 


47310 


A 


17046 


656 


839 




16943 


47311 


B 


17047 


16 


149 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16944 


47312 


A 


17048 


I 


1317 


MTLNEHAAFKHLFNKAHLAPP 

LIHLTLSGHSTCFREHRVGVICS 

HFAQDLWPEQGREDSFQKVILR 

RYEKCGHENLQLKIGCTNVDES 

LTYKRJHTGEKPCKCEECDKAF 

SKFSILTKHKV1HTGEKHYKCE 

ECGKAFTRSSSLIEHKRSHAGE 

KPYKCEECG KA FS KASTLTA HK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKR1HTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKUHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

KLYKCEECGKAFKWSSRLSEH 

KRIHTGEKPYKCEECGKAFSW 

VSVLNKHKKIHAGKKFYKCEE 

CGKDFNQSSHLTTHKRIHTGYE 

KPYKCEECG KAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRJHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

A G DK P Y KCEECG KTF KWSSTL 

TKHKUHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

KLYKCEECGKAFKWSSRLSEH 

KRJHTGEKPYKCEECGKAFSW 

VSVLNKHKKIHAGKKFYKCEE 


16945 


47313 


A 


17049 


2 


2183 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16946 


47314 


A 


17050 


3 


1440 


IKVLLGENRVPNTMAVWLAQ 

WLGKGASLTSFPPCPTASLLRR 

LGEHIQQFQESSAQGLGLSLGP 

GAAALPKVGWLEQLLDPFNVS 

DRRSH L\QRY W VN DQH WVGQ 

DGP1FLHLHLTSPPPTHTLFTGH 

PAALAPAWGALVISLEHRFYGL 

SIPAGGRLALSRLFNISSSSPW1C 

FGGSYAGSLPSHHAPTF\PRAQR 

IS*HFRJPSSAVRPQVVSRSLMS 

TAIGGSLE/CRRWGLVRGGLGG 

KRGLGCQGRGGPA*VLADIASC 

FPQCRAAVSVAFAEVERRLRSG 

GAAQAALRTELSACGPLGRAE 

NQAELLGALQALVGGVVQYD 

GQTGAPLSVRQLCGLLLGGGG 

NRRGGIYVLCMYIVP*IVLHSLG 

SG VG EA PI YL A PS Y PFFPODTDP 
WHVLSVTOAl GSSFSTI 1 IRTTJ 
SHCLDMAPERPSDSPSLRLGRQ 
NIFQQLQTWLKLAKESQIKGEV 


16947 


47315 


B 


17051 


41 


2709 




16948 


47316 


A 


17052 


874 


1024 




16949 


47317 


A 


17053 


1 


1602 


MDSLWGPGAGSHPFGVHNSRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDPRVQENPGDQRRVPEV 

TGDAPSAFRPLRDNGGLSPFVP 

GPGPLQTDLHAQRSEIRYDQSS 

QTSWTSSCTNRNAISSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVSEDRPQAVSSGHTQCEKV 

AEKAPGQTLALRNDSSRSEASR 

PSTRKFPLLPHRRGEPLMLPPPV 

ELGYRVTAEDLDWEKEAAFQC 

IKSALQVEDKAISDCRPSRPSHT 

LSSLATGAS\DSAQVTSLIPAPFP 

AASMDAGMRRTRPGTSAPAAA 

AAAPPPSTLNRTLGSLLEWMEA 

LH I SGPQPQLQQ V PRG QNQRSQ 

TSRTSSCPK/LKCHLELLQLYGR 

PPGTKAEEAPASSHCQLTLSSSN 

TVSEDGPEAVSSGHTQCEKTAD 

TAPGQTLG PRG G SPRSQSSRPR 

RHKFPLLPRRRGEPI Ml PPPI Fl 

GYWVTAEDLDREKEAAFQRIN 

SALQVEDKAISDCRPSRPSHTLS 

SLATGASGLPAISKAPSMDAQQ 

ERHKS 


16950 


47318 


A 


17054 


1 


1155 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16951 


47319 


A 


17055 


1 


1237 


MDSLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDPRVQENPGDQRRVPEV 

TGDAPSAFRPLRDNRGLSPFVP 

GPGPLQTDLHAQRSEIRYNQTS 

QISWTSSCTNRNA1SSSYSSMGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVSEDRPQAVSSGHTQCEKA 

ADIAPGQTLALRNDSSTSEASRP 

STHKFPLLPRRRGEPLMLAPPSL 

EVGVPGSLVKELDREKEAAFXQ 

RJNSALQVEDKAISDCRPSWPS 

HTLSSLATGTSGLPAISKAPSMD 

AQQETHKSQDCLGLLAPLASA 

AGVPSTAPMSGKKHRPPGPLFS 

SSDPLPATSSHSQDSAQVTSLI P 

APFPAASMDVGMRRTRRGEPL 

MLPPPLELGYRVTAEDLDQEKLE 

AAFQRJKSALQVEDKAI 


16952 


47320 


A 


17056 


132 


835 




16953 


47321 


A 


17057 


1 


2947 


MPEQDKDPRVQENPDDQRRVP 

KVTGDARSAFRPLRDNGVLSPF 

VPRPGPLQTYLHAQRSEIRYNQ 

TSQNTWTSSCTNQNAISSSYSS 

VGGLLGLKWRRGPAGQESGAG 

MPEQDK\DPRV\QQNPDDHRTV 

PEVTGDARSAFWPLRDNGGLSP 

FVPRPGPLQTDLHAQSSEIRYN 

QTSQTSWTSSSTKRNAISSSYSS 

TGG L PG L KQRRG P A S S RCQLTL 

SYSKTVSEDRPQAVSSGHTRCE 

KA A DT A PGQTL A PR 


16954 


47322 


C 


17058 


229 


624 




16955 


47323 


A 


17059 


1 


101 1 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWK1G 

DKEIWGRGMWMDLSEWSKAV 

KIFVSHVSAHQRVTSAEEEFNM 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTNGLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQ1DY1GPLPS 

WKGQKF VLTV 1 DTYS RYRFA Y 

PAHNASAKTT1HGLIECL1HCYG 

IPHSIASDQS1HF/TTKEVQ*WAH 

AHGIHWSYHVSHHPEAAGL 


16956 


47324 


B 


17060 


10 


597 




16957 


47325 


B 


17061 


6 


297 





2160 



BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16958 


47326 


B 


17062 


1 


474 




16959 


47327 


A 


17063 


1 


2712 




16960 


47328 


B 


17064 


1 


738 




16961 


47329 


A 


17065 


3 


772 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVE1EHLTM 

GHQVTMRPELPirNCVLSDPCSH 

KVGHAQQHSHKWRWYIHYQA 

QAGPEGTSNLHEEVAQMPTVS 

TSATLPSLPEPTQMAL\WEVPY 

L/\K£r 1 cttiv 1 UA W r 1 LHjoAri Y 1 

GTT*KWTVAALQPLSRTTLKDS 

CEGKSPHHPVIAQWAHEQSGH 

GGRDGGYLWAQQHGFPLTKA 

DLAMATAECPICQQQKRTLNP 


16962 


47330 


A 


17067 


1667 


901 ? 


L.o^ri WrruLrroALl Y Ar LOKoo 
RNKRRLMKTMKVEACEDLSAP 
KYLRIQLPTGSPRRRSEAPEVCI 
FQGSSVFSLVHPPPLLSYPSARR* 
PQTPPRPPPRHPSLH PL H PPSAQ 


16963 


47331 


A 


17068 


5 


1074 


RHSALGTGGSSSCRQQRPRDT 

WVPETT1LTAWSS/RLQQLGPW 

LQVTVAGQVNTLAGIQKTJHAE 

HCNVTE\RPPTGHEALAPPCEQ 

GPPQVLDSNAVAPTADCGYQL 

STA1NRNQELCGRKPAVSPSR/G 

ISPGSPILRPAVHPGHYCLQQRL 

SGQKSNRRTTQKSFQKLHVDK 

RKPENFSKESDHLLIYSREGNPD 

VASLATPPGIWMMSATDLFYG 

DPFAFPGGGPFTLSLERGPSVIL 

GTDASEELLFTKASLAVSTSVF 

yro lutvi i I cw V WyNlNKorLijr 

HF PTKPM A S P V KG KH STS L LQR 
LNYRDRWQCLQEGAGLALLSA 
HMKVPTGSKEPQQAGKLPSKP 
RKQTTPTFKD 


16964 


47332 


A 


17069 


2 


699 


CSACPVSHPWLLPWQSGSAFSL 

P*RALQRPPQHGHRLSKPMQSP 

RLSVLLRPWPRRPLPTDLLY*PS 

TRGHIHLHDRHHGAPSVSRRW 

GDKASPPQFPRYSRDSK/RRPPQ 

HGEVGTVFTKNKGGQS/PATST 

WPVn? A ADDA /1DTDDCT A 

KSPHVAEAGSWRPQQGSCHHL 
HPPDKTKD A A RKTH SPGDNGC 
QPRPPRPCKTLWSLSRI 


16965 


47333 


A 


17070 


223 


1611 j 




16966 


47334 


A 


17071 


12 


310 





2161 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ "> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16967 


47335 


A 


17072 


31 


430 


LQAVRLFTLPTTSSGL*KLLRTVP 

TWPSPPSCFPHFQSGPRTTRAPT 

PSTI\PGYSGSYSSGPPSLCPRTS 

RRAPPRHRVPAGRERLHIRVPP 

YPRPERHLLRVSRRGILGNNRV 

GRLPESRAIAGRJCEEKTDTK 


16968 


47336 


A 


17073 


1 


474 




16969 


47337 


A 


17074 


153 


1224 


RVFSESVCSPVRNLEFLWTIFAF 

PLAPAGRCPPGVPLQ^SPRDTD 

AHRSSPLPPARASPGQVAAAYR 

WARCPGCGGRKPRSSGSWQLC 

RCPTLPPPPRGSRSSGRC/RTWP 

SPPSCFPHFQSGPRTTRAPTPSTI\ 

PGYSGSYSSGPGR*GLSPLHAA/ 

VSPPLPPGGP*GSWARAGLGSI 

ASAHSPCPLCRSLIRSRS*QTCT 

RSPT*NCEVPPSAP*AASPLRTM 

FALVRTAGLKVHLLPLGYCTT 

MS*SSSMPQTVPVVVKVSNIPS 

VHPP*PCCKDCTISRSRSIFTRSPI 

CNPPGFLLPFCSPSTGQ* SL* KEP 

PLASWTHFRSDVLLLFSVSMNG 

STLSLGCPSQKAVIALVQVT 


16970 


47338 


A 


17075 


215 


1246 




16971 


47339 


A 


17076 


566 


675 


QPCRQQ/CLQPGSPPRFHARTLT 
VTLVHTRTHTHAHAH 


16972 


47340 


A 


17077 


184 


584 




16973 


47341 


A 


17078 


I 


1167 




16974 


47342 


A 


17079 


849 


2266 




16975 


47343 


A 


17080 


1505 


1891 


DAEKAFDEIQQ/PFMIK1LSRISI 

QGTYLN VIKTIY DKPT ANTI LN 

VEKLKTFPLRTGTRQGCPLSAL 

LFNMVLEVIARA1RQEKGIKGIQ 

ISKKEVKLSLFADDMIVHIENPK 

DSSRKLLELIKJEFSKV 


16976 


47344 


A 


17081 


1 


842 




16977 


47345 


A 


17082 


155 


531 


GNLWSVDLRPGTPLRQNFRGTI 

RQQHSRFTKNHCSQTPLLIPRQ 

TGSGVDLSKLQQTCS*GSCLVC 

TIDLANAFFSIPVHKA/HQKQFA 

FSWQ\YTFTVLPRLTWLQPC*V 

PNLPAAETNTEPSNGT 


16978 


47346 


A 


17083 


1 


1773 




16979 


47347 


B 


17084 


598 


1428 




16980 


47348 


A 


17085 


3 


227 




16981 


47349 


A 


17086 


1 


207 





2162 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


16982 


47350 


A 


17087 


] 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPfCHHCG 

PPVKVGAYGGQV1NGVLA\HPL 

IWLVQKTDGS/WRMTVDYCKL 

NQVVIP1AAAVSDVVSLLEQIMT 

SPGTWYAA1DLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

r»UA/l\ICD A I r^urxn IDDr\i r\s**r*c 
Y INor ALCHNLIKRULDCFS 

I OT ri IT] \/uvTr\niA>u ippcmr 
LrLUl 1LVHY1 UDlMLlCjoScQE 

VANTLDLFVRHLRARGWEINPT 

K1QGPSTSVKFLGFQWCGACQA 

I PSKMRDKLLHL VPPTTKKE AQ 


16983 


47351 


A 


17088 


1 


435 




16984 


47352 


A 


17089 


2 


808 


PL1WLVQKTDGS/WRMTVDYC 

KLNQVVIPIAAAVSDVVSLLEQI 

NTSPGTWYAAIDLANAFFS1PV 

HKAQQKQFAFSWQGQQYTFTV 

LPQWYINSPALCHNLIRRDLDC 

FSLPLDITLVHYIDDIMLIGSSEQ 

EVANTLDLFVRHLRARGWEINP 

TKIQGPSTSVKFLGFQWCGACQ 

AlFbKMKLJrvLLHLVPPI 1 KKEA 

^CLx^LLACY/WALVETEHLTIS 

HQVTMRPELPIMNWVLFDPSSH 

KVGCAQQHSIIKWKWYVHDW 

ARAGPEGT 


16985 


47353 


A 


17090 


2 


544 




16986 


47354 


A 


17091 


1 


633 


MTV D YRKFNQ V VTPM A A/A VP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFS1PVHEAHQKQFAF\LPQ 
GYINFPALCHNLIRRELDFFLLL 
QDITLVHY1DDILLIGSSEQEVV 

"Kinri ni t luyocvc acuta a onm 
In 1 LIJLLlHKKorvhAhH I AASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKM SKT 

DADADEEIEALRG 


16987 


47355 


A 


17092 


1 


3228 


MVTSSLTVAITSLVVVITSLVVII 

TSFVVVTTSLVVV1TSLVVVITS1 

AIAIATLVVVLTFTVVVLTSLV 

VVTTSLVMVITPPFAVITSLGVV 

ITSLVVIITCLVLV1TALGVVITS 

LGVVVTSLVMVITPLVAV1TPL 

CWJ\t 1 nrc I \/\/"\/itot \/x>i\/i*T , c , r nr\ r 

Kj V V 1 1 V V VI I bLVMVI 1 SLTV 

\/TTCCI\/\/lTDl \/liif\/ITPC , I T\/mto 

VI 1 bbl V VI 1 PLVMVITSLTVIITS 
LFVVITPLVMVITFLIVVNTSI V 
VVLITLIVSPPPSLCSLVVVITFL 
VVAITSLVVVITSLVVV1TSL 


16988 


47356 


A 


17093 


1 


471 




16989 


47357 


A 


17094 


1 


1590 





2163 

BNSDOCJD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide I 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16990 


47358 


A 


17095 


332 


1704 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAA I DLANAFFSI 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCFTNLIRRDL 

DCFSLPLDH LVHYIDDIMLIGXP 

RQLLACY/WALVETEHLTISHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYAWAQQCRLPLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPS WKGQRFVLTG I DTYSGYGF 

AYPACNASAKTA1CGLTECLIH 

HHDIPHSIASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

PIYGTVSPIAKIHRRVADSLKGG 

SG S WV WG FSTL A A LDN DLGTF 

RKVRAPSTN 


16991 


47359 


B 


17096 


1 


2061 




16992 


47360 


A 


17097 


1 


1623 




16993 


47361 


A 


17098 


1 


741 




16994 


47362 


A 


17099 


213 


679 




16995 


47363 


A 


17100 


33 


853 




16996 


47364 


A 


17101 


3 


1249 




16997 


47365 


A 


17102 


17 


770 




16998 


47366 


A 


17103 


130 


469 




16999 


47367 


A 


17104 


1 


1425 




17000 


47368 


A 


17105 


1 


882 





2164 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17001 


47369 


A 


17106 


227 


1519 


VTLIKIVTNAMLETPTLSlAVSDG 
VKLSAVAAVLYV1VRCMNLKS 
ATAAPDLYLQDSGLSRFLLKSC 
PLLTKEYIPPLIWGKSGHIQTAL 
YGKMGRVRSPHPYGHRKFITM 
SDGATSTFDLFEPLAEHCVGDD 
ITMV1CPGIANHSEKQYIRTFVD 
YAQKNGYRCAVLNHLGALPNI 
ELTSPRMFTYGCTWEFGAMVN 
Y I KKTYPLTQL V V VGFSLGGNI 
VCKYLGETQANQEKVLCCVSV 
CQGYSALRAQETFMQWDQCRR 
FYNFLMADNMKKIILSHRQALF 
GDHVKKPQSLEDTDLSRLYTAT 
SLMQIDDNVMRKFHGYNSLKE 
i r tEtoLlvlK I Ln Kl Y V rLML V 
NAADDPLVHESLLTIPKSLSEKR 
ENVMFVLPLHGGHLGFFEGSVL 
FPEPLTWM DKLV VE YANAICQ 
WERNKLQCSDTEQVEADLE 


17002 


47370 


A 


17107 


21 


385 


SRSSSVVRQEPGRADGQRRRRR 
AnH rOIJr ACj Ai^/rrFrv 1 CjK. I CG 

a Ol/" A 'I "I'D CTDPC ict) *r>r>T7r»r» ooy> 

ArRAI I Kb 1 KC5>lbK*PrrPRSSC 
r 1 orKA 1 ri>5>5»Abb 1 AAMKKWL 

VTPPN4PMU/T? A 
V 1 ^JvlVlr IN WKA 


17003 


47371 


A 


17108 


158 






17004 


47372 


A 


17109 


I 


1 RSI 




17005 


47373 


A 


171 10 


] 


1 1 04 




17006 


47374 


A 


17111 


66 


432 




17007 


47375 


A 


17112 


103 


3531 




1700S 


47376 


A 


171 13 


1 


1111 
i ji i 




17009 


47377 


A 


17114 


1 


750 




17010 


47378 


A 


171 15 


183 


371 


HPn A TTI \/T4P\/14\/ A *I l?*\/LI\l/ 

yryA i ILVnrvnVA Lr VHW 

QNRYRAPDNQGYRHWRCLLPA 
LPDAGR/VRLSASC*KPPNSRG 


17011 


47379 


A 


17116 


344 


480 


SPKDQEPSI SKK V* * *TSLPTSSR 
SLCLPPARMHFWVLAALLSFA 


17012 


47380 


A 


17117 


3 


3565 


HEARRGLKMAACGRVRRMFRL 

SAALHLLLLFAAGA\RNSPARA 

SHSQGQGPGANFVSFVGQAGG 

GGPAGQQLPQLPQSSQLQQQQ 

QQQQQQQQPQPPQPPFPAGGPP 

ARRGGAGAGGGWKLAEEESCR 

EDVTRVCPKHTWSNNLAVLEC 

LODVREPENEISSDCNHLLWNY 

KLN LTTDPKFES V AREVCKSTIT 

EIKECADEPVGKGYMVSCLVD 

HRGNITEYQCHQYITKMTAIIFS 

DYRLICGFMDDCKNDIN 



2165 



BNSDOC1D: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, I 
*=Stop codon, /=possible nucleotide j 
deletion, \=possiblc nucleotide insertion) 


17013 


47381 


A 


17118 


] 


495 


P D RRRG C PA L SG S * SG PA PR L/C 
LCNPTLTFHPGSV!GVCL*RJ-1W 
LCRANTRHPSYRGRLSSR 


17014 


47382 


A 


171 19 


1 


1479 




17015 


47383 


B 


17120 


67 


8652 




17016 


47384 


B 


17121 


67 


9183 




17017 


47385 


A 


17122 


1 


1440 




17018 


47386 


A 


17123 


1 


422 


FRWKELLDRPLEPSPETAQPPPP 

WLQK/NPTAVERANLLNMAKL 

SIKGLIESALSFGRTLDSDYPPL 

QQFFVVMEHCLKHGLKVRXSF 

LSYNKTIWGPLELVEKLYPEAE 

EIGASVRDLPGLNEFYEYHALM 

MEEEGAVIVG 


17019 


47387 


A 


17124 


2 


587 


WMGSCGLHRAWLQMRWWPE 

SAWKELLDRPREPPPETAQPPPP 

WLQK/NPTAVERANLLNMAKL 

SIKGLIESALSFGRTLDSDYPPL 

QQFFVVMEHCLKHGLKVRKSF 

LSYNKTIWGPLELVEKLYPEAE 

EIGASVRDLPGLKTPLGRARAW 

LRLALMQKKM ADYLRCL1 IQR 

DLLSEFYEYHALMMEEEGAVI 


17020 


47388 


A 


17125 


312 


493 




17021 


47389 


c 


17126 


102 


278 




17022 


47390 


A 


17127 


2 


140 


KAHNCSGLERPPLDNPSVSNRL 
FASFLSPRDLKGR\ICSD*SQVL 


17023 


47391 


A 


17128 


1 


2051 




17024 


47392 


A 


17129 


I 


498 




17025 


47393 


A 


17130 


2 


340 




17026 


47394 


A 


17131 


140 


396 




17027 


47395 


A 


17132 


703 


912 




17028 


47396 


B 


17133 


201 


912 




17029 


47397 


A 


17134 


1 


1382 




17030 


47398 


A 


17135 


2 


431 




17031 


47399 


B 


17136 


99 


1151 




17032 


47400 


A 


17137 


1 


891 




17033 


47401 


A 


17138 


15 


2722 





2166 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17034 


47402 


A 


17139 


476 


2934 

< 


TEPKTKTT* LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

M1VYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFKENYKPLLKE1K 

EDTNKWKN1PCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLRFIWNQKRARIAKA1 

LSQKNKAVGITLPDFKLYYKAT 

VTKTAWY WYQNRDI DQWNRT 

EPSEITPLIYNYQIFDKPEKNKQ 

WGKDSLFN1CWCWDNWLA1CR 

KLKLDPFLTPYTKINSRW1KAL 

NLRPKTIKTLEENLGITIQDIGTG 

KDFMTKTPKA M ATKDKIDK W 

DLIKLKSFCTAKETTIRVNRLPT 

KWEKIFATYSSDKGLISR1YNEL 

KQIYKKKTNNPIKKWEKDMNR 

HFSKDDILAAKKHMKKCSSLAI 

REMQIKTTMRYHLTPVRMAIIK 

KPGNNSQKDIPDWRNGPKRKD 

RQI TTFRG PTICLQ V V V PTLGAA 

PGRGCPWPRRPRCPGREGEELH 

PALGGERGQRQAAGSGGARRL 

APSAGDGLCVGPVEDTGETQT 

WKTOOPHT RFPWU/nu/RPTPPP 
w rv i vjv^i vjLixcr w w V_i wivr 1 err 

PAPSSHSFFWPRRPPVRR A PPP 

AGFH AfiFfifiA A V A HTTA PQPW 

i-r rv V vJvj W ITLy V n rvvJ vJ Ivo /\ VJ /\ 

RRFGn^Rnwrw nnr nnapvaqi 

ivrvi UUOIXU WL/LvJIJLOijAr V AoL 


17035 


47403 


A 


17140 


1 


2298 




17036 


47404 


A 


17141 


3 


482 




17037 


47405 


A 


17142 


1 


1026 




17038 


47406 


A 


17143 




623 




17039 


47407 


A 


17144 


25 


392 


ESLKGADPKFLPJNMRFANKJ-TN 

A I KAL VKPKEG KPDIPKG VSRK 
LDPLAYIAHPXRLGKCAHSCIAK 
GLKLCRLQAKDKDQTKAQAA 
A PA * A PKG A RTPTKA S E 


17040 


47408 


A 


17145 


1 


507 





2167 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


17041 


47409 


A 


17146 


2 


81 1 


YRFSGPTIRSIQNHTTHNQGRK 

WHKKGIKKPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KG LKKM Q ANN AKA M S A R\A E 

A\IKALVKP1CEVKPK1PKGG\SR 

KLRSTLPDIVHPMCLGKSARAPY 

LPRGFRLCLPNANAKSISSQGQ 

GQGQGQGSNQGPGFKJPQLQVP 

ASGVPNVPRALTKGFQSRYSLA 

QHEGQERTWVRPPTPRPWGYH 

FAWGWGSPVAICTNKPEAGKR 

RNEKJEKLCQGDGY 


17042 


47410 


A 


17147 


1 


636 




17043 


4741 1 


A 


17148 


169 


410 




17044 


47412 


A 


17149 


385 


1359 


QTNSPNCVRGRVSPPVLPGSSS 

MDVLASYS1FQELQLVHDTGYF 

SALPSLEETWQQTCLELERYLQ 

TEPRRJSETF\GEDLD\CFL\HAFP 

SPCIEESFRRLDPLLLPVEAAICE 

KSSAVDILLSRDKLLSETCLSLQ 

PASSSLDSYTAVNQAQLNAVTS 

LTPPSSPELSRHLVKTSQTLSAV 

DGTVTLKLV AKJCA ALSS V K VG 

GVATAAAAVTAAGAVKSGQS 

DSDQGGLGAEACPENKKRVHR 

CQFNGCRKVYTKSSHLKAHQR 

THTGEKPYKCSWEGCEWRFAR 

SDELTRH YRKHTG AKPFKCN H 

CDRCFSRSDHLALHMKRHI 


17045 


47413 


A 


17150 


1 


948 




17046 


47414 


A 


17151 


400 


446 


PSFLR*PSFWSREFH 


17047 


47415 


A 


17152 


7212 


10914 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVG1MLYGVDSRSGH 

RHLDGDRAFHRNSLD1FRJATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIWLSIWDRPPRSRFTR1QRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSV 


17048 


47416 


B 


17153 


1 


14934 





! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17049 


47417 


A 


17154 


999 


3009 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAA1LHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHV1VRDLQTARSAFFLVN 

DWLS VETE ANGG L VEKE VLA A 

SDAALLRFRRLLVAELQRGFFD 

KLH 1 WLSI WDRPPRSRFTRIQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSVDTVAV 

GLVSSVVVYPVYLAILFLFRMS 

RSKVAGSPSPTPAGQQVLDIDS 

CLDSSVLDSSFLTFSGLHAEVRT 

LLGVLGWAGGPAALAQLGLKT 

LCTSQQAFVGQMKSDLFLDDS 

KSLVCWPSGEGTLSWPDLLSDP 

SIVGSNLRQLARGQAGHGLGPE 

EDGFSLASPYSPAKSFSASDEDL 

IQQVLAEGVSSPAPTQDTHMET 

DLLSSLC A E VHTA LPLHCSCLQ 

DSVQWHAVQGLPAFCRGDPVT 

QEAQETARPAAQNLVLIPLFIAA 

PHQAVAEIDALYDVYLDVIDK 

WGTDDM LFLGDFN A DCS Y VR 

A /~\TWAF A A Ini DCPPl/ri/iifl rnrvn 

AQDWAAIRLRSSEVFKWLIPDS 
ADTTVGNSDCAYDRIVACGAR 
LRKSLJvPySAl VHDFQEEFGLD 
Q 1 yAbGP WGGAGLGSPPPGRT 
QAAGRALAISDHFPVEVTLKFH 


17050 


47418 


A 


17155 


242 


363 


TKRQENGRKKQDRTPTEQQLR 
VK*KSRSTKKRRKQSRSES 


17051 


47419 


B 


17156 


1 


12879 




17052 


47420 


A 


17157 


3 


596 


NLLFPVRSERGPHRPTPLSWLW 

LRPCELNKLAAGGLAAGSSRA 

GALYLLIYIPRRPARAAPLCPAA 

ATGAPGASAGSASPASARPPGL 

AKAArurLKUKKrKbrRIrrCV/ 

WLGVSLLLS\YQHYFAEPFESFQ 

VCCRHCGILCLT1RVHFPCLSAN 

PFHFSQLHLGPRPGKACHSVGL 

OIYNSOAHSHPSOOFROT FC 


17053 


47421 


A 


17158 


1 


235 


FFFVLYNLFLFVITSIPLQKVS1L 
TQRQLVAEENVKCCTVXPEPQ** 
*LSNYPIFVEMGFCHVGPGWSR 
TPTPKSVSR 
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SEQ 11) 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possinlc nucleotide insertion) 


17054 


47422 


A 


17159 


256 


4064 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEI LVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KH1WLS1WDRPPRSRFTRJQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSV 


17055 


47423 


A 


17160 


2 


347 


LTSRGP/LCCVLLICLFLGANAV 

WYGAVGDSAYSTG/LCVQAEP 

AERRHSRCWPGVQRGCLSRLP 

GHPLSLPDVPEQGGWEPEPHTC 

RAAGAGRRQLPGLNPCWTAPS 

SRSEASTLR 


17056 


47424 


A 


17161 


9415 


9994 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTG WGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SKASFRVPTPSRSPVALPAPAGG 


17057 


47425 


A 


17162 


1030 


1222 




17058 


47426 


A 


17163 


2 


2762 




17059 


47427 


A 


17164 


25 


1 15 




17060 


47428 


A 


17165 


1 


383 




17061 


47429 


A 


17166 


120 


596 


IKAPCASFPTSGFPGQRRSFVGR 

SSSTPEECGHSELGRNEDKASR 

GRIRQQ/PFAVLKYLLFCSLRW* 

Y PG KQG L E WTS S KLQQTC RK Y 

RERHKDTPQEEQLQDT*LSG/V 

TK/G*NEGKNVKGSQRERSGYS 

QREAHQTNSRSLGRNSTSQKRV 

GASIQRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17062 


47430 


A 


17167 


1 


2236 


RPSGPQPLPGSVRHPRPVLRRPL 

PRAQGSSSSFRPRPPFAPDTMD 

KFWWHAAWGLCLVPLSLAQID 

LNITCR\FAGVFHVEKNGRYSIS 

RTEAA\NLCKAFNSTLPTMAQM 

EKALSIGFETCRYGFIEGHVVIP 

RIHPNS1CAANNTGVYILTSNTS 

Q Y DTYCFN AS APPEEDCTS VTD 

LPNAFDGP1TITIVNRDGTRYVQ 

KGEYRTNPEDIYPSNPTDDDVS 

SGSSSERSSTSGGYIFYTFSTVH 

PI PDEDSP W1TDSTDR I PATSTSS 

NTISAGWEPNEENEDERDRHLS 

FSGSGIDDDEDFISSTISTTPRAF 

DHTKQNQ\DW\TQW\NPSH\SNP 

EVLL\Q\TTTRMTDVDRNGTTA 

YEGNWNPEAHPPL1HHEHHEEE 

ETPHSTSTIQATPSSTTEETATQ 

KEQWFGNRWHEGYRQTPREDS 

HSTTGTAAASAHTSHPMQGRT 

TPSPEDSSWTDFFNPISHPMGRG 

HQAGRRMDMDSSHSTTLQPTA 

NPNTGLVEDLDRTGPLSMTTQ 

QSNSQSFSTSHEGLEEDKDHPT 

TSTLTSSNRNDVTGGRRDPNHS 

EGSTTLLEGYTSHYPHTKESRT 

FIP VTS AKTG SFG VTA VTVG DS 

NSNVNRSLSGDODTFHP^GnSH 

TTHGSESDGHSHGSQEGGANTT 

SGPIRTPQIPEWLIILASLLALALI 

LAVCIAVNSRRRCGQKKKLVIN 

SGNGAVEDRKPSGLMGEASKS 


17063 


47431 


A 


17168 


1 


1980 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0«J/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~ Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17064 


47432 


A 


17169 


362 


2551 


EDFSTSATTPSSSPRELPSGQGL 

WLCWLELLPSFTRNGVVHTGP 

C*GLC*RWQLSPQPSLPSNFGM 

K1SDMATLITTVPAA/FSSSSDW 

NTPAPTQSPEEVRRLHLCTSFM 

DMLKVGGQGEGAAAGLVQNP 

SGHALGCLDSAASGISDPSVAV 

LLENVPNQRGESLRCVPVYLGQ 

WNCSKETGMDSGQFGEEKGAH 

DPSPTYYHACLSTQWWPSPESP 

YPQPSGPQVKEPRNPGKSISML 

CLW1RYHAADSGSSRAKLPLEE 

RJLRPFSPTHDCLAFPLPLEKRPE 

GNVGSRCPSGTKLPEEGSGSNI 

CCS A I FP VLQPPL V I PRQTRSG V 

DLQQTPTDLQLRDLTDRSSLPA 

MEQSWIENDFDELNRSRLQKA 

NKLENLEETDKFLDTYTLPRLN 

QEETESLNRPITGSEIEAIINNVP 

TKKSPGPDGVTAKFYQRYKEE 

LRTVNKNHMIISIDAEKAFDNIQ 

QPFM LKTLN K LG I D ATY LK 1 1 RA 

IDDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLEVL A R 

A1RQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLI 

NNFSKVSGYKINVQKSQEFLYN 

NNRQTENQ1MSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYNPLL 

NE1KKDTNKWKNIPCSW1GRINI 

MKMAILPKSGPSAARLLEFAGG 

PLQTLFA WVSPEEAAEQQ! LPN 


17065 


47433 


A 


17170 


1 


483 




17066 


47434 


A 


17171 


52 


321 




17067 


47435 


A 


17172 


274 


393 




17068 


47436 


A 


17173 


304 


415 




17069 


47437 


A 


17174 


321 


796 




17070 


47438 


A 


17175 


1 


198 




17071 


47439 


A 


17176 


2 


454 


CRPVPAATNGRCFPATPRDPGP 

RMRRACAWGRSKGAGRCLRR 

ATRRDKMAKKESILDLSK\YID\ 

KTIRVICFQGGRKXASGILKGFEP 

NLL\NLVLTVTI*YMRDPDDQY 

KLTED\TRQLG\L V V FRG\TSL VL 

\ICPQDGMEA1P\NPFIQQQDA 


17072 


47440 


A 


17177 


1 


1806 




17073 


47441 


A 


17178 


1215 


2065 




17074 


47442 


A 


17179 


217 


441 




17075 


47443 


A 


17180 


1 17 


296 


DWSDIQKLG*SLSLSKEIFQL*IV 
SPPALHPAKLLHRSA*LSVPQIG 
RECQGCG WTA M C 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II>NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
seq uence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


17076 


47444 


A 


17181 


2 


!38 


LRTAPFFPGRRFRflPA A A A A pq 


17077 


47445 


A 


17182 


222 


760 




17078 


47446 


A 


17183 


192 


244 


Y!OPVF*GWTI GfrOFF 


17079 


47447 


A 


17184 


1 


990 




17080 


47448 


A 


17185 


1 


2196 




17081 


47449 


A 


17186 


459 


1387 




17082 


47450 


A 


17187 


2 


454 




17083 


47451 


A 


17188 


1 


957 




17084 


47452 


A 


17189 


398 


553 




17085 


47453 


A 


17190 


2 


293 




17086 


47454 


B 


17191 


53 


182 




17087 


47455 


A 


17192 


3 


1 1 14 




17088 


47456 


A 


17193 


1 


1024 


SVVEFIPSCAVVLWSSVLLSPVR 

LLSYLSGVPPGHPMEDSMDMD 

MSPLRPHNYLFGCELKAGQDY 

HFKVDNDENEHQLSLRTVSLGV 

AGAKDELHXIVEAEAMYYEGSP 

IKV/THLATLKMSVQPTAVSLGG 

\FEITPPVV\LRLKCGSGPVHISG 

QHLVAVXEEDAESEDEEEEDVK/ 

LSLSISGKRSAP\GGGSKVPQICE 

RKTCMLMKDDDD\DDEEDGYD 

EDD\DDDDDDF\DDEE AEEKA P 

^FRIMI VT?TYTP\A A OVQlvirYMr^ 
ociviNL I I\±s I r \/\IS.IN/Yl^t^oIN v^NO 

IxL/oPviiJij 1 i JVolvvJv^Ilor \1VIS. wJt- rs. 
TPlCTPK'GP < s < sVFnik r A k^A/IOAQI 

A/EKGGSLPKVEAKFINYVKNC 
FPMTDQDAIQDLWQWRKSL 


17089 


47457 


A 


17194 


2 


291 




17090 


47458 


A 


17195 


185 


307 




17091 


47459 


A 


17196 


3 


392 


VRGGQAFRQRPAPPLPVTRSAH 

KRriRriRPR^OPVPV^Pr.TAI vr. 
< >OKFP^FVPTP^RPRr,RPk r r,Qk'/ 
NKl FKFFFFfil^nF^^FFFn 


17092 


47460 


c 


17197 


76 


378 




17093 


47461 


B 


17198 


1803 


1905 




17094 


47462 


A 


17199 




416 




17095 


47463 


A 


17200 


30 


407 




17096 


47464 


A 


17201 




993 




17097 


47465 


A 


17202 




1287 




17098 


47466 


A 


17203 




2004 




17099 


47467 


A 


17204 




1368 




17100 


47468 


B 


17205 




3035 




17101 


47469 


B 


17206 




981 




17102 


47470 


A 


17207 




2017 




17103 


47471 


A 


17208 




1069 




17104 


47472 


A 


17209 | 




2463 




17105 


47473 


A 


17210 




324 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*-$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17106 


47474 


A 


1721 1 


51 


1528 


GREASKMAQTQGTRRKVCYY 

YDGDVGNYY*G\QGHPMKP\HR 

IRMTHNLLLNYGLYRKMEIYRP 

HKANADEMTKYHSDDYIKFLR 

SI/RVPDNIVGSTSKQMQRFNVG 

EDFPSIPMACFEFCQLSTGGSVA 

KCL*NFNKQQTDIAVNWAGGL 

HHAKKSEASGFCYVNDIVLAIL 

ELLKYHQRVLYIDIDIHHGDGV 

EEAFYTTDRVMTVSFHKYGEY 

FPGTGDLRD1GAGKGKYYAVN 

YPLRDGIDDESYEA1FKPVMSK 

VMEMFQPSAVVLQCGSDSLSG 

DRLGCFNLTIKGHAKCVEFVKS 

FNLPMLMLGGGGYTIRNVARC 

WTYETAVALDTE1PNELPYNDY 

FEYFGPDFKLHISPSNMTNQNT 

NEYLEKIKQRLFENLRMLPHAP 

GVQMQAIPEDAIPEESGDEDED 

DPDKR1SICSSDKRJACEEEFSDS 

EEEGEGGRKNSSNFKKAKRVK 

TEDEKEKDPEEKKEVTEEEKTK 

EEKPEAKGVKEEVKLA 


17107 


47475 


A 


17212 


1 


492 




17108 


47476 


A 


17213 


1 


1851 




17109 


47477 


A 


17214 


1 


753 




171 10 


47478 


B 


17215 


427 


614 




171 1 1 


47479 


B 


17216 


1 


71 1 




17112 


47480 


A 


17217 


750 


1 173 




17113 


47481 


A 


17218 


1 


1224 




17114 


47482 


A 


17219 


1242 


1743 




17115 


47483 


A 


17220 


423 


1739 




17116 


47484 


A 


17221 


117 


1183 




17117 


47485 


A 


17222 


1 


377 


FRRGAW/VPLLTRWGFRPRGGC 
ISNDSPRRS/IHYRETKPEPPVRV 
CARGLQRTPSAGHRAVLRMPR 
RGRTRPGAPQGGAALGGPARD 

RECACAGRGAQTFALRKNCVC 
KMPSGRGRTCSKNFSYFPS 


171 18 


47486 


A 


17223 


331 


1 134 




17119 


47487 


A 


17224 


178 


1200 




17120 


47488 


A 


17225 


1 


367 




17121 


47489 


A 


17226 


85 


3360 




17122 


47490 


A 


17227 


8 


930 




17123 


47491 


A 


17228 


1 


765 




17124 


47492 


B 


17229 


120 


509 




17125 


47493 


A 


17230 


232 


3187 




17126 


47494 


A 


17231 


1 


999 




17127 


47495 


A 


17232 




325 




17128 


47496 


B 


17233 


1 


535 




17129 


47497 


A 


17234 


271 


634 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17130 


47498 


B 


17235 


301 


523 




17131 


47499 


A 


17236 


1 


1185 




17132 


47500 


A 


17237 


178 


497 


I PVPAYFi Mf.^nni di i i r* a a a 

ur v i /A i cLINUoyv<fLrLLLuAAA 

inYI A YkT P FVVkTil-IDWf a iv4 ixr 
!vj i l/\ Y rvtvr Y V iVUrl K.N IvAlVl 1 N 

LHIQKDNPK1RHAFDMEVDLGD 

KAVWCRCWRSKKFPFCDGAHT 

KHMKE\TGDNVGPLIIKKKET 


17133 


47501 


B 


17238 


184 


395 




17134 


47502 


A 


17239 


1 




SHGRGTPARCGVSY* ART/PAG 
ESP*TQQDLRAS*LGTRANHSQ 
RASARHKDSASAVTGAGHQRD 

A F 


17135 


47503 


A 


17240 


447 




rl K V KKKr v<> 1 *v r t^M^ V r bH A PL PL 

PTAQnPD/AUCPDrDCCCDI CDrr 
r 1 A^Urr/AnbrKLrotoKLoruu 

OR T P.FPQQVT MPQl/ pon/Ai a AO 
ivivjf or 


17136 


47504 


A 


17241 


265 






17137 


47505 


A 


17242 


1 


1374 




17138 


47506 


A 


17243 


1 


6189 




17139 


47507 


A 


17244 


1 


8277 




17140 


47508 


A 


17245 


178 


1 177 
11// 




17141 


47509 


A 


17246 


1 


447 




17142 


47510 


A 


17247 


1 


465 




17143 


4751 I 


A 


17248 


3 i 


3910 




17144 


47512 


A 


17249 


2 J 


1871 




17145 


47513 


A 


17250 


1 


666 




17146 


47514 


A 


17251 


1 


635 


FPG RRFRRA V WCTHCC APTPSG 

PVLPHSAAMSFLKSFPPPGPAE 

GLLRQQPDTEAVLNGKGLGTG 

TLYIAESRLSWLDGSGLGFSLE 

YPTISLHALSRDRSDCLGEHLY 

v ivi v in Al\.r ctbblvtr V ADbbbb 

DSDDDVEPITEFRFVPSDKSAF* 

FPCSVEAMFTAMCECQALHPD 

PEDEDSDDYDGEEYDVEAHEQ 

GQGDIPTFYTYEEGLS 


17147 


47515 


A 


17252 


1 


2796 ! 





! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17148 


47516 


A 


17253 


1 


2393 


MEIRGALDLRKRQVLIFLVLLG 

LSRAGTESAHYSVAEETEIGSFV 

ANLARDLGLGVEELSSREARV 

VSDDNKKYLHLDLLTGNLLLN 

EKLDRDELCGSTEPCVLHFQVV 

LENPLQFFRFELCVKDINDHSPT 

FLDKEILIKISEGTTVGATFLME 

SAQDLDVGSNSLQNYT1SPNSH 

FY1KIPDSSDRKIYPELVLDRAL 

DYEQEAELRLTLTAVDGGSPPK 

SGTTLVLIKVLDINDNAPEFPQS 

LYEVQVPEDRPLGSWIATISAK 

DLDAGN YGKISYTFFHASEDI R 

KTFEINP1SGEVNLRSPLDFEVIQ 

SYTINIQATDGGGLSGKCTLLV 

KVMDINDNPPEVTISS1TKRJPE 

NASETLVALFSILDQDSGDNGR 

M1CSIQDNLPFFLKPTFKNFFTL 

VSEKALDRESQAEYNITITVTDL 

GTPRLKTEYNITVLLSDVNDNA 

PTFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVNYSLLPP 

QDRHLPLASLVS1NADNGHLFA 

LRSLDYEALQEFEFRVGATDRG 

SPALSSEALVRVLVLDANDNLA 

PFVL YPLQNGS A PCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

V/LSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQADLL 

TVYLVVALASVSSLFLLSVLLF 


17149 


47517 


A 


17254 


89 


1283 




17150 


47518 


A 


17255 


1 


276 




17151 


47519 


A 


17256 


2 


259 


WQGGILGSDPTPPLTSPNLLQT 
ACFREERDV/RRERGQPLGDHS 
ALCLPRRGVPVPCDGLLCWWG 
PPDAAEPLRGPSPARAGPVLPG 


17152 


47520 


A 


17257 


624 


4055 




17153 


47521 


A 


17258 


3 


1784 




17154 


47522 


A 


17259 


1 


1272 




17155 


47523 


A 


17260 


3 


576 




17156 


47524 


A 


17261 


I 


1017 




17157 


47525 


A 


17262 


1 


1107 




17158 


47526 


A 


17263 


256 


634 




17159 


47527 


B 


17264 


76 


1340 





2176 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SfcQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X— Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 7160 


47528 


A 


1 7965 


1 650 


9 1 fi"7 
Z 1 u / 


inLLLL 1 CDrrobrVSAPQTCTSN 














p| a I I \fU/~^\/~\f~\\\ri \/ppi if r\i/i ir 

CIALLVHC^QQWLVSSHLQKHF 














1 LI I Uin A\T I \ / PMFOI T lOriir 1 i— v r— 

LHLH1FLA\LIVFNFSLHSF*IFDF 














UPWKLPP*PISPTLSSLPSNRHIA 














LILr'CbCiVl 1 fc,Dr L)rK.MPPAVAR 














YIvl 1 bPi^A V HI 1 A VCPrKj\SRKV 














aHboEKl WLrKSV 


17161 




A 


1 7966 
1 /ZOO 




j4U 


KFFSLRJvlLNrNPHCLLACRVSA 














ERSAVSLMGFPLCISRPFSLAAL 














TvITCCClCTT \/XTI K/fUCI r\/AI I i- r- 

lNlri>rib 1 EVNLMllbLGVALLEE 














YLCGILC1S*IGMLACLARLGKF 














SW11R 


1 71 69 

I / I KjjL 


47S 10 


A 


i 79^7 


4R8H 


_> IZ 1 




! 71 61 

III UJ 


47S1 1 

*T / JJ I 


A 
r\ 


1 7968 
1 /ZOo 


AA2 


oUz 


CLQLCSFGLGLTW*CGLFFYST 














*TLK* FFPI L* RMMV VF* WGLH 


17164 




A 
r\ 


1 7960 


150 






17165 


47533 


A 


17970 


457 


6nn 
ouu 


LWWrlNALrLLWLIbrLI I I LLE 














LHECLPV WRD*TRRHLTGWSK 














GbC I N 


17166 


47514 


A 
r\ 


1 797 1 
l / z / 1 




Zo_>u 


np r>\ /to n*l a t cv/TT" 1 a r*\o r\/-' r\/r*n 

IPVF KF1ALSYTFADSDGEYF*IL 














LSENPQRFFKCCFNMRSNKIPW 














DTFANSIKGAEFSGKHFITEFISS 














SESESESESTRFRDFRGLETSSSL 














SLDSFSLLGDDFLSFLLSFT1DA 














VSSKRLSKE1RKARLCWRFPRJ 


1 71 67 
i / i \j / 




A 


1 7979 
1 /Z /Z 


i 
1 


9 1 *7*> 
Z 1 /Z 




17168 


47536 


B 


17273 


446 


625 




17169 


47537 


B 


17274 


1 


2604 




17170 


47538 


A 


17275 


1 


3039 




17171 


47539 


B 


17276 


1 


1383 




17172 


47540 


A 


17277 


1 


993 





2177 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US0 1/0863 1 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17173 


47541 


A 


17278 


3 


2494 


RSTRQKVTMKDTQELNSALHQA 

DL1D1YRTLHPKSTEYTFFSAPH 

HTYSKIDHIVGSKTLLSKCKRTE 

IITNYLSDHSAIKLELRIKNLTQS 

RSTTWKLNNLLLNDYWVHNE 

M1CAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKF1ALNAYKR 

KQERSK1DTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFER1NK1DR 

PLARLIKNKRJEKNQ1DT1KNDK 

GDITTNPTE1QTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEG1LPNSFYE 

A SI I L! PKPG RDTTK K ENFRPISL 

MNIDAKILNKILANRIQQHIKKL 

1HHDQVGF1PGMQGWFN1HKS1 

NVIQHINRAKDKNHMIISIDEEK 

AFDKIQQPFMLKTLNKL\G/DK1 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGHKQMEEHSMLMGRKN 

QY HENGHTAQG/IL* IQCH PHQ 

ATNDFLHR1GKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

♦LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNTslAAYLQLSD 

L*QP*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RFKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHVQNTKSN 


17174 


47542 


A 


17279 


285 


502 




17175 


47543 


A 


17280 




3189 




17176 


47544 


B 


17281 




1235 




17177 


47545 


A 


17282 




3139 




17178 


47546 


B 


17283 




1779 




17179 


47547 


B 


17284 




3127 




17180 


47548 


A 


17285 




3325 




17181 


47549 


A 


17286 




3145 




17182 


47550 


A 


17287 


■ 


1095 


M1MG DFNTPLSTLDRSTRQKVN 

KDIQELNSALHQADLIDIYRTLH 

PKSTEYTFFSASHLTYSKIDH1V 

GSKALLSNCKRTEI1TNYLSDHS 

AIKLELKIKKLTPNRSTTWKLN 

NLLLNDYWVHNEMKAE11CMFF 

ETNENKDTTYQNLWDTFKAEC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEMETQK\TLQK\INE 

SRG/WKKFLEKLCF1ELS*ARR1 



2178 

BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17183 


4755! 


A 


17288 


1 


3229 




17184 


47552 


A 


17289 


1 


1205 




17185 


47553 


A 


17290 


1 


986 




17186 


47554 


A 


17291 


1 


3170 


MGDFNTPLSTLDRSMRQKVKK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEI1TNYLSDGS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVPNEMKAE1KMFF 

ETANENKDTTYQNLWDTFKAV 

C KO Rr iALNAH KJvKA^b K_r K I DT 

L 1 SQLKbLEKQEQTHSKASRRQ 

bl 1 rvlKAbLKEIETQKTLQKlN*S 

QSWFFERVKK1DRPLARLIKKK 

REKNQIDTIKND 


17187 


47555 


B 


17292 


1 


2148 




17188 


47556 


A 


17293 


1 


1416 




17189 


47557 


A 


17294 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 
TQELNSALHQGDL1DIYRTLHP 
KSTE YTFFS A PHHT Y SKIDH I LG 
SKALLSKCKRTEIITNYLSDHSA 
I KLELRIKNLTQNRSTTWKLNN 
LLLNDYWIHNEMKAEIKMFFET 
NENKDTTYQNLWDAFKAVCR 
UKr I ALN AHKRKQbRSKIDTLT 
bQLKbLbKQEQTHSKASRRQEI 
1 KIRAbLKblbTQKTLQKJNESR 

CUrccCDixii^iPiDm a r* i ii/i/i/np 

SWFFbRINKlDRPLARLIKKKRE 

I/XIAIHTI \y XIPil/ 

KNQ1D I IKNDK 


1 71Q0 


*T / _/ JO 


A 




1 






17191 


47559 


B 


17296 


1 


3122 




17192 


47560 


A 


17297 


1 


2118 




17193 


47561 


A 


17298 


965 


4091 




17194 


47562 


B 


17299 


15 


2762 




17195 


47563 


A 


17300 


1 


3049 


MTVKVRITVTSGKKPPWLIPRQ 
TGYGVDLWQTPTDLQLRVLTV 
RRKTNKQKGHPHQNPICTSPSS 
KTKJDRSTRQKVNKDIQELNSAL 
HQEDLIDIYRTLHPKSTE YTFFS 
APHHTYSKIDHIVGSKALLSKW 
KRTEITANCLSDHSAIKLELRIK 
KLTONWSATWKLNNI I LNDC 
WVH KEMKAE1 KMFFETKYENKA 
DTT YQN L WD A FKA\ V CRGKFI A 
LNAHKRKQERSKIDTLTSQLKE 
LEKQEQTHSKASRR 



BNSDOCID: <WO 0175067A3JA> 



2179 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


(Nucleotide 1 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Siop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17196 


47564 


A 


17301 


3 


4101 


PLSTLDRSTRQKVNKDIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSKIDHIVGSKALLS 

KCKRTEIITNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQMLWDAFKAVCRGKF1A 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKKIETQKTLQKFNESRSWFFE 

KIlslKlDRLLATLlKKlCREKNQI 

GARKNDEGAITTN 


17197 


47565 


A 


17302 


1 


3234 


MANKNNQCREVLKGPDELKT 
MAREPH DKCTSFSSQFDQLEER 
VSAMEDQMNEMKREEKFREK 
RIKRNEQRLQEI WDY VKRPNLC 
LIG VPESDG ENGTKLENTLQDI I 
QENFPNLARQANJQIQEIQRMP 
QRYSLRRTTPRH I IVRFTKVEM 
FCEKMLRAAREKGRVTHKGKPI 
RLTA DLS AETLQ A RRESTRQK V 
NKDIQELNSAQHQADLTDNYR 
TLHPKSTEYTLFSAPHHTYSKID 
HIVGSKALLSKCKRTEI 


17198 


47566 


A 


17303 


1 


3390 


MLTLN HN RLTDA 1 LN I STCLSR 

HLDLNTGGKKRISYKRNYLME 

EHLEGLCSNEFTWENSTIMTDS 

QMLMHREEPGSLPNIPILSIVFT 

NNRSKRQKVNKDIQELNSALH 

QADLIDIYRTLHPKSTEYTFFSA 

PHHTYSKTDRJVGSKALLSKCK 

RTEIITNCLSDHSAIKLELRIKKL 

TQNCSTTWKLNNLLLNDYWV 

HNEMKLAEIKMFFETNENKDTT 

YQNLWDTFICAVCRGKFIALNA 

H KRKQERS K I DTLTS 


17199 


47567 


B 


17304 


1 


2427 




17200 


47568 


A 


17305 


1 


4257 




17201 


47569 


A 


17306 


1 


3726 


MVVKTNARELRDECTSLSSPFN 

QLEERVSVMENQMNKMKQEE 

KFREKRJKRNEQSLQEIWDYVK 

RPNLCLIGVTESDGENGTKLEN 

TLQDITQENFPNLARKAN1QIQE 

TQRTPQR Y SS RRATLRH 1 1 V RFT 

KVEMKEKMLRAAREKDFTPTK 

IKLRDKEGHYIMVKGSIQQEELTI 

LN1YAPNTGAPRFIKQVLSDLQ 

RDLDSHTLIMGDFNTSLLTLDR 

SMRQKVNKDTQELNSSLHQAD 

LIDIYRTLHPKSIE 


17202 


47570 


A 


17307 


1 


1059 





2180 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17203 


47571 


A 


17308 


130 


1092 




17204 


47572 


A 


17309 




924 




17205 


47573 


A 


17310 




1206 




17206 


47574 


B 


17311 




1257 




17207 


47575 


A 


17312 




685 


MEIILRICKLTISKELLDSGSSRL 

TMTHYKHRYFSHSAEEQHSEEL 

NESEMICQHHHTAENDFDELRE 

EGFRRSVITNFSKLKEDVQTHF 

KEAKNLEKRLDEWLTRJNSVEK 

TLNDLM*LKTVA* ELRDTYTSF 
lsi ^ p f nn v p f p v <v\/ 1 p n o \>tm f iv a 

MVVkTPPT^II HI m\/<vPir^i?PXir"r 
IN I v ivtvr IN L,ni_,ivj V OOllJlVC,iNvj 1 

KLENTLQDIFQENFTYLARQAN 
IQIQEI 


17208 


47576 


B 


17313 


70 


1227 




17209 


47577 


B 


17314 


640 


751 




17210 


47578 


A 


17315 


1 


2328 


MGVSGAQPGRSCWHRSSTGSQ 

GLGPVPEPADCGGEAAGRARE 

EGTVSLTMGTADSDEMAPEAP 

QHTHIDVHIHQESALAKLLLTC 

CSALRPRATQARGSSRLLVASW 

VMQIVLGILSAVLGGFFYIRDY 

TLLVTSGAA1WTGAVAVLAGA 

A AFI YEKRGGT Y WALLRTLLTL 

AAFSTAIAALKLWNEDFRYGYS 

YYNSACRISSSSDWNTPAPTQSP 

EEVRRLHLCTSFMDMLKVGGQ 

GEGAAAGLVQNPSGHALGCLD 

SAASGISDPSVAVLLENVPNQR 

GESLRCVPVYLGQV/NCSKETG 

MDSGQFGEEKGAHDPSPTYYH 

ACLSTQWWPSPESPYPQPSGPQ 

VKEPRNPGKS1SMLCLWIRYHA 

ADSGSSRAKLPLEERLRPFSPTH 

DCLAFPLPLEKRPEGNVGSRCP 

SGTKLPEEGSGSNICCSAIFPVL 

QPPLVIPRQTRSGVDLQQTPTD 

LQLRDLTVRRKTNKQKGHPHQ 

N PMCTSPSSKTKELKED VRTHH 

KEAKNLEKRLDKMWNRINSVE 

KTLNDPM ELKTVQARELH DKCT 

SFSSRFDQLEERVSVTEDQMNE 

MKREEKFREKRVKARNEQSLQE 

1 RD Y V KRPN LC LTG V PE <s DGFN 

ETKLENTLODNIOFNFPNI ARO 

ANIQIQEIQRTPQRYSSRRATPR 

HIIVRFTKVEMKEKMLRAAGE 

KGQVTHKGKPJTLTADLLAETL 


17211 


47579 


A 


17316 


508 


666 j 




17212 


47580 


A 


17317 


622 


780 | 



2181 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SKQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17213 


47581 


B 


17318 


1 


777 




17214 


47582 


A 


17319 


1 


508 


MSGFEKQYKK1RLDKTLDSENE 

GLELPVPAKRSNLGVRLYACC 

GLLLCPAYPQHFAHGYVDKIPG 

YPGRAGTLTGLHPMQVCRCRR 

QAPCLKSNNALIVILGTVTLDA 

VGIGLVMPVLPGLLRD1VHSDSI 

ASHYGVLLALYALMQFXLCAPK 

YKLPSENTTNTSMQFN 


17215 


47583 


B 


17320 


310 


1047 




17216 


47584 


A 


17321 


1 


1 101 




17217 


47585 


A 


17322 


577 


735 




17218 


47586 


A 


17323 


337 


642 




17219 


47587 


A 


17324 


2 


653 




1 7220 


47588 


A 


17325 


2 


935 




1 7221 


47589 


A 


17326 


532 


729 




17222 


47590 


A 


17327 


1 


675 




17223 


47591 


A 


17328 


1 


684 




17224 


47592 


A 


17329 


2 


641 




17225 


47593 


A 


17330 


1 


808 




17226 


47594 


A 


17331 


562 


675 




17227 


47595 


A 


17332 


2 


1687 


DTGNNEWKQQEGLSHNNWLG 

LGCLFGPETPIFYPATLGHTSSIY 

YERKKEDKNGMKEEHDTSVA 

MFFTLFNFQISVENIRKGPMVV 

GESIAQSYLNVVQEIFRSRNHQ 

LLQDLTRDLC DNLKTC HTSHG S 

VMAETAVINHKKRKNSPRIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRJCSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWFIKQRSNLGVRLYAC 

CGLLLCPAYPQHFAHGYVDK1P 

GYPGRAGTLTGLHPMQVCRCR 

RQAPCMKSNNALIVILGTVTLD 

AVGIGLVMPVLPGLLRDIVH\SD 

SIASHYGVLLALYALMQFLCAP 

VLGALSDRFGRRPVLLASLLGA 

T1DYAIMATTPVRGHSVLKGKQ 

HKSVENLQPDNVIEKKIPFSGEK 

FKPAAEICKSNRELNVNHQDNG 

ENVSRACQRPLLQPLPSQAWRF 

RRKNWFCGPGPWSPFSVQSRD 

LVPCVPAAPALT1CRGQGTAQA 

VASEGGSPKPWQLPHGVEPAG 

AQKSRAEVWEPPPRFQKM 


17228 


47596 


B 


17333 


12 


60 




17229 


47597 


B 


17334 


253 


2103 





2182 

BNSDOCID: <WO 0175067A3_IA> 



1. 



WO 0 1/075067 PCT/US01/08631 



SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, ^possible nucleotide insertion) 


17230 


47598 


A 


17335 


469 


2512 


PTSAYERGQRFASRLQMNLLEY 

FLRWLMAKIFPQAPCMKSNNA 

LIVILGTVTLDVAVG1GLVMPVL 

PGLLRDIVHSDS1ASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGATIDYAIMATTP 

VLWIYPLVNVSKSDDTLKJNGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSG DNHTLRDPH YVEDK 

GHKYLVFEANTGTENGYQGEE 

SLFNKAYYGGGTNFFRKESQKL 

QQSAKKRDAELANGALGIIELN 

NDYTLKKVMKPLITSNTVTDEI 

t-'ivrvi » v r iviviiNvjJv w iLr I UoKuo 

i\>ivi i iL^vji tVLlNlJl Y IVlLvjr VolNoL 

TG P Y KPLNKTGL VLQMVLDPN 
DVTFTNFYLPGPQAKANMWLL 
QAHDKKSFSR1KGTFGPAL 


17231 


47599 


A 


17336 


2393 


2945 




17232 


47600 


A 


17337 


980 


1732 





BNSDOCID: <WO 0175067A3_IA> 



2183 



WO 01/075067 



PCT/US0 1/08631 



SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17233 


47601 


A 


17338 


1 


2400 


GRPFPRPPRLCQRRLRGGGRMK 

MTGDFEECLKDSPRFRAALEEV 

EGDVAELELKLDKLVKLGIAMI 

DTGKAFCVANKQFlvrNGIRDLA 

QYSSNDAVVETSLTKFSDSLQE 

MINFHTIL/L*PNSEINLRHSFSN 

FVKEDLRKFKDAKKQFEKVSE 

E1CENALVKNAQVQRNKQHEVE 

EATNILTATRXCFRHIALDYVL 

Q1NVLQSKRRSEILKSMLSFMY 

AHLAFFHQGYDLFSELGPYMK 

DLGAQLDRLVGDAAKEKREME 

QKHSTIQQKDFSRDDSKLKYNV 

DAANGIVMEGYLFKRASNAFK 

TWTslRRWFSlQNNQVVYQKKFK 

DNPTVVVEDLRLCTVKHCEDIE 

RRFCFEVVSPTKSCMLQADSEK 

LRQAWIKAVQTSIATAYREKG 

DESEKLDKKSSPSTGSLDSGNE 

SKEKLLKGESALQRVQCIPGNA 

SCCDCGLADPRWASINLGITLCI 

ECSG I H RSLG VHFSKVRSLTLDT 

WEPELLKLMCELGNDVINRVY 

EANVEKMGIKKPQPGQRQEKE 

AYIRAKYVERKFVDKYSISLSPP 

EQQKKFVSICSSEEKRLSISKFGP 

G DQV RA S AQSS V RSN DSGIQQS 

SDDGRESLPSTVSANSLYEPEG 

ERQDSSMFLDSKHLNPGLQLYR 

ASYEKNLPKMAEALAHGADVN 

WANSEENKATPLIQAVLGGSLV 

TCEFLLQNGANVNQRDVQGRG 


17234 


47602 


A 


17339 


1 


782 




17235 


47603 


A 


17340 


1 


475 




17236 


47604 


A 


17341 


1 


852 




17237 


47605 


A 


17342 


432 


696 




17238 


47606 


A 


17343 


3 


296 


ETEIEALKEELLFLKKNQEEEV 

KGLQAQIA1SGLTVEVDVPKSQ 

DLAKIMADIWAQ*DELEDGEDF 

SLRDALDSSNSMQTIRKTTTRPI 

VSGWQSGV 


17239 


47607 


A 


17344 


2 


292 


SQKKGLVGALTLNPPHFCPCHL 
*EVKGLQAQIASS\GLTVEVDAP 
KSQDLAKIMAD1 RAQYDELAR 
KNREELDKYWSQQVREGKGM 
GCQGVGGRQTE 


17240 


47608 


A 


17345 


1 


908 





2184 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17241 


47609 


A 


17346 


1 


1452 


TGPEFHDRLRVRRRPQSLSPVL 

LLSSPDSMSFTTRSTFSTNYRSL 

GSVQAPSYGAGPRRAARPASY 

AGAGGSGSR1SVSRSTSFRGGM 

GSGSL\ATG\IAGG\LAGMG\GIQ 

NEKETMQSLNDRLASYLDRVR 

SLET\ENRRL\ESKIRE\HLEKKG 

PQ\VRDWSHYFKI\1EDLRA\QIF\ 

ANTV\DNARJVL\QI\DNAPSCVR 

DDFR\VKY\ETELA\MRQSCWRT 

DIHGAPQGPFDDTNYHTDLQL/ 

EKTEIRGSSRRELLFQ*RRNHEE 

/EKLKGLQAQ1AQFLGLTRGRL 

DCPQ1FRDLRQDSWADIRGP1ID 

ELASEEPRGSLDKY\WSQQ1\EE 

STTV VTTQF\ A E V E A A ETT\LTE 

LRRTVQSLEl\DLDSMRNLKAS\ 

LtiNol^ivbiji IvrA Y AJLv^XMfc.QLN 

Kin i E,ALLiNilv VrvLbAfclA 1 YRR 

I I p r^ci p p\ F"M i r.n a i nccxioK^n 
j^liilmj PLJr iNLOlJALlJooNblVlQ 

i * Vfv l l l tvtvi VUvjK V Vofc. 1 NU 1 


17242 


47610 


A 


17347 


467 


843 




17243 


47611 


A 


17348 


1 14 


1363 




17244 


47612 


A 


17349 


2 


281 




17245 


47613 


A 


17350 


1 


588 




17246 


47614 


A 


17351 


184 


354 




17247 


47615 


C 


17352 


391 


657 




17248 


47616 


A 


17353 


1 


2010 




17249 


47617 : 


A 


17354 


2 


443 


VPDLPPSHRGFRAAQGGLPPKN 
KVAALPSWGSANQNSSARWEL 

V orrlnlvuU j vjruc 1 vjULUujo 
lOR AVFI PI vnAPVUDVCCi on 

r L3tvcvjKOVJ W AVj V v^J I K.UA AK 
PTT I WAPk'P/nprjr.i'' a adtctu/ 

NSPKAGCPSARSSPAPP 


17250 


47618 


A 


17355 | 


1 


1359 




17251 


47619 


A 


17356 


260 


380 




17252 


47620 


A 


17357 i 


153 


273 




17253 


47621 


A 


17358 


270 


484 


A^YRnTCQQPV Al r.AUUA/Di/n 
r\i\. I rvVj 1 VjooivNALuAn W V rKU 

YR FKFF^^+TI */PI* TP. DPi A w/ A 
» •vCrTVErroo IL /KJ lOrUAWA 

YAWAHA W 

I r\ W r\ Ut\ W 


17254 


47622 


A 


17359 


2 


941 i 




17255 


47623 


A 


17360 


1 


515 




17256 


47624 


A 


17361 


911 


1472 




17257 < 


47625 


A 


17362 


2 


442 




17258 < 


47626 


B 


17363 


76 ; 


235 




17259 < 


47627 


A 


17364 


38 


190 




17260 * 


47628 


A 


17365 


134 


523 




17261 i 


47629 


B 


17366 


1 


1776 





2185 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: ! 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~possihle nucleotide insertion) 


17262 


47630 


A 


17367 


394 


554 




17263 


47631 


A 


17368 


22 


831 




17264 


47632 


C 


17369 


1 


1 191 




17265 


47633 


A 


17370 


199 


647 


PSVPTEGSRNRTTAVAVEERQS 

DGSGSLSPGKLQTTTTGII\PALL 

H ITG APVSSDFRJLDWL1ERPKG 

GRRAELSIRSLALPLPQHCGSD 

NDWIPLQLRLLSRASFHSDDDL 

GFGAYRRLALHILCIHSSKEALE 

LNTFQPVTFLNAFSK 


17266 


47634 


A 


17371 


1 


2697 




17267 


47635 


B 


17372 


25 


1698 




17268 


47636 


A 


17373 


2 


218 


ASLRSSPFSRSLRCQGKNTPERS 
GLPKALFCTKPSRVADLGPAGH 
RRPLPSVQPG*AIPGRVSRGEKN 
LTNR 


17269 


47637 


A 


17374 


2 


2543 




17270 


47638 


A 


17375 


198 


403 


PQALREHSPSV*TGRQDRQLLF 
KDCTCQRQRRDVDSVQGKRRL 
HISSPQGLNSFPAVSLKLEHNV 
KLAE 


17271 


47639 


A 


17376 


58 


543 


VLYRSSRMCRK1RVLISRPFSIV 

K1CERVLSQTSQGRHDYAAAA 

VSKTGQKR1HSSGTRGSGAPHS 

PGWWEPSPDRVGVSICFLFSLK 

YRLFSSCLVQPCLGPVLGNMSC 

SPEGPREPSPPSHGLGFPKMCT* 

TQVPASTTQSDNGQNHPNPGCP 

MPISPDS 


17272 


47640 


A 


17377 


14 


701 




17273 


47641 


A 


17378 


91 


309 


GRKQFPHLATGKEGCVGGQRL 
PCVTVELIFPAPAGAAVPRRP*L 
PRTAPS*LHCLPVCRMPGEAPT 
ARHAAWV 


17274 


47642 


A 


17379 


2 


2625 




17275 


47643 


A 


17380 


1 


1752 




17276 


47644 


A 


17381 


3257 


3412 




17277 


47645 


A 


17382 


1 


1091 




17278 


47646 


A 


17383 


233 


1148 




17279 


47647 


A 


17384 


L 


1716 




17280 


47648 


C 


17385 


162 


356 





2186 

BNSDOCID: cWO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQIl> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17281 


47649 


A 


17386 


836 


2106 


AKKFRKRWPLEEQEQNVPDGG 

AAPVTALRKRVTSQRCSLEFLE 

DAVGCAPAQRYTPPSAPSSTTP 

LGLPLT/TCGARGSWEEKSDLC 

PLPCRTKHTSGSPRHKGLKKTH 

FIKNMRQYDTRNSRIVLICAKR 

SLCAAFSVLPYGEGLRISDLRV 

DSQKQRHPSGGVSVSSEMVFEL 

EGVELGADGKVVSYAKFLYPT 

NALVTHKSDSHGLLPTPRPSVP 

RTLPGSRHKPAPTKSAPASTEL 

GSDVGDTLEYNPNLLDDPQWP 

CGKHKRVLIFASYMTTVIEYVK 

PSDLKKDMNETFREKFPHVKLT 

I QVTDQI 1/DPN/IDCI C CCPC r cr»\/ 
LolvlKoLlvK^IVlKoLbtbCoLhPV 

I VAMA Y V Yr bKXVLQGKLIKQ 

IN KJVUC A kj AL V L L A A Kl b S ULRK 

oOV 1 v^LlUKLbtKJrRr NRRDLIG 

FEFTVLVALELALYLPENQVLP 


17282 


47650 


A 


17387 


1 


2531 




17283 


47651 


A 


17388 


1 


1506 




17284 


47652 


A 


17389 


34 


576 




17285 


47653 


A 


17390 


112 


1840 


EELRVREHVTGGICGGSQMMY 

DLLGATTLELVAVAPWVMSAA 

AGGKNLKSPHKVEVDIIDDNFI 

LRWNRSDESVGNVTFSFDYQK 

TGMDNWIKLSGCQNITSTKCNF 

SSLKLNVYEEIKLRIRAEKENTS 

SWYEVXDSFTPFRKAQIGPPEVH 

LEAEDKAIVIHISPGTKDSVMW 

ALDGLSFTYSLLIWKNSSGVEE 

RI ENI YSRHKI YKJLSPETTYCLK 

VKAALLTSWKIGVYSPVHCIKT 

TVENELPPPENIEVSVQNQNYV 

LKWDYTYANMTFQVQWLHAF 

LKRNPGNHLYKWKQIPDCENV 

KTTQCVFPQNVFQKGIYLLRVQ 

ASDGNNTSFWSEEIKFDTEIQAF 

LLPPVFNIRSLSDSFHIYIGAPKQ 

SGNTPVIQDYPL I YEI I F WENTS 

NAERKIIEKKTDVTVPNLKPLT 

VYCVKARAHTMDEKLNKSSVF 

SDAVCEKTKPGNTSKJWLIVGI 

pi A I PA I DC\/IV A a I/\/CI r> pT\i\/ 

LIALrALrrVIY AAhvVr LJKCIN Y 

VFFPSLKPSSSIDEYFSEQPLKNL 

LLSTSEEQIEKCFIIENISTIATVE 

ETNQTDEDHKKYSSQTSQDSG 

NYSNEDESESKTSEELQQDFV 


17286 


47654 


A 


17391 


3 


373 





2187 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



Sh Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SK.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17287 


47655 


A 


17392 


1 


432 


LPRFVGQQPRPLGPLRGSGSEG 

CRAPGEAVRAPDYAFP1PGTRA 

S/PLNRFPLGGTAWPQAHPTNP 

KPAPAPGAQLDDPPRYSRHGLS 

RWGLPLQSLVLLPPLQRPMLPQ 

AAAPNTPWWPWTLRAGRREN 

AHAQRKLHLWAGKVE 


17288 


47656 


A 


17393 


98 


376 




17289 


47657 


A 


17394 


1 


364 




17290 


47658 


A 


17395 


1 


1230 




17291 


47659 


A 


17396 


892 


2004 


RRMSFMSSEVLVGELMSPFDQS 

GLGA\EESLGLLDDYL\EVAKHF 

KPHGFSSDKAKAGLLPNGLAVX 

DGLVSPSNNSKE\DAF\SGTDW 

DVGRKWVLKEFDFGCPCLGIE* 

PWETIARLTFLTTFG1DICDSLLP 

P*FQGRLIKAAPPRRLNPIG\HLP 

QKF LTK P RPG L A PFTF\LQPL\PL 

SPGVL\SSTPDSFPFSFRSWGS*K 

WDIH*KGD*/RKPDYTAYVA\MI 

PQCIKE\EDTPSD\ND\SG1\CMSP 

ES\YLGSPQHSPST\RGSPNRSLP 

SPGVLCGSARPKPYDPPGEKMV 

AAKVKGEKLDKKLKKMEQNK 

TAATRYRQKKRAEQEALTGEC 

KELEKKNEALKERADSLAKEIQ 

YLFCDLIEEVRKARGICKRVP 


17292 


47660 


A 


17397 


43 


1300 


DSCC 1 QGTM RLS RTQQRPG V EG 

SLKQHQRLHSNFSSINESVFIVS 

FSLNTIGSGGRGAEGEP/GREPL 

SRPQPPAGPLGGALPAPP\SLMP 

QL*SE*GRLLQLLYLLLQ/PAVC 

SCSRCSAPRSRCVARPAARTGL 

PTPAPASSP/CSRSLSSSRSLSSSC 

RVSCCHSLSSCCRSLSCSRSSST 

SSRSSSTSSSSLSLSSSLSCSSCRL 

SCSNSFSTSSSSLSLSSSLSCSSC 

CLSCSNSFSTSSSSLSLSSSLSCS 

SCRLSCSNSFSTSSSSLSCPGSFS 

CSHSLSSCSRSLSSCSHSLSSCSR 

SLSSCSHSLSSCSRSLSSCSHSLS 

SCSRSLSSCSHSLSSCSRSLSSCS 

CSLSSCSRSLSSCSHSLSSCSHSL 

SSCSRSLSSCSCSLSSCSRCLSSC 

SCSLSSCSRSLSSCLLFRRLNI 


17293 


47661 


A 


17398 


288 


574 





2188 

BNSDOCID. <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17294 


47662 


A 


17399 


230 


648 


V1APGLWMMAAD1PRVTTPLSS 

LVQVPQEEDRQEEEVTTMILED 

DSWVQEAVLQEDGPESEPFPQS 

AGKGGPQEEVTRGPQGALGRL 

RELCRRWLRPEVHTK EQM LTM 

LPKEIQAWLQEHRPESSEEAAA 

LVhDL 1 Q I L*DSWVQEAVLQE 

DGPESEPFPQSAGKGGPQEEVT 

RGPQGALGRLRELCRRWLRPE 

VHTKEQMLTMLPKE1QAWLQE 

HRPESSEEAAALVEDLTQTL 


1 7295 


47661 


A 


i 74nn 


1 U J 


_>5 1 


SSGFWPLRFPLDV1KAVST1AVH 

EKEESLWPRVAVFSTLAP/ESPP 

WGEAPQSAGR*SGVPEDHVHL 

RYRGTLSLACCSSRHHPPAQLS 

HYKN 


17296 


47664 


A 


17401 


1023 


1915 






*T / UUJ 


A 
r\ 


1 IHKJz. 


3 


111 


QVLLQGALLLLITVAQAGRVLK 
LO V £>Rh FQDLL 1 L WG K ETFRR/C 
rOPCSPALHLQPGSSIP/SSQQLL 
♦YLAAEQPQLHRGPPRTPAPVS 
GAE 


17298 


47666 


A 


17403 


*> 
-> 


299 




1 7200 


47667 




1 7404 




IOC 






4766R 
*t / ooo 


A 
/\ 


1 74A^ 


171 
1 / 1 




GKNSTLQQFNNLLHYSSITVAV 
NNPTLGNSVSVFPLYILFTGIHQ 
LVKVILRKLGK*RFGLELASLSL 
LFLPPVSLF 


17301 


47669 


A 


17406 


291 


467 




17302 


47670 


A 


17407 


2 


395 


DHAYVFLGRTACYLMKAYRK 

VNPRVIFSSNTIETHPKDLLHSC 

DHPFAEKTQFTVSTLDDVKNSG 

SIRDNYCRTSEISAVHIDTECVS 

VMLQAGTPPLQVK*RKNFQQR 

KQG * KM K WDPSD1 SNSM AE VL 


17303 


47671 


A 


17408 


1 


149 


EKEIPGPWLLGAMRFRJFCGDLD 
CPDWVLAEISTLAK\IPL*SCGCS 
AARY 


17304 


47672 


A 


17409 


555 


1156 


QFYNKTPSRSECPNLLHHMRTE 
GPPGGVDQPDGHQAGWPPPEP 
AGQQRGRQSGCHLLQGGASPR 
PSCGTVHARACTPPASCPPCHR 
YRSHLQRGKWWPK/GLPQHTR 

T r\UTC\/ 1 /"* A A F?/™' OTl /C A 1/riP A T* 

LDH 1 bVLGAAhGSTVSAVPSAT 
KAAKJDHVRRLQTRKCFCKGAL 
LLLITAARAGRVLFGQPQLLQF 
Tr;nrjFA ihtvt riRTf.FnFTOHr 

1 vJ V<f VJ I A 1 L/ | V L/VJ rv 1 UCL/L 1 V»/riV_- 

HCGLHIA 


17305 


47673 


A 


17410 


3 


366 




17306 


47674 


A 


17411 


408 


1702 j 




17307 


47675 


A 


17412 


1 


2661 





2189 

BNSDOCID: <WO__0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17308 


47676 


A 


17413 


2 


2288 




17309 


47677 


A 


17414 1 


1 


1992 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSAVHQVDLIDIYRTLHP 

KSTEYTFFL APH RT YS K I DH 1 VG 

SKALLSKCKRTEIIRNCLSDHSA 

IKLELRINKJLTQNCSTTWKLNN 

MLLNDYWVHNEMKAE1KMFF 

ETN EN K DTTY KNL WDTF KAVC 

RGICFIALNAHKRKQERSKIDTL 

TSQFKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFEMISKIDRPLARLIKKKRE 

KNQ1DTIKNDKGDIITDPTEIQTT 

IREYYKHLYAIKLENLEEMDKF 

PYTNTLPRLNEEEIESLNRTITGS 

EIEAI1KSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQS1EKE 

GILPNSFYEASIILIPKP/DVGSSS 

QGNQAGERNKGYSFRKRGSQ1 

VPVCR*YDCTFRKSHFLSPKSP* 

ADKQLQQSLRIQNQCAKITSIPI 

H HQQTNREPNHE*TPIHNCFKE 

NKIPRN PTYKGCEG PLQG ELQT 

TAQ*NKKGHKQMEEHSMLMD 

RKNQYRENGHTAQGNLQIQCH 

PHQATNDFLHRIGKNYFKVHM 

EPKKSPHCQDTPKQKE*SWRH 

HAT*LQTILQGYSNQNSMVLVP 

KQRY RPMEQN R A L RNN TTH LQ 

QSDL*QT*QKEEMGKGFPI**M 

VLGKLASHM*KAETGSLLYIL 


17310 


47678 


A 


17415 


1 


1677 





2190 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


1731 1 


47679 


A 


17416 


1 


2178 


MGDFNTPLSTLGRSTRQKVNK 

DTQELNSALHQADLIDIYGTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCICRTEHTNCLSDHR 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETN EN KDTT YQN L WDTFKA VC 

RG KF I ALN A H KRKQERSKI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKEKRE 

KNQIDATKNDKGD1TTDPTEIQ 

TTIRJEYYKTLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRPI 

TGSEVVAIIMSLPTKNSPGPDGF 

TAKYYQRYKEELVPFLLKLFQS 

TEKEGILPNSFYEASIIL1PKPGR 

DTTKKEN FRPISLMN VDAKI LN 

KILANRIQQHIKKL1HHDQVGF1 

PGMQGWFNICKS1NV1QHINRT 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLVLEVLARAIRQEKE 

IKGIQLGKEEVKLSLFADDMIV 

YLENPIISAQNLLKLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKN1PCSWIGRINIVJCMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRARITKSILSQKNK 

AGGITLPDLKLYYKAIVT\KTA 

WYCYQNRDIDQWNRTEPSEIM 


17312 


47680 


A 


17417 


1 


1770 




17313 


47681 


A 


17418 


1 


1101 




17314 


47682 


A 


17419 


1 


1614 





BNSDOCID: <WO 0175067A3JA> 



2191 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17315 


47683 


A 


17420 


1 


1878 


MVLALTGNKADLASKRPLEFQ 

EAQAYADDDSWLFMETSAKG 

AMMVNEIFMAIAEKLPKNKPQ 

NAAGAPDRNQGYLSACEFSGR 

KLPKQTTKH 1 KQSLRTKLCG AS 

YASSNLIPRKLYEPPLVIPRKTG 

SGVDLQQTPTDLQLWVLTVRR 

KSNKQKGYPHQNPICMLPSSKT 

KDFKPTKIKRDKDGHYIMVKG 

SIQQEELTVLN FNAPNTGAPRFI 

KQALRDLQRDLDSHTI1MGDFN 

TPLSTLDRSTRQKVNKDIQELN 

SALHQADLIDIYRTLHPRSKDY 

TFFSAPHHTYSKIDHIVGSKALL 

AKCKRTEITRNCLSDHSAIKLEL 

R1KKLTQKCSTTWKLNNLLLND 

YWVHNEMKAEIKMFFETNENQ 

DTT YQNL W DTFKA VCRG ICF I A 

LNAHKRKQERSK1DILTSQLKE 

LEKQEQTHSKASRRQEITKIRVE 

LKEIKTQKTLQKINESRSWLFE 

KINKIDRQLARLIKKKREKNQID 

AIKNDKGDITTDPTEIQTTIREY 

YKHLYAKXLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSEI 

EAIIKSLPAKKSPGPDGFTAEFY 

QRCEKELAQFLLRLFKSTEKEGI 

LPNSFYEDS1IL/ILPKPGRDTTK 

KENFRPISL 


17316 


47684 


A 


17421 


1 


1761 




17317 


47685 


A 


17422 


1 


1875 




17318 


47686 


A 


17423 


1 


161 1 




17319 


47687 


A 


17424 




4539 




17320 


47688 


B 


17425 


1 


6294 




17321 


47689 


A 


17426 


2 


1913 




17322 


47690 


A 


17427 


1 


1026 




17323 


47691 


A 


17428 


1 


2112 





2192 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=LInkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17324 


47692 


A 


17429 


1 


1884 


MENGFDELREEGFRRSNYSELQ 

EEIQTKGKEVKNIEKNLDECITR 

IPNTEKCLKKLMELKTKARELR 

EECISLRSRCDQLEESVSVMED 

EMHEMKREGKFREKRIKRNEQ 

SLQE1 WD Y VKR PNLRL1GVPED 

RSMRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDHIVGSKALLSKCKRT 

EI1TNYLSDHSAIKLELKIKKLTQ 

NFSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAYK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRS WFFERINK1 D 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIIHSL 

PTKKSPGPDGFTAQFYQRYKEE 

L/RNKJPRNPTYKGCEGPLQGEL 

QTTAQGNKRGDKQMEEHSML 

MGRKNQYRENGHTAQGNLQ1Q 

LHrH^A 1 NUr LHR1GKN YFKV 

llMbFI<LRbr'HK(^VNPKJ > KEQSW 

RHHAT*FQIILQGYSNQNSMVL 

VPKQRY RSMEQNRALRNN ATY 

LQLSDL*QT*EKQAI 


17325 


47693 


A 


17430 


1 


1695 




17326 


47694 


A 


17431 


1 


3779 


MELKTKA RELREECRSLRSRRN 

QLEERVSAMEDEMMEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRL1GVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHNVRFT 

KVEMKQKMLRAAREKDFKPT 

rvirvi\j_yrvi_/Vj n 1 1 ivl v tvOolv^v^JbtiL 

XII WIV A PMTn A DDCTI/nx/I cm 
l IL1N1 i /\rfN 1 OArrvrlrvV^ VL^LlL 

HPni hQWTJ t N/trncxrTDi onri 
i^lvL/JLlJori I LlMuL/rN 1 rLo I LL) 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


17327 


47695 


A 


17432 


I 


735 




17328 


47696 


A 


17433 


1 


2541 




17329 


47697 


A 


17434 


1 


1461 





BNSDOCID: <WO 0175067A3_IA> 



2193 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
co tl on for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


17330 


47698 


A 


17435 


2 


429 


AACAAAMSLVIPEKFQH1LRVL 
NTNIDGRRKIAFAITASSSSSSSS 

ssssssssssssssssssssssssss 

SSSSSSSSSVNLLSNGLYL/VKG 
VGRRYAHVVLRKADIDLTKRA 
GELTEDEVERVITIMQNPRQYKJ 
PDWFL 


17331 


47699 


A 


17436 


1 


615 




17332 


47700 


B 


17437 


264 


556 




17333 


47701 


A 


17438 


1 


406 


FFFFFLQKVG1YLHIKTFQQHRL 

WVTSAAFLSLSSMAAVGTSSSL 

SENSGPGHGGKQTF*GP/EGTDl 

PEGRHHFSAQAFSVVAGRGTA 

AALLHGSHVPQGR\SRIGSRSGG 

PPSHPDTCSGSSHSAGRSCPHSC 

TG 


17334 


47702 


A 


17439 


3 


3484 




17335 


47703 


B 


17440 


42 


367 




17336 


47704 


B 


17441 


203 


382 




17337 


47705 


A 


17442 


22 


266 


YRDLPHFLLNSDLIFNMSTSLRE 
TMIL1RTLSRVPL/PLHGVIQPIS 
KIQGLVLNALNQVQESIFQVSF 
NLFPDAFQHVIRA 


17338 


47706 


A 


17443 


1 


1 137 




17339 


47707 


A 


17444 


1218 


1482 


QSPWPSLLRGDVSITPNL1FSCL 
SIGWPFCLV/SFC*PKK*TFQGV 
GSEVYDVKHFASCVLCHKQJVTN 
KLNLYFRNTYFVALLSTELFEN 


17340 


47708 


A 


17445 


2 


377 




17341 


47709 


A 


17446 


1 


21 1 




17342 


47710 


A 


17447 


2 


732 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSKETDVAAKGPLTAILLL 

LAFGPCIFNLLVKLVSSRJDAIK 

LQMVLQMEPQMSSTKNFYRGP 



2194 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17343 


47711 


A 


17448 


1 


3003 


MPGAQDLQPTMPEPPHPQWAP 

TWPEPPRRVPPPAPRRPVPLTA 

QGLSVDQSRLGKFSDDPDRYID 

VLQGLGQTFDLTWRDVMLLLD 

QTLAFNEKNAALAAAREFKDT 

WYLSQVNDRMTAEERDKFPSG 

QQAVPSMDPHWDLDSDYGDW 

SHKYLLTCVLEGLRJURKKPMN 

YSMMSTITQGKEENPAFLEQL 

WEALRKYIPLSPKSLEGQLILKD 

KFITQSAADIRGKLQKQSLVPE 

QNLEALLNLATSVFYNRDQ 


17344 


47712 


A 


17449 


5 


624 


IQPILAYPHPKTLKQLWGFLG1T 

/GFCPVWIPRCSKIAKSLYTL1KE 

TQRANTHLVEWEPEAETAFKT 

LKQALVQAPTLSLPTGENFSLY 

VTERAGIALGVLTQTRGTTPQP 

VTYLKDGEPMKCDCQQIIVQTY 

ATQDDLLEVPLANPDLNLYTD 

GSSFVENGIRRAGYAIVSDVTIL 

ESKPLPPGTSAQLAELVALTRA 

LELGKGKE 


17345 


47713 


A 


17450 


636 


2628 


SNDRTEDDCGKHPFMSSPPYTEP 

WVCLHEGQEIDFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAKAGAI1SM 

KTGNKLPICCPLLEGINPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKD 


17346 


47714 


A 


17451 


2 


568 


CSSPSN/TILGVQKLNSQWRLA 

QDFRLINEAV1PLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPOGFRDSPHI FGOAOAO 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSKETDVAAK 



2195 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17347 


47715 


A 


17452 


254 


849 


LQPESLEIAGILVQ*MIE*QPKJC 

GTNS1PVSKPSP/GVQKPNGQW 

RQVQDLRLISDAVIPLYPAVSNP 

YTLLSQILEEAEWFTVLDLKDA 

FFCIPLRSDSQFLLAFEDPTDHT 

SQLTWTV FTQG FMDTPH L FGQ 

SLAQDLGHFSSPGTLVLQYVDD 

LLLA KQQ ATLDLLN FLANQGY 

FCLSKLKAQLCELLVFSSCARMH 


17348 


47716 


A 


17453 


1 


369 




17349 


47717 


A 


17454 


1 


1632 




17350 


47718 


A 


17455 


636 


1837 


SNDRTEDDCGKHPFMSSPPYTEP 

WVCLIIEGQEIDFLLDTGTTFSV 

LIPCLGRLSSRSVTIQGILGQPVT 

RYFSHLLSCNWETLLFSHAFLV 

MPESPTPLLGRDILAICAGAIISM 

KTGNKLPICCPLLEGFNPEVWA 

LEGQFGRAKNAHPLQIRLKDPI 

SFPYQRQYPLRPEAHKGLQDIV 

KHLKAQDSVRKCSSPCNTPILG 

VQKLNSQWRLVQDLRLINEAVI 

PLYPVVRNPYTLLSQVPEEAEW 

FTVLDLKDAFFC1PLHSDSQFLF 

AFEDPTDHTSQLMWMVLPQRF 

RDSPHLFGQAQAQDLGHFSSPG 

TLVLQYSEIAKTLYTL1KEMER 

ANTHLVEWEPEAETAFETLKQ 

ALVQAPALSLPTGQNFALYVIE 

RAGIALGVLTQTHRTTPQPVAY 


17351 


47719 


A 


17456 


2 


52 


E1SFVENGIQRAGYAIVSDVTVL 

ESKPLLPGTSAQLAELVALTRA 

FELGKGKRINANTDSKYAYLIL 

HALAAIWKEREFLISGGTPIKYH 

KEIMELLHAMQKPKEVAVLHC 

QSHQKG*EWDTKGRLCHS 


17352 


47720 


A 


17457 


1625 


2505 


PGVQKP/GQWRLVQDLRLINEA 

VIPLYPVVPKPYTLFSQIPKEAE 

SFTVLDLKDAFFCIPLHSDSQFL 

FAFEDPTDHTSQLTWTVLPQRF 

RDSPHLFGQALVQDLGHFSSPG 

TLVLQFVDDLLLAASSEASCQQ 

ATRDLLNFLANQGYKASKSICA 

QLC LQQVKYLG L 1 L A RGTRALS 

KKRIQPILAYPRPKTLKQLRGFL 

GITSFCRLQIPGYSKMARPLYTL 

IKETQRANTHLVEWEPEAETAF 

KSLKQALVQAPALSLPTRQNFS 

LYVRERAGIALEVLTQTHGTTL 

QPVAKG 


17353 


47721 


A 


17458 


1 


2415 





2196 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location ollasi 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17354 


47722 


A 


17459 


2646 


5167 


KNSGHILGTCPGYRYAKGKET 

GKEIIKGPQNPPGYRLCPLQAV 

GGGEFGPTQVHVPFSLSDLKQI 

RVDLGKFSDDPDRQYPLRPEAH 

EGLQDILRYLKVQGLVRKCSSP 

CNTRILGVQKPKGQWRLVQDL 

RFINEAVIPLHSVVPNSYTLLSQI 

PEEVE WFTVLDLKDAFFCIPLH 

S VCQFLF A FEDPTDHTSQFTWT 

VLPQGFRDSPHLFGQILAQDLG 

HFSSPGTLVLQYVDDLLLATSL 

E ASCQQ ATLDL LNLLANQG YK 

ASKPKAQLCLQQVKYLDLSLA 

RVTRALSKERJQPILACPRPKTL 

KQLRGFLGITNFCQLWIPGYSE 

MARPLYTLIKETQRANSHLVER 

ERE A ETA FKTLKQ A L VQ A L A LS 

LPTGQNFSL Y ARERAG I ALG I LT 

QTHGTTPQPVTYLRKLIYSFVE 

NGMRRAGYAIVSDVTVPESKPL 

PPGTSTQLAELVVLTQALELRK 

KKRINVNTDSKYAYLILHAHAA 

IWKEREFLTSGGTPNKYHKEIM 

ELLHAVQKPKEVAVIPCQSHQK 

GEEK/EAEGNRRADAEVAK1AA 

RRNLPTEIPMEGPLVWNNPVQE 

IKPQYSLTKTEWGLSQGHSFLP 

YFPT HI RCil RTHRT PT ^n^TR A 

ill Xji * I— »i Vvj L.JV I Ui\L<r JjOUo I Fvr\ 

OEMTLVRPR PSS^PPPFK A A 
RGRRCSSFTKI RHRRT FRPT RTP 
LCATAPLAASVAAVLAAAPAA 


17355 


47723 


B 


17460 


1 


2208 




17356 


47724 


A 


17461 


2 


168 




17357 


47725 


A 


17462 


890 


1034 




17358 


47726 


A 


17463 


386 


619 | 


TFITGDCLGT1CN/HIFDGCGVLS 
EVGLVLDCSNQRFKAGPA*LCQ 
SPFKNIL*ESLPMCMCRQLEKH 
AHPQGLCHTQVT 



BNSDOCID: <WO 0175067A3_IA> 



2197 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17359 


47727 


A 


17464 


123 


2169 


DLGHRGSREMASVA\LEDVAV 

NFTREEWALLGPCQKNLYKDV 

MQET1RNLDCVGMKWKDQNIE 

DQYRYPRXNLRCRMLERFVES 

KDGTQCGETSSQ1QDSIVTKNT 

LPGS/VGPYESRMSGEVIMGHSS 

LNCYIRVGAGHKPHEYHECGE 

KPDTHKQRGKAFSYHMSFQTH 

ERLHTGKKPYDCKECGKSFSSL 

GNLQRHMAVQRGDGPYKCKL 

CGKAFFWPSLLHMHERTHTGE 

KPYECKQCSKAFSFYSSYLRHE 

RTHTGEKPYECKQCSrCAFPFYS 

SYLRHERTHTGEKPYKCKQCS 

KAFPDSSSCLIHERTHTGEKPYT 

CKQCGKAFSVSGSLQRHETTHS 

AEKPYACQQCGKAFHHLGSFQ 

RHMIRHTGNGPHKCKICGKGF 

DCPSSLQSHERTHTGEKPYECK 

QCGKALSHRSSFRSHMIMHTG 

DGPHKCKVCGKAFVYPSVFQR 

HERTHTAEKPYKCKQCGKAYR 

1SSSLRRHETTHTGEKPYKCTLG 

KAFIDFCSFQNHKTTHTGEKPY 

ECKECGKAFSRFRYLSRHKRTH 

TGEKPYECKTCRKAFGHYDNL 

KVHERJHSGEKPYECKECGKAF 

S WLTC FLRHERI H M REKS YEC P 

QCGKAFTHSRFLQGHEKTHTG 

ENPYECKECGKAFASLSSLHRH 

KKTHWKKTHTGENPYECKECG 

KAFASLSSLHRHKKTHWKKTH 


17360 


47728 


A 


17465 


1 


1317 




17361 


47729 


A 


17466 


1 


336 




17362 


47730 


c 


17467 


51 


353 




17363 


47731 


A 


17468 


190 


348 


YAIHIMDVHTVRSLYYFNCFRY 
♦ACYCCHYLTDIPEITKLSGCSY 
GGTSLIWG 


17364 


47732 


A 


17469 


1 


1716 




17365 


47733 


A 


17470 


1 


840 




17366 


47734 


A 


1747! 


699 


1283 


LLTARLTWVSARLMSYVLLMC 

♦LFPRLLSCLTTPPHCSFS1CFVI 

C/FKNVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQIRDAGERV 

HSAFSLNWGKPLVFEKDRPYSV 

SVFIGLFLPMAEKTGPLKGNPG 

GEFLLFLRQIQLVWLPAAGIMT 

EHYFPITATQALEINNAISTIMEI 

FPTVSFASQWITASFSV 


17367 


47735 


A 


17472 


300 


461 




17368 


47736 


A 


17473 


1 


2451 





2198 



BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


17369 


47737 


A 


1 7474 


2 


D^Z. 




17370 


47738 


A 


1 7475 




1 1 

i J _>o 




17371 


47739 


A 


17476 


| 


I 1 /O 




17372 


47740 


A 


1 7477 


J 






17373 


47741 


A 


17478 


295 


1353 




17374 


47742 


A 


17479 


-> 


1772 




17375 


47743 


A 


17480 


2 


284 




17376 


47744 


A 


17481 


1 


141 




17377 


47745 


A 


17482 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 

LFCNDRf ACLFQLTPPPSPAWM 

TAAASLLASLLPALPPLNLQDA 

KFVEERRKQLQNYLRTVMNKV 

1QMVPEFAASPKKETLIQLMPFF 

VMGLQVGMYGLFHFGVMMDQ 

PQPSLTRADESPCDRVLSPCAA 

HRKQRDCCLSWKAEPE*FLVK* 

KTLCSPSSGVCCGFVTLFCNDR 

FACLFQLTPPPSPAWMTAAASL 

L A SL LP ALPPLN LQD AKF VEER 

KK^L^NYLKJ VMNKVIQMVPE 

rAASPKKETLIQLMPFFVMGLQ 

VOMYULr HrGVjvIlvIDQPQPSLT 

RADESPCDRVLSPCAAHRKOR 

DCCLSWKAEPE 


17378 


47746 


A 


17483 


1 


741 




17379 


47747 


A 


17484 


1 


993 




17380 


47748 


B 


17485 


277 


416 





BNSDOCID: <WO 0175067 A3_IA> 



2199 



WO 01/075067 



PCT/U SO 1/08631 



SEQ 11> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence | 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


17381 


47749 


A 


17486 


686 


2400 


TGMSVDEKPDSPVMYVYESTVM 

CTN ILLGLN DQRKKDI LC DVTL1 

VERKEFRAHRAVLAACSEYFW 

QALVGQTKNDLVVSLPEEVTA 

RGFGPLLQFAYTAKALLLSRENI 

REVIRCAEFLRMHNLEDSCFSF 

LQTQLLNSEDGLFVCRKDAAC 

QRPHEDCENSAGEEEDEEEETM 

DSETAKMACPRDQMLPEPISFE 

AAA1PVAEKEEALLPEPDVPTD 

TKESSEKDALTQYPRYKKYQL 

ACTKNVYNASSHSTSGFASTFR 

EDNSSNSLKLPGLARGQIKSEPPS 

EENEEES1TLCLSGDEPDAKDR 

AGDVEMDRKQPSPAPTPTAPA 

GLCLERSRS/GNYGQPH/VGQK 

EVSNFTMGS/PLRG PGLEALCK 

QEGELDRRSVIFSSSACDQVSTS 

VHSYSGGARFLATEHQEPGLM 

G DGM YMQ VRPQ1 KCEQS YGTN 

SSDESGSFSEADSESCPVQDRG 

QETGSTSDLRLSTKLQSCSGPM 

FKGPTATVAATESWGTVLQNIP 

LGCAGTGEEVTYTNPPPRGRAA 

LVPRSPLTVYSSSLPEHQTSLKQ 

CAQAGPGVCLLVrfNHWQLLEG 


17382 


47750 


A 


17487 


1 


1089 




1 / JO J 


4775 1 


c 


17488 


295 


348 




17384 


47752 


A 


17489 


1 


71 1 




17385 


47753 


A 


17490 


1 


1248 




17386 


47754 


A 


17491 


135 


259 




17387 


47755 


A 


17492 


434 


506 




17388 


47756 


A 


17493 


3 


227 




17389 


47757 


C 


17494 


3 


236 




17390 


47758 


C 


17495 


25 


153 





2200 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/08631 



NO: 



SF.Q ID NO: 
of peptide 
sequence 



Mel 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknown, 
-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



17391 



47759 



17496 



1557 



MASPEAVASQDNDGFSQKPPPT 
PLFASRSVNRLKSQRTPRGEVE 
SVTDGEKTDGSWRMTVDYCKL 
NQVVTPIAAAVPDVVSLLEQIN 
TSPDITLVHYIDD1MLNGSSEQE 
VTNTLDLLVRHLCATGWEFNPT 
KIQGSSTSVKFLGVQWCGDCR 
DVPSKVKDKLLHLAPPTTKKEA 
QHLTG LFG FRRK YIPYLG VLLC 
PIYQVTRKAASFQWRPEQEKAL 
QQVQAAMQAALPLGPYDPAGP 
MVLEIAVADTEAVWGH/WHSA 
SFPSHPCHCPMGP*TKWP*WQG 
WRLCMGSATWTSTHEG*PGYG 
HQ*VPNLPAAETNTEPAI*HHS/ 
SRRSASYLVAG*LYWTSCIMER 
AE\HLLW7 WVCLSCMQCFCQD 
YHPWTHGMPYPPLWYSTQLCL 
*PRHSLYH*RSVAVGSCSWNSL 
VLPCSPSS*SSRVDRTVERPFE1T 
TTMPTSQESRVQESRGGSGSGT 
THHHP* *STSN IFASCFYG1TFC 
WSRGLSSRGRNAATRRQNNSIK 
L*VKIATWTLWAPPTSKL 



17392 



47760 



17393 
17394 
17395 
17396 
17397 
17398 
17399 
17400 



47761 
47762 
47763 
47764 
47765 
47766 
47767 
47768 



7497 



1120 



7498 
7499 
7500 
7501 
7503 
7504 
17505 
17506 



51 



21 
98 



1908 

915 

670 

1332 

674 

825 

447 

778 



PSKVKEKLLHLAPPTIKKEAQR 
LVGQLGFWRQHIPHLGALLWLI 
YQATQKAASFEWGPEQEKALQ 
QVQVAVQAALPLGPYDPADPM 
VLEVSVADRDAVWSLWQAP1G 
ESQQRPLGFWSKALPSSTDNYS/ 
CFRC AI 1 Y*FMGCCQ* FG WI VRD 
LEEA*LENW*QRNLGKRYVDG 
PL*VVKNWKDIC1PCECSPTGDL 
SRGGF* * SSG * DDPFCG HHS ASF 
PSHPCCRPMGP*TKWPWWQE* 
RLCMDS AT WTSTHQS* PDYSH 
C*VPNLPAAETNTETSIWHHFS 
G*SASYLLAG*LH*TSS1MEKAE 
VSPHWNKHSLWIWVCLSSMQC 
FCQDYHPWTHSMPYPLSWYST 
QHCLSLQR£RHSLYR*RSAAVG 
ACS 



2201 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


17401 


47769 


A 


17507 


1 


830 


MHCFFIFSAAWFCLWSISLHLV 

ERPDMAVLLFPFGLRLGLMLQ 

CPRGYWPVLLGAEWLLI YWLT 

QAVGLTHFPLLM1GSLLTLLPV 

ALISRYRJHQRDWRTLLLQGAA 

LTAAALLQSLPWLRHGKESWN 

ALLLTLTG/EPDAGPDMSGVLA 

LSRQ*HLAAARSVTGFSANQLA 

RATSGLVLAAVCYQSLAPVGIA 

GRTVALYA1LSGAADYRAGLA 

LWLARGADCDVDERHRADRH 

QS WRDLP WTYCSG DCDSRHG A 

QGQKARAPPKHDQFPHAIFRG 


17402 


47770 


A 


17508 


2252 


2772 


RSKTTAFTPLRVRTSAHARPAG 

PAPHATFLPVCFTPD1SGRQP1SN 

ALSLI*RSMLPMVTAPNSSFRV 

QEPS/SQTVLRADSSANFRQGV 

GLVRQFRRFKNTPLVGELQPVR 

DVVVYRAFPLAVWVAARQAA 

VSLRFGLAFGKRLVNFNKLNFA 

DLQRFLWRJNALQVDKLITF 


17403 


47771 


A 


17509 


539 


1077 




17404 


47772 


C 


17510 


192 


396 




17405 


47773 


C 


17511 


10 


294 




17406 


47774 


A 


17512 


2 


379 


KRPGSGITEATSSRRQRPTRRLQ 

GQLPGQEKRVLKATEGIANPS 

WGWGGAVSPLRASLTSLRHKI 

NNHYNTENWKLPIKDSVHLIPSP 

Q A PSM PFPLAN PP W\ A PH PREK 

MWNPQIQGTNC1WVCGP 


17407 


47775 


A 


17513 


291 


590 




17408 


47776 


A 


17514 


187 


589 


VLSFLIHRWEGDKDSLLGPNFS 

QTPQPSRRFICAFPWENPS*EPS 

YPS1SDPGFLILLPSKGDVWIHL 

GP1FSKKPLYS*SSFLVIFYPVTP 

SFLFLGYKJPLAHAVFRVEPTLS 

LLIQNSHCHGCYTYPDGPE 


17409 


47777 


A 


17515 


1509 


1748 


1GVVREGIPVLCLFSKGMLPVF 
AHSV*YWLWVCHR*LLLF*DTS 
HQYLIY*EFLA*SVVDFCQRPFL 
HLVLDFFWLVSY 


17410 


47778 


A 


17516 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 

CTRSGTQLRWHSVPWQSWCTV 

LGESLLSGLVVLFRASRPE**NP 

LKLLPQLPLPPDALSQGDGSFV 

CKHPTGAVTFPSGMPLGSMT1F 

KILILPIHEHGMFFSLSVSSFVSL 
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BNSDOCID: <WO 0175067A3JA> 
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PCT/US01/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


1741 1 


47779 


A 


17517 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 
CTRSCiTOl RWH<sVPU/n<vU/rT\/ 

i ixovi i Li\Wno V i W^o WL 1 V 

LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDA LSQG DG SF V 
CKHPTG A VTFPSGMPLG SMTI F 
KILILPIHEHGMFFSLSVSSFVSL 


17412 


47780 


A 


1 75 18 


152 


479 


COI Fl srMKfP^TPvnRQi D\/r, 
CTRSGTOI RWH'sVPwnQU/r^/ 

■ ivjvj i v^L<rv w n o V x W vyo W 1 V 

LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGCPTHTLQA 


17413 


47781 


A 


17519 


1 


474 




17414 


47782 


A 


17520 


1326 


1712 


FLYVIKALGKKQLQFGQQILIPS 
1FI f dyi i>jpn^r;p\/Qi wi^i xii/ 

1LLLU I L.JiNlVJOVjV^ V W IvLlN IS. 

POYPYI IWF^fM TPI QWVUTii 
LEGHYEFLEYAADR*PICLFSW 
KERQLVSFLDYSLHHLLGSFYV 
VFFFFLYLLVRLCWDL 


17415 


47783 


A 


17521 


18 


236 




17416 


47784 


A 


17522 


281 


1005 


TG WSPLQLSKAT V ARL P L Wl PP 
LWAGHLGEL WLASGEYPSG LK 
LPEEGTG SNLRCS A AS AG DTQA 
NR V WSG PA ANFSRPA A EG PA F 
HALRGPSVHCSPLCVHEFSSFSS 
LISENMQYLVFCSGVRPLRIMVI 

S^IHH PI VPKRTRVT r;pi QI TP 

Ol31 I 11 V 1 IN. JV 1 Ix V L/VJ ivLjL 1 v_, 

FRF1 RfiPK FPR ITIPHQQ A PPI u 
* ivi Liwjr rvcrivi 1 1 rnoonrr Lu rl 

VI AIPLP* SFM KPSPE ADA PMTG 
SFLKSPSEADTGATLPVQSVVPI 
PLSILPILEVGGVLFT 


17417 


47785 


A 


17523 


1 


1524 




17418 


47786 


A 


17524 


881 


1108 


A A P* SMFSSLS ADSS A DCKLPE 

GKVQPASSTGLTARASKDLYFC 

CCFSISARAS 


17419 


47787 


C 


17525 


1 


867 




17420 


47788 


A 


17526 


203 


514 


SSSTARPSQTSSAEESPTSWYRG 

DNPSKPMDPLVAGVFGAIVGA 

ASVLGNAPLDGIETGCGAWSST 

NAEHTGLWLQILRKEGLKDL*N 

GTVPRLGRWTASPWM 



I 

j 

■ 2203 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17421 


47789 


A 


17527 


1 


1578 


MAKKEQLLSAAPSKTNAEGQE1 

PSGVYTTRALGFKHKTGQPFGQ 

TPSYPQEFILYTNDTWNASKTE 

PFTPLERGLKPGSQESSGWHLV 

GTPLGRSFQRKEQAAIFAVLQP 

PLVIPRQTGSGVDLQQTPTDLQ 

KRVLTVRRKTNSININKKDDHA 

KTTSKGHQQQRPK VDKSTKM R 

KNQCKKATNSKNQNVSSPPKD 

KNSSTAKEQNWMENEFDKLTE 

VGFRSSQFDQVEERISDIEDKLN 

EIKHEDKIREKRMKKKEQSLQE 

IWEYVKRPNLRLIGVPESDGEN 

GTKLENTLQDTIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

HII/E*IHQG*NEGKTVKGSQRE 

K*GQE1PSGVYTTRALGFKHKT 

GQPFGQTPSYPQEFILYTNDTW 

NASKTEPFTPLERGLJCPGSQESS 

GWHLVGTPLGRSFQRKEQAAIF 

AVLQPPLV1PRQTGSGVDLQQT 

PTDLQKRVLTVRRKTNSINFNK 

KDDHAKTTSKGHQQQRPKVDK 

STKMRKNQCKKATNSKNQNVS 

SPPKDHNSSTAKEQNWMENEF 

DICLTEVGFRSSQFDQVEERJSDl 

EDKLNEIKHEDKIREKRMKKKE 

QSLQEIWEYVKRPNLRLIGVPE 

SDGENGTKLENTLQDTIQENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRHIIGRFTKVEMKEKRLR 

AVREKSRVTHKGKLIRLTADLS 


17422 


47790 


A 


17528 


738 


1323 


ATGGHSNQRQRS*KLSKKFRR 

MYN'NNQYREVLKGADGAEN 

QGSRTTETLCM*RMRQSLQF\D 

SDLVRHQRKHSGEKPYECCEC 

GKAFRGSSELIRHRRIHTGEKPY 

ECGEYKSYECIACGKAFGRSST 

LIENQRJHTGEKPYECNECGKSF 

NQSSALTQHQRIHTGEKPYECS 

ECRJKTFRHRSGLMQHQRTHTR 


17423 


47791 


A 


17529 


1 


656 


MAGKPEYDKTISTS1VLNALNA 

LGVSAEASGRNDLVVKTVEGD 

RKVSGSAYRETKDRGFHHGTL 

LLNADLSRLANYLNPDKKKLA 

AKGITSVRSRVTNLTELLPGITH 

EQVCEAITEAFFAHYGERVEAE 

IISPN KTPDLPN FA ETFARQSSW 

EWNFGQAPAFSHLLDERFTWG 

GVELHFDV/GKRPYHPRPGVYR 

QPQPRAAGSPRRTTARLPFLSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17424 


47792 


A 


17530 


1046 


1401 


LLDIRMLCHGKGVIIHVLRLQF 
LLGRPAPHRLH A AI Ol PHI <sl w 

GTLALGLWLQLRQLLLLGQPF 
GISGCGSGCDPEQDCV/DCGRG 
CWPRKCPQGSHSAPRSRGAPHR 
PRPQQRAAGRQ 


17425 


47793 


A 


17531 


112 


1170 


YPFFHLIDST1DTCVCFTKFLCC 

VFQLHQVIYVLL*TGYSLIFDAD 

DLWMGFLRGHPFC*CYCFLFVS 

FPSNSQAPLLQVCWSLLEVHSR 

PCSPGYHQRRiQNSKDCCLLLP 

LEALSQSGTHQMPAGALLYEM 

SVNPCWEEHQTDQLFTHESTFf 

RSKTQKKVPDKLLDSSTVTPLF 

KITEN1GCVMTGMTADSRSQVQ 

RARYEAANWKYKYGYEIPVD 

MLCKRIADISQVYTRNAEMRPL 

GCC Ml L IG IDF F on PfWr i^ n n p 

AGYYCGCKATAVGVKQTESTS 
F L E K 1C V KKKFD WTFEQTLETA [ 
TCLSTVLSIDFKPSFTFVGVVTV 

ENPKFRILTEAEIDAHLVALAER 


17426 


47794 


A 


17532 


2244 


2432 


DGQQL1ALHRLALRELQQAVH 
AGIAPAGENPV*WWFRNRQNP 
LIALRSLPAFQSGNLSCQLH 


17427 


47795 


A 


17533 


251 


546 


SSISD11 SfsA*<?IRl 1 II VVAQ*cc 

RAVFFSTIRSFIFFSKLVILVSPSC 
NLLSRFLASFHWVRTCSFSSKEF 
VHTHLLPTSVNSSYSSLFSFVHF 
G 


17428 


47796 


A 


17534 


597 


1092 


FTNQKESRTRWIHSRILPEVQG 
GTGT1PS ETIPINRKRGNPP*LI L * 
GQRHSDTKAG\RDTTKKENFRP 
ISLMNIDAKILNKILANRIDOHI 
KKLIHHDOVGFIPGMOGWFN1R 
K/CNKCNPA YKOSOROK/HT* I 
SQ * M QKKPLTKFNNPSC * KLS IN 
♦VLVGRISK | 


17429 


47797 


A 


17535 


1 


2153 




17430 


47798 


A 


17536 i 


2164 


2427 




17431 


47799 


A 


17537 


1 


322 

i 


GPRWGPRVHRAPDPVRIPSSOP 
LLPPRFYPRYVLPVPPSASTSRPC 
QRTS A SG RCPC PMH/DTVKATM 
PIWV/DPPVPDHYEGEAEHQGIL 
VTHPHHQRCPAGHRHRVVF 


17432 « 


47800 


A 


17538 


1 < 


527 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


JSfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*— Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


17433 


47801 


A 


17539 


583 


1 145 


GNGRTVDTQVCQAPITSQSLER 

PADPNP\GEQDAEAGPASRRDT 

EAERLRFRQFQYHVASGPHLA 

VGQLWTLCRQWLRPEARSKEQ 

MLEVLVLEQFLGALPSKMRTW 

VQSQGPRSCREAASLVEDLTQ 

MCQQEG L A A H PS H DT A IRGIPR 

LAASWETASAMEATADARQKR 

THTEKEAWLLEAPHELA 


17434 


47802 


A 


17540 


1 


1301 




17435 


47803 


A 


17541 


1 


1232 




17436 


47804 


A 


17542 


1 


549 


MNTANVEKPYVQKYQTAFVLV 

MKHRQCQLASHLVQNYRS/IQL 

WAWE\KIQDPGTTCPSFNTITQG 

SKKPYPDFVARLRDAAQNSITD 

ENARKVIVELMAYGNANPECQ 

SATKPLKGKVPTGSDVISDQKA 

VGVQAAKRJRNRTDTGLGRSAR 

KSGKGVTRMLPKHASMILDGG 

GPATSPSCCRFL 


17437 


47805 


A 


17543 


146 


510 


S P Y WNKG KSPG WL A ES\FKRP V 

FRQGAKAEPYPDFAASLQDAAQ 

KSITNENARKVI VELMAYENAN 

PECQSAIKPLKGKVPVGSDVISR 

GFQGQQPPLSQVLQGMGQLPQ 

YSNCPRPQAAVQQ 


17438 


47806 


A 


17544 


2 


828 




17439 


47807 


A 


17545 


1 


420 




17440 


47808 


A 


17546 


1 


1947 




17441 


47809 


A 


17547 


1 


399 


PLKVNIYPDSKYAFH1LHHHER 

GFLTTQGSSI INASLIKTLLKAA 

LLPKEARVIHCKGHQRASDP1A 

QDNAHTDKIAKICAASIPTYTPH 

FQFFSFSSVATPTYSPAETSTYQS 

LPTQGKWFLDKETYFLPASQ 


17442 


47810 


A 


17548 


1 


2382 





2206 

BNSDOCID: <WO 0175067A3_IA> 
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SEQIl> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon fur last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17443 


47811 


A 


17549 


1 


2194 


MAPEQGRVS1LQTLFIEYHGYSI 

FVVKGDLPDCEADQLLQM1RV 

QQMHRPKJJGEELAQLKEQRV 

HKTDLERVLEANDGSGMLDED 

EEDLQRA LA LSRQEI DMEDEE A 

DLRRAIQLSMQGSSRNISQDMT 

QTSGTNLTSEELRKRREAYFEIC 

QQQKQQQQQQQQQQGDLSGQ 

SSHPCERPATSSGALGSDLALLL 

TQSLFGSLFTWTRVTFGAEDPG 

QEDSFRRRVPCPCPHSVRRSTY 

DLGSSDQPAQGTSHEFQIGLLL 

TRLSQVPILPQPP VPH PI I LLSPPP 

HTVSGLQFLSVTSPPLPAQQFLL 

KEVAGAEGIAKVIPTCPVPLLG 

QDILTKLSASLIIPGLQPHLIATL 

LPNPKPPSPLPLVSPNLNPQVW 

DTSTPSLATDQTP1TIPLKPNHP 

YLAQCHYS1PQLALRGLKPVIT 

RLLQHGLLKPINSSYNSPILPVQ 

KPDKSYRLPQDLDLINQIVLPIH 

PVASPH1IPDTTPDPHDCISLIHL 

AFTPFPHTSFFPIPHPDHTWF1D 

GSSTWPNRHSPAKVGYAIVVSS 

TSILEATALPPSTTSQQAELIALT 

RALALAKGLHVNIYTDSKYAF 

HILHHNAVIWAERGFLSTQRSSI 
HAS! 1KTI 1 K A AT I Pk^PAHViu 

DNC5I AFT90l/I/HK r r>FI PI 1 VPC 
GTFIPLTVL1MLQERTGQYFYLLP 
FTELEPVLEKLQG TV H LNF YM D 


17444 


47812 


A 


17550 


1 


355 




17445 


47813 


c 


17551 


99 


335 




17446 


47814 


A 


17552 


21 


447 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 
KGHOK7A/SDPI AOfTNA YAn^T 

KFLDLAFPPLRLSFTCQITQAVS 
OALGIOWNI HTF Til MI OkTRIR 
ACPODATGYSPFFI 1 YOr^FI I 
GPSLIPDTSPT 


17447 


47815 


A 


17553 


119 


239 


TQKGQRAALFL1CILSPSPLPTL 
GKNFKN*IPALKPHNRI 


17448 


47816 


A | 


17554 


1 


798 




17449 


47817 


B 


17555 


460 


1059 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17450 


47818 


A 


17556 


3 


1476 


I PTCPVPLLGQD1 LTKLSASLHP 

GLQPHLIATLLPNPKPPSPLPLV 

SPMLN PQ V W DTSTPSL ATDQTP 

ITIPLKPNHPYLAQCHYSIPQLA 

LRGLKPVITRLLQHGLLKPINSS 

YNSP1LPVQKPDKSYRLPQDLD 

L1NQIVLPIHPVASPH1IPDTTPDP 

HDC1SLIHLAFTPFPHTSFFPIPHP 

DHTWFI DGSSTWPNRHSPAK V 

GYAIVVSSTSILEATALPPSTTS 

QQAELIALTRALALAKGLHVNI 

YTDSKYAFH1LHHNAVIWAER 

GFLSTQRSS1IIASLIKTLLKAAL 

LPKEAGVIHCKGHQKAASDPIA 

QDNAYADKLAKKAASVPTSVP 

HGISQ A PPPLPTHQA RYWQI DF 

THMPRVRKLKYLLVWVDTFTG 

WVEAFPTGSKKATAV1SSLLSD1 

IPQFSLPTSIHSDSRLAF1SQITQA 

VSQALGIQWNLHISYRPQSSGK 

VEQTNGLLKTH LTKLSLQLKK 

DWTVLLPLALLRIRACP 


17451 


47819 


A 


17557 


24 


594 


VGSGDLPWEGNPLSSCSLLHEK 

DPPTTSGPQTDQPKEHLTNFKS 

GCSSPGPARSQFFLSLRSSTL*SF 

YHLPSSHLVCLTVSFRD*PSPTC 

PAIDS*KGG/CELKA/RVKEHFC 

HDLPASSMQSNYPVHDSGHLT 

TGPSLFKPTLN IE YSTGH APYH V 

RSACFPFAFCHDCQFPEASPEAE 

AAAILSVQPAEP 


17452 


47820 


A 


17558 


1 


1 152 




17453 


47821 


C 


17559 


301 


462 




17454 


47822 


A 


17560 


1 


423 




17455 


47823 


A 


17561 


421 


856 


KLINLFSNFCSYSRQFLSFSSTL 

YFVWVFCYNRCCFSK*RMIVH1 

TNRDINCQIAYARJEGDMIVCA 

AYAHELPKYGVKVGLTNYAAT 

YCTGLLLAHRLLNRFGMDK1C 

YLDAGLARTTTGNKVFGDLDG 

GLSIPQSTK*FPGYD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17456 


47824 


A 


17562 


3 


1082 


GPLCIALALQEFGTRRRWACRS 

LSSSGRJRSLFRRMGSVKAVKNK 

AYFKRYQVKFRRRREGKTADYY 

ARKR\LVIQDKNKYNTPKY\RMI 

V\RVTNRD1\ICQML Y A/RRI EGD 

MIVCAAYCTPNLPKIWV*RVGL 

TNY\AAAY\CTGLLLVARRLLP*/ 

RFGMDKIYEGQVXELTGDEYNV 

ESIDGQPGCLPPAYLVDAGPCSE 

PTHWPLKFFGAPEGKLWMGGL 

SIPSQYPNRFP\GYDSEKQRNFN 

AEWHRKAHSWGQNCCRFTWR 

Y F\ M F FO\F n A V \C \C\Ci FQ\ C\ V I k" \ 

NSVTVPHN/fMXFFMVWkr AHA A I 

REN P V LWK RRPK\KE WKKKR W 

NRPKMS\LAQ\KKDRVAQKKAS 

FLQSSRSGLLESLTPAIFP 


17457 


47825 


A 


17563 


2 


4967 




17458 


47826 


A 


17564 


56 


284 


R OTR R A A n IVR n HPP A ^<iPT'Mf , 

r>i r^op/M^sT^/i fpr rvhtvui i 

rPWT/frfi^^PT T A ARr.Ql PVQI 1 
w 1 / UVJo or LLAAIvU jLr VoLL 

GPI KPMV^rAfil? 


17459 


47827 


A 


17565 


1 


3525 




17460 


47828 


B 


17566 


35 


3691 




17461 


47829 


B 


17567 


80 


3787 




17462 


47830 


A 


17568 


225 


507 




17463 


47831 


A 


17569 


2 


2621 




17464 


47832 


A 


17570 


14 


1658 




17465 


47833 


A 


17571 


1 


3654 




17466 


47834 


B 


17572 | 


1 


3570 




17467 


47835 


A 


17573 


1 


3663 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17468 


47836 


A 


17574 


485 


2347 


TEPKTKTT*LSQ*MQKRPLTKF 

NNTSC*KLSIN/!VLEVLARA!RQ 

EKEIKGIQLGKEEVKVSLFADD 

MIVYLENPTVSAQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNR 

QTERQIMSELPFTIASKRJKYLGI 

QLTRDVKDLFKENNKPLLKEV 

KEDTNEWKNIPCSWVGRINIVK 

MA1LPKV1YRFNAIPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

FSQKNKAGGITLPDFKLYYKAT 

VTKTA WY WYQN RDIAQWN RT 

EPSEIMLH1YNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KVKLDPFLTPYTKMNSRW1KD 

LNVRPKTIKTLEENLGITIQDIG 

VGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETT1RVNRQ 

PTTWEKIFATYSSDKGLISRIYN 

ELKQIYKXKTNNPIKKWAKDV 

NRHFSKEDIYAAKKHMKKCSS 

SLAIREMQIKTJMRYHLTPVRM 

AIIKKSGKNRKIQ/GGIWCDRIL* 

R*TTCRVAKEIQSL*RRJ/WKRL 

QRTLSIPVLDAV*PPMF*ASVID 

TMTI*CFEARDTCFTLTLESFWD 

MHRCLAASKGIGLLLC*PLIWH 

MSLMGVKSPPFVFSCLWTSAV 


17469 


47837 


B 


17575 


1 


3354 




17470 


47838 


A 


17576 


1 


3297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17471 


47839 


A 


17577 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAHNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEASIIL1PKPGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFK 1 1 RA 1 YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KJBDTNK 

WKNIPCSWVGRIN1VKMAILPK 

V1YRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRAHITKS1LSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLA1WRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRIY>IELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

I Y A AKKHMKKCSSSL A 1 REMQI 

KTTMRYHLTPVRMAIIKKSGNN 


17472 


47840 


A 


17578 


I 


3514 


M E LKTKA RELREECRSLRSRC D 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDI IQENFPN L A RQ AN IQIQE I 

QRTPQRYSLRRATPRHI 1 VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTOELNSALHOADI FD1YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEI1TNYL 

SDHSAIKLELRJKNLTKSRSTTW 

KLNNLLLNDYW 


17473 < 


47841 


A 


17579 


1 


3693 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence \ 


Amino acid sequence ( X=Unknou*n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17474 


47842 


A 


17580 


1577 


3354 


TEPKTKTT* LSQ* MQK RPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKG1QLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKL1SNFS 

KVSGYKFNVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKLEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILPKV1YRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARJTKSI 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCS1DQGDDTKLHRARSPGRT 

FPAAAG1PAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVITPTLNPF1NSLR 

NKEVKGALKRGLRWRAAPQE 


17475 


47843 


A 


17581 




3042 




17476 


47844 


B 


17582 


j 


3384 




17477 


47845 


B 


17583 




3264 




17478 


47846 


A 


17584 


j 


3780 




17479 


47847 


A 


17585 


! 


3165 




17480 


47848 


A 


17586 


! 


3894 




17481 


47849 


A 


17587 


} 


3345 




17482 


47850 


A 


17588 


523 


3981 




17483 


47851 


A 


17589 




3429 




17484 


47852 


A 


17590 




3921 




17485 


47853 


B 


17591 




4797 




17486 


47854 


A 


17592 




6499 


MVKGSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCKRTE1ITNYLSDHS 

A1KLELR1 KNLTQSRSTT WKLN 

NLLLNDYWVFTNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNAYKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKJRAELKEIETQ 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or lirst 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


17487 


47855 


A 


17593 


1359 


2520 


IQCHPHQATNYFLHR1GKNYFK 

LHMEPNKSLHSQDNPKQKGTK 

LEV/CTLPDFKLYYKATVTKTA 

LYLYQ/NQRCRSMEQNRALRN 

NATYI YNYLIFDKPEKN KQ WG 

KDTLFNKWCWENWLA1CRKLK 

LDPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNT1QD1GMGKD 

FMSKTPKATATKAK1DKWDL1Q 

LKSFCTAKETTIRVNRQPTEWE 

KIFG1YSSDKGLISRIYNELQQIY 

K K KTNNPIKK WVKDMN R Y FS K 

EDI Y A AKRHMKKCSSSLA I REM 

OIKTTMRYYl TPI Tt\A A IIlfkTf": 
yirv i iivirvi I L J rL tvi VI /\ 1 J rv in. r Vj 

HRACFVLSKPDFSTRWPGADA 
QRPPVLVVVALDSSLPFPQASG 
QRPPSLEDVDGGAGALVAPC 


17488 


47856 


A 


17594 


1 


1227 




17489 


47857 


A 


17595 


2 


2774 


NLCSLIIPLREVTIVEKADSSSVL 
PSPLSISTRNRMTFLFANLKDRD 
FLVQRJSDFLQQTTSKJYSDKEF 
AGSYNSSDDEVYSRPSSLVSSSP 
QRSTSSDADGERQFNLNGNSVP 
TATQTLMTMYRRRSPEEFNPKL 
AKEFLKEQAWKIHFAEYGQGIC 
MYRTEKTREI VI KCJTPF^MRHF 
T WT I T <sCiAINFK ATHPnWFm 
VFKSMrSKYNl ATFFIFRHI HPQ 
LPEHPAFONFMGI A A I RRVT TA 
YAFRNPNI 

* J »■ * I VI T 1 111 


17490 


47858 


A 


17596 


1 


3472 




17491 


47859 


A 


17597 


1 


900 




17492 


47860 


A 


17598 


1 


1290 




17493 


47861 


A 


17599 


153 


3834 




17494 


47862 


A 


17600 


299 


1184 




17495 


47863 


A 


17601 


1 


729 




17496 


47864 


A 


17602 


1 


2232 




17497 


47865 


A 


17603 


36 


224 


TQWGPSVCWCLIPWPSFPDQ*P 
GF*AVLLPWRCQGFWPLLLAC 
APAGPATAAEPAVSSPAEP ! 


17498 


47866 


A 


17604 


1 


624 




17499 


47867 


A 


17605 


1 


578 


RDLDLFSLPQDITLWHYVDGIM 

LIGSSEQEVASTLDLLVRHLHA 

RGWErNLTKlQGLATSVKFLGV 

QWYGACRDIPSKVKDKLLHLA 

PPTTKKEAQHLAASFEWGPEQ 

KGLQQVQVAVQAALPLGLYDP 

ADPMVLEVSVADRDAVWSLW 

QAPIGESQWRPLGFQN1CALPSA 

DNYSPFERQLLACYWALVETE 



2213 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loeation of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pi>ssible nucleotide insertion) 


17500 


47868 


A 


17606 


1 


282 


PIYRVSRKAANFEWSPEQEKAL 

QQVQAAVQAAWPLGPYDPAD 

PMVLEVSVADRDADWSCWQA 

SI/GHKVGHAQQHSIIKWKWYI 

RDWARADPEGT 


17501 


47869 


A 


17607 


1 


338 


SIYLVTQKAA/SSEWGPEQEKA 

LQEVQAAVQAALILEPYDPAGP 

VVLEVSLADRDAVWSLWQAPI 

GESQQRPLGFWSKALPSSA/DH 

KACHAQQHSIIKWKWYIHDRA 

RAGPEGT 


17502 


47870 


A 


17608 


1 


757 




17503 


47871 


A 


17609 


1 


1317 




17504 


47872 


A 


17610 


2 


24 


LCQRLLLAEPNEKPGSLGNVM 

AVARIEIGICEYYHEKTTEKALD 

SHGVLAGSTIKGVRSFQRNLEL 

KLP ATERATAN A I ELLTVLDQ A 

YENFAPQILPSTGSPTSQETAQF 

KANQNKPLVRGKGSPHEA1RYI 

SAAHREWKPAILTSAIRSFCST 

WLVFTSKNFPKLVTQHGSTIAG 

NGQSSDETQVQGAAWKSDSRG 

TKRQ1PTW1LAEGNNAGAQLDI 

PGPTIPAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAQQHSINK 

WKWYIRNRARAGPEGTS*LPAP 

LIG 


17505 


47873 


A 


17611 


1 


1815 




17506 


47874 


A 


17612 


875 


1916 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEKLANRKQ*HQH*QKG*P 

/PQKLNAKDHNSSPTREQNWTE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCKEAKNFDKRLEEL 

LIQITSLEKNISDLMELKNTARE/ 

LLEAYTSINSQIDQAEMDR*PD* 

*RRKERR1K*HNKK**RGYHN*S 

\QEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVEP 

LNRPITSSEIEAVINSLPNQKSPG 

QTNSQLTSTRDAEKAFNKIQHP 

FMLKTLNKJLDIDGTYLKITRAI/ 

S*QTHSQCHTEWAKAGSIPFEN 

RHKTRMPSLTTPIQYSIGNSGQ 

GNQEFWKLHLVEREW 


17507 


47875 


B 


17613 


1 


1158 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


17508 


47876 


A 


17614 


851 


1344 


IILKPSPSPLYPWKNCLPRNPSL 
VPKRQTGSGVDIWQTAADLQQ 
RGLLEGKLTNRKE* YQHQQKR 

vrnyiNri Ivor 1 oIN 1 rvArvtlV^N W 
■ i^i^i^i i cvur rvrv will inojU 

LTRITSI FK>\II>JnP\/fFI k'MTAFP 
PHFAYTvIMn 

III iS>r\ I I jllNj 


17509 


47877 


B 


17615 


99 


716 




17510 


47878 


A 


17616 


1 


588 




17511 


47879 


A 


17617 


1 


1140 




17512 


47880 


A 


17618 


1 


774 




17513 


47881 


A 


17619 


3 


527 


AENSKKQNASSPPND/RNSS/EA 
QNWTENEFDELTEVGFrvRWIV 

TNSSKLKEHVLTQCKEAKNLD 
KRI OF! I TRIT^T Fk'Xirwrn ivrFl 
KNTARF1 RFAFT^FPVlvir'FAX/C 

Jul l oLlvcuon WLcLyoKUHrvJVl/K 

RHOF*tvrFYFHPPUPr.l acvai 
ixji v/c ivi^c i rnrrnruLv^r Yv^L 

PESDSHSDPLWPHGGSFLSSVV 


17514 


47882 


A 


17620 


1 


1383 




17515 


47883 


A 


17621 


1 


990 




17516 


47884 


B 


17622 


337 


1515 




17517 


47885 


A 


17623 


153 


474 


l isoinin V IN 1 JVrvl^/JLJ V H 1 K. 1 rc>bu 

HQHQRPK\DHNSLPAR£QNWIE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRJTSLEKNINDLMELrCNTA 


17518 


47886 


A 


17624 


1 


771 


MPFSDTER V I TG PSTK VH S YPG 

GLQALLLQLRLHSLMWRWSAA 

VAIGVHVRCDLLAVHPVLWAV 

PQWQEPIEKMLTLIPGPRITATII 

GLYQHEGIRAYCDSRVYY1KPS 

SGIESVLTRPSTQDHNSSPAREQ 

NWTENEFDELTEVGFKKWVIT 

NSFELKEHVLTQWKEAKNLEK 

RLANLLTRITSLENINDLMELK 

NTAQELHEAYASINSRINQSEER 

ISEIEDQLTE1EQVDKIREKRIK/R 

RNEQSL*EIWDYV 
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SLQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17519 


47887 


A 


17625 


53 


814 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEKLANRKQ*HQH*QKG*P 

/PQKLNAKDHNSSPTRJEQNWTE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCKEAKNFDKRLEEL 

LIQITSLEKNISDLMELKNTARE/ 

LLEAYTSfNSQIDQAEMDR*PD* 

*RRKERRJK*H1MKK**RKEQAAI 

FAVLQPPLVITRQTGSGVDPQK 

TP A DLQKRCRT V RRKTSQQKA 

VASTLTKRITTQKLNAKDHNSS 

PTREQNCTENEFDELTEVGFRR 

WVITNSSELKEHVLTQCKEAKN 

FDKRLEELLIQITSLEKNISDLM 

ELKNTARERWKHTQVSiAKSIK 

QKWTASQTNKEEKREESNSTIK 

NDKGDITTDPTEIQTTJREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEVEPL1MRP1TSSEIEAVI 

NSLPNQKSPGQFNSQLTSTR 


17520 


47888 


A 


17626 


1 


1566 




17521 


47889 


B 


17627 


1 


1005 




17522 


47890 


A 


17628 




2172 




17523 


47891 


A 


17629 


1 


504 




17524 


47892 


A 


17630 


2 


1601 




17525 


47893 


C 


17631 


132 


278 




17526 


47894 


A 


17632 


380 


828 


EVLRVM1ELNAVIYPYPKDTGC 

QPLV*HAAASLNSPEVMGATQ 

LKPLRPCKKCPKI\LEGGH*EW 

MEARHRMLGTLHGLPCSRTHF* 

TTTAQGEWLCCLCHCGEHPQG 

GRHPCIC*HCYSCHTLAPPVQW 

TPNVAEPDNKAGAQYKSPRV 


17527 


47895 


A 


17633 


1 


963 




17528 


47896 


A 


17634 


2 


368 


EFSDP1HHTFDHMWRTKEHNE 

AGWLLLSSVDKVMKENDELGD 

SISQLQKQILSLKSAKIALSESLI 

SCRERTE1VEK*T*ALIMLVADL 

Q*KVHAQPHHAQPRQVSTVKV 

RALIVLQEVTDP 


17529 


47897 


A 


17635 


1 


1881 




17530 


47898 


A 


17636 


755 


939 


ARKNTR.1 1 YS YG VCKN VETWR* 
MFCTLLGRQQGCATVGKGDRC 
GPLRYYASWRKGDVLQGD 


17531 


47899 


A 


17637 


367 


423 




17532 


47900 


A 


17638 


3 


1925 




17533 


47901 


A 


17639 


1 


1 137 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17534 


47902 


A 


17640 


153 


474 


OTKSNNVNIKKODVHTKTP^Fn 
HOHORPKADHN^I PARFONWIF 
NEFDELTEVGFRRWVITNS^FI 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKN1NDLMELKNTA 


17535 


47903 


A 


17641 


1 


1068 




17536 


47904 


B 


17642 


1 


717 




17537 


47905 


A 


17643 


585 


2302 


VLQLLRQERLELFVPPGELVVS 

LASGVKLQTFAGGKAWLLQTH 

SDLGEQKLTTFIPISLSLKVIFWC 

NWPEAKTAAYDGEQATCEPVL 

KAMFLADTHLLREFLGHWLDK 

LRREWQVERAFQTALWLLQPE 

VVFILEDVFDEGKWSTSEAWV 

DDVEQFRKMFRHPSHVQLKVV 

AGN HDTGFH YETNT Y E V ER WR 

NRNNPSFIMGS1TPTDYALSKCH 

LPPEDVVLIIYCGVKLPDRIVDS 

KAGLLKLPVLKNVISTQLQFPSI 

MDQLLVYNLFNETSPLVMCLD 

VMAMSNRGNHHLAATRLRKV 

LDHNSLPAREQNWTENEFDELT 

EVVFRRWVITSSSELKEC/DVLT 

QWKEAKNLEKRLDELLTRITSL 

QKNINDLIELKNTAQELHEAYT 

SINSQIDQVEERISEIEDQLNEIK 

CEDK1REKRMKRNKQTLQETW 

D Y VKRPNPC WIG VPESDG ENG 

TKLENTLODIIVOFNFPTMI AROA 

NIQIQE1QRTPQRYSSRRATPRH! 

IVRFTKVEMKEKMLRAAGEKE 

DETDNNEFFLWSQKGKRAGTL 

NDHVEESCPPTKNACLGTPIHC 


17538 


47906 


A 


17644 


1 


282 


PI YRVSRKAANFE WSPFOFK A f 
OOVOAAVOAAWPLGPYDPAD 
PMVLEVSVADRDADWSCWOA 
SI/GHKVGHAOOHSITK WK WYI 
RDWARADPEGT 


17539 


47907 i 


A 


17645 


3 


903 




17540 


47908 


A 


17646 


1 


349 




17541 


47909 1 


A 


17647 


1 


489 




17542 


47910 


A 


17648 


1 


352 




17543 


47911 


A 


17649 


1 


505 

1 
( 


KTDGSWRMTVDYHKLNQVAT 

PVAAAVPDVVSLLEQ1NTSLDT 

WYAA1DLGNVFFSIPVHKVHQK 

KFAFSWQGQQYTFTVLPQGYIN 

SPALCRHFVRRHLD/RFSLPQDI 

T V VH YIDDIM L VG\PL1 YRMTR 

fCAAIFEWGPEQKALQQVQAAV 

3AALPLGPYDPADPMRLR 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


17544 


47912 


A 


17650 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPDITLVHYIDDIMLNGSSEQE 

VTNTLDLLVRHLCATGWE1NPT 

KJQGSSTSVKFLGVQWCGDCR 

DVPSKVKDKLLHLAPPTTKKEA 

QHLTGLFGFRRKY1PYLGVLLC 

PIYQVTRKAASFQWRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLEIAVADTEAVWGH/WHSA 

SFPSHPCHCPMGP*TK WP* WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPAI*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AEVHLLWIWVCLSCMQCFCQD 

YHPWTHGM PYPPL WYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

VLPCSPSS*SSRVDRTVERPFEIT 

TFMPTSQESRVQESRGGSGSGT 

THHHP**STSNIFASCFYGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L* VKI AT WTLWAPPTSKL 


17545 


47913 


B 


17651 


47 


838 




17546 


47914 


A 


17652 


1 


1566 




17547 


47915 


A 


17653 


1 


981 


MVAIAKVLIAYKEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRJLRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGNISSTHAVISFPPL 

SEEMNPMLPICATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQI 

REWILRKTDGSWRJTVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

FNTSPGTWXLCHNLIWRDLDCFL 

LPQNITLVHYTDDIMQIGSSEQE 

VANTLDLLPALMASW/ENSP*SI 

DRGRED*SL VHKWFCT1CRH H P 

KVDSCSTTAPF*D1PEGQQL 


17548 


47916 


B 


17654 


179 


1219 




17549 


47917 


A 


17655 


1 


2655 





2218 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
eodon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17550 


47918 


A 


17656 


1 


942 


MVGKAKWKPLELPLPRKIVNQ 

KQHH1PEGIAE1AATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYRLLLQDITLVHYI 

DDIML1GSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGTTTSVI 

OOHGI PI TKADI ATTTAFrPVP 
OOORPTI SPRYGTTP^T PI Tk" AT 

TLQLKKCSSGPMLMEFTGLAM 
FPIILKQLD 


17551 


47919 


A 


17657 


1 


868 




17552 


47920 


A 


17658 


83 


346 




17553 


47921 


A 


17659 


1 


643 


MVGKAKWKPLELPLPRKIVNQ 

KQHHIPEGIAE1AATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWYAAID 

I ANAFF*\IPVHK VHOfcTPFAFQW 

OG/OOYTFTVI POnVTWQI A I *14 
v<fvj/v^v^ i i r i v LryL/ I IJNoLAL Jrl 

NLIWRDLDYFVLLLQDITLVHYI 
DDIMLIGSNDHKVGGAQQHSII 
KWKLYIHDQAQTGPEGT 


17554 


47922 


C 


17660 


38 


202 




17555 


47923 


A 


17661 


3 


410 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQIREWI 

1 RKTDGSWRTTVnVPkTI^jniV^W 

TP! A A A VPDVA/V^T T FOrMTQP 
* 1 inr\.r\ v r u v / v V JLLCyl IN 1 or 

GTW\T fHNI IWRDT FlPFT I PfYM 

ITLVHYTDDIMOin^FOFVATM 

TLDLL 


17556 


47924 


A 


17662 


2 


526 




17557 


47925 


A 


17663 


2 


431 




17558 


47926 


B 


17664 


55 


1506 




17559 


47927 


A 


17665 


1 


753 




17560 


47928 


A 


17666 


73 


310 


QLAEPPH WLPD* KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVW1 
FHLSGSDRWRRTYRCL 


17561 


47929 


A 


17667 


323 


687 

< 


KTDG S WR/T V D Y RK LNQ V VTPI 
aaavpdvv^i i FHrMi^pniu//n 

/AAA /A V I VJ V V OL^LiC II 11 N lOT VJ 1 W / it 

hlOKOFAF < \*Or;OOFT/FTVI /PT-4 

GYINSLALCHNLIRRDLDHFSLP 
QDITLVHYIDDIVLTGSSEQEVA 
GSXLESTCRHTKV 


17562 < 


47930 


A 


17668 


3 


1363 




17563 * 


47931 


A 


17669 


1 


1203 





2219 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=8top codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


17564 


47932 


B 


17670 


130 


1374 




17565 


47933 


A 


17671 


1 


1063 




17566 


47934 


A 


17672 




239 




17567 


47935 


A 


17673 


231 j 


368 


NKHQEDSLKPPIPGPSSWTAF/P 
KPTLGQKGTCCTEKKICKKKKK 
GRI 


17568 


47936 


A 


17674 


1 j 


1270 




17569 


47937 


C 


17675 


100 | 


270 




17570 


47938 


A 


17676 


459 1 


1978 




17571 


47939 


A 


17677 


35 


347 


VVRAWYPGWGQGSEKEWQW 
DQQEALGRVRGSKVTGEWEGR 
AGPEGTGQNG EG PRGILEVGGT 
TAPFCLAEGEWGPGGHPHHLLF 
PPSPPRPPPQPPPTPPEPPS* PPSP 
PRPPPQPPPTPPEPPS 


17572 


47940 


A 


17678 


236 


397 


NWLQPCG*AHPTGSGFPAPKLC 

PASPGAPFSNEMLSEPGPTLAPM 

PT/GAPCRSHGAGHSGDPGWPS 

SSPTGEDTNSAGPGAARVQMG 

CGHCVSLVPRVCCWTPGGA 


17573 


47941 


A 


17679 


132 


492 


TDHRDRKDKHPPALPASAMDK 

KNA/GQEGRPGASRGSSPMATA 

TrGPQGVMPGYH*CSLRPKGSS 

VGLW*MLPGLGLTLQDSGLPS 

GPRQVQNYCPGAfCALNQGPQE 

PA*CKASNQRPSVYLPTREYPS 

EQIIVTEKTN1LLRYLHQQWTIC 

RTLPRRKTRSKQRKLTYGYCH 

YRSTGSNARLPLMFIKTQGFFS 

RLVVDAAWPGTHPSGQWAPF 

WPKAGPELLSRSQGFESGTSRA 

RLMFYPTMAAPVPK 


17574 


47942 


A 


17680 


618 


755 




17575 


47943 


A 


17681 


796 


1092 




17576 


47944 


A 


17682 


1 


391 




17577 


47945 


A 


17683 


1 


697 




17578 


47946 


A 


17684 


1 


888 




17579 


47947 


A 


17685 


749 


1667 




17580 


47948 


A 


17686 


1 


2088 




17581 


47949 


A 


17687 


189 


438 




17582 


47950 


A 


17688 


387 


497 





2220 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17583 


47951 


A 


17689 


1 


728 

i 


MAQE1EG DRLFRA RJLTRR VQG 
KGPCGPLKAPLGMVPECHSVK 
PSRDTFDSTKSFKALLLSFLKIP 
AIDVHKPIDHPINFTFPDPGHRA 
PARHRHSTAAAVTMSPSGP/PA 
AAPSPCSPIPRHG*GPLRATSYC 
PVS WKOKONSV^TsIkTOTM FfiTk' 

TAKAEGARSRGPRNK1PGT PPn 
PRSGLRJWLPPPREGSGFQTPAR 
GHPQPPCSGKGTECQSIAQNLA 
SRJSPVGTSCGRTSRQT1RVRK 


17584 


47952 


A 


17690 


1 


819 




17585 


47953 


A 


17691 




2115 


MSGSYSSVWAEDDIQFDSRFLE 
LKGDTKIDLKRFSSQGYVEPGK 
YNLQVQLNKQPLAEEYDIYWY 
AGEDDVSKSYACLTPELVAQF 
GLKEDVAKNLQWSHDGKCLKP 
GQLEGVE1KADLSQSALV1SLPQ 
AYLEYTWPDWDPPSRWDDGIS 
GIIADYSITAOTR HFFNr.f.nn^ 
NEISGNGTVGV1MI fiPWRMRAn 
WOTNYOHTRTOI A I GFHYF kiq 
DIFDGLNYVGGSVSTDnOMl PP 
HLRG Y APDI SG V A HTT A K 


17586 


47954 


A 


17692 




1080 




17587 


47955 


A 


17693 




253 




17588 


47956 


B 


17694 




1069 




17589 


47957 


A 


17695 




764 




17590 


47958 


C 


17696 


136 


990 




17591 


47959 


A 


17697 




1422 




17592 


47960 


A 


17698 


547 


1017 




17593 


47961 


A 


17699 


176 


431 




17594 


47962 


A 


17700 




846 




17595 


47963 


A 


17701 




1815 




17596 


47964 


A 


17702 




1578 




17597 


47965 


A 


17703 




1149 




17598 


47966 


A 


17704 


22 


441 




17599 


47967 


A 


17705 


828 


920 




17600 


47968 


A 


17706 


1 


231 


MESKRLDNA/CAGGGD*PQLH 
OC PR * TA VD* RRNOTA FA * R D A 
STYRHESGGNASPECHGI YOR 
QKNADGGGGQRRJ 


17601 


47969 


A 


17707 


1 


563 




17602 


47970 


A 


17708 


19 


372 




17603 


47971 


A 


17709 


134 


491 




17604 < 


47972 


A 


17710 


1 ! 


?69 




17605 < 


47973 


A 


17711 


59 


S39 




17606 i 


47974 


A 


17712 


186 


725 




17607 * 


47975 


\ 


17713 


i : 


251 




17608 i 


47976 


\ 


17714 


1381 : 


>2I7 




17609 < 


47977 


\ 


17715 : 


>57 J 


104 





2221 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID MO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence j 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \— possible nucleotide insertion) 


17610 


47978 


B 


17716 


j 


2361 




1761 1 


47979 


A 


17717 




2832 




17612 


47980 


A 


17718 


j 


3477 




17613 


47981 


B 


17719 1 


143 


3122 




17614 


47982 


A 


17720 




3018 




17615 


47983 


A 


17721 




4371 




17616 


47984 


B 


17722 




2010 




17617 


47985 


A 


17723 




2168 




17618 


47986 


A 


17724 




2067 


MKLEIEIQKSLPKI1MESRSWFFEKI 

HKIDRLLARLIKKKREKNQIDTI 

KNDKGDITANPTAIQTT1REYY 

KHLYANKLENLEEMDKFLDTY 

TLPRLNQEEAESL7MTPITGSDI E 

A1INSLPTKKSPGPDGLTAEFYQ 

RYKEELKKEGILLSSFYEASILLI 

PKPGRDTTKKENFRPISLMNID 

AKILNKILANRJQQHIKKLIHHD 

QVGFIPGMQGWFNICKSFNVIQ 

HrNRTKDKNHTMSIDAEICAFDK 

I QQPFMLKTLN KLG1 DGTY LKII 

RAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPVSPVVFNTVLEVL 

AREIRQEKE1KGIQLGKEEVKRS 

LFADDM1VYLENPIVSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTMNRQTESQIMSELPFTIAPKR 

IKYLRJQLTRDVKDLFKENYKL 

LLNEIKEDTNKWKNIPCSWVGR 

IN1VKMAILPKG1HRFNAIPIKLP 

MTFFTELEKTTLKFIWMQKRAR 

IAKS1LSRKYICAGGSMLPDFKL 

C YKATVTKKA WY WYQN RD I D 

QWNRTEPSE1MPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LTICRKLKLDPFLTPYTErNSRW 

IKDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMATKAK 

IDEWDLLKLKXSFCTAKETTVR 

VNRQPTEWETIFAIYSS 


17619 


47987 


A 


17725 




3457 




17620 


47988 


A 


17726 


j 


3630 




17621 


47989 


B 


17727 




3384 




17622 


47990 


B 


17728 


j 


2199 




17623 


47991 


A 


17729 


1 


3924 




17624 


47992 


A 


17730 




3345 




17625 


47993 


A 


17731 




2382 




17626 


47994 


A 


17732 




3720 




17627 


47995 


A 


17733 




3894 





2222 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


17628 


47996 


A 


17734 


1 


2427 


MGCVRQIIPLGTHPVVHQLTSIP 

QNCQSPQKTRKDREIGQPRGAY 

GDMRSKCNVMLMMESWNRKR 

TLEIQTTIREYYKHLYTNKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITHSDI VT1 INSLPTKKASPG 

PDRFTAKFYQRYKEELVPFLLK 

LFQS1EK/EGILPNSFYEASIIL1PK 

LGRDTTKKENFRPISLMNTDAK 

ILNKILANRJQQHIKKLIQHDQV 

GFIPGMQGWFNIRKSINIIQHIN 

RJKDKNHMI1SIDAEKAFDKIQQ 

PFMLKTLNKLGI DGT YLK1 IRA1 

YDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEALAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKJNVQKSQAFLYTS 

NRQTESQI MSELPFTI A S KRI K Y 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWFCNIPCSWIGRINIV 

KMAILHKALYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRACIA 

KS1LSQKNKAGGITLPDFKLHY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEIIPPIYNYLIFDKLDKN 

KK WGKDCLFNK WC WQN W LA I 

CRKLKLDPLLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFVTYSSDKGLISRIY 


17629 | 


47997 


A 


17735 


1 


3780 




17630 


47998 


A 


17736 


1 


2808 




17631 


47999 


A 


17737 


1 


4842 




17632 


48000 


B 


17738 


331 


3282 




17633 


48001 


A 


17739 


1 


2880 




17634 


48002 


A 


17740 


1 


3213 





BNSDOCID: <WO 0175067A3JA> 



2223 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17635 


48003 


A 


17741 


1 


2561 


MKAEIKTFFETNKNKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

YSKASRRQEITKIRAELKEIETQ 

KTLQK1NESRSWFFEKINKIDRP 

LTRLIKKKREKNQIDSIKNDKG 

DiTTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSE1 EA 1 INSLPT 

KKSPGPDGFTAEFYQRYKEELV 

PFLLKLFQSIEKEGILPNSFYEAS 

1ILITKPGRHTTKKNFRPISLMNI 

GAKILNKILANR1QQHIKICLIHH 

DQVGFIPGMQGWFNIRKSINVI 

QHINITNDKNHM1IS1DAENAFD 

KIQQRFMLKTLNKLGIDGMYL 

KIIRAIYDKPTATQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNS 

QTESQIMTELPFTIASKR1KYLG1 

QLTRDVKDLFKENYKPLLSEIK 

EDTKK.GKNIPCSWVGRJNIMK 

MDILPKVIYTFNAIP1KLPMTFFT 

EVEKTTLKFICNQKRARIAKSFL 

SQKNKAGGITPPDFKLYYKATV 

TKTACY WYQN RDIDQ WNRTEP 

SEIMQHIYMYLIFDKPDKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDSFLTPYTK1NSRW1KDLNIR 

PKTIKTLEENLGSIIQDIGMGKD 

FMSKTPKAMATKAIIDEWDLIK 

LKSFCTAKETTMRVNRQPTEW 

EK1FATYSSDIGLISRJYNELKQI 


17636 


48004 


A 


17742 


1 


5042 


MTGSNSHITILTLNrNGLNSAIK 

RHRLASWIKSQDPSVCCIQETH 

LMCRDTHRLK 1 KG WRKIYQAN 

GKQKKAGVAILVSDKTDFKLPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSILDR 

STRQKVNKDTQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSKIDH1VGSKALLSKCKLRTEI 

ITNYLSDHSAIKLELRJKNLTQS 

RSTTWKLNNL 


17637 


48005 


A 


17743 


101 ! 


471 


MLSRJLASRMRMRFAVEVVRA 
VRE/RVGNDF1IIYRLSMLDLVE 
DGGTFA ETVELAQA VE A AG ATI 
rNTGIGWHEARIPTIATPVPRGA 
FSWVTRKLKGHVSLPLVTTNRJ 
N DPQ V A DDI LSSTH 


17638 


48006 


A 


17744 


161 


311 





2224 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 

OO/^zlO 7I7 

Uy/MU^ 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


17639 


48007 


A 


17745 


221 


799 




17640 


48008 


A 


17746 


20 


346 




17641 


48009 


A 


17747 


431 


1578 




17642 


48010 


A 


17748 


1 


771 




17643 


48011 


A 


17749 


_> 


863 


AVLRREMRQMEGAWLGSDLV 

DQGKERLNRLGFFETVDTDTQ 

RV/PGSPDQVDVVYKAIVSLGGR 

LFYNDFQADDADLSDYTNKKIE 

1IDSHADYFHIDIMDGHFVPNLT 

LSPFFVSQVKKLATKPLDCHLM 

VTRPQDYIAQLARAGADFITLH 

PETINGQAFRLIDEIRRHDMKV 

GLILNPETPVEAMKYYIHKADK 

iTVMTvnpriFAnnPFFPPui ni^ 

ii v ivi i v LJr UrrtU^rr lr .CIVlLrLJiV 

LAFI KAWRPRFHI PVPfPvnr.c 

t^>f\L^L^r\^n. w jvj^i\j_,VJI_/XS I LIC V LJVJO 

CNOATYFKI MA AHAnvPTvr.T 
SGI FNHAFNlDFAWRVMTAnir 
AAKSE 


17644 


48012 


A 


17750 


2 


893 




17645 


48013 


A 


17751 


139 


2057 




17646 


48014 


A 


17752 


2 


361 




17647 


48015 


A 


17753 


497 


897 


PRSASFSAWLAFCST/TKDSHPL 

GHGARPLIRAHADVEENCDHPF 
ILIVHPSIHPIIYLSIHPSTIRGERL 
MTQIPLIKHFLAGVTGLKLTQQ 
MRFCENVCLPLIATAGNRQTH 


17648 


48016 


A 


17754 


83 


1038 


PSRAGHLPPKIKSSMAGTTPCLS 

IMVRQRK/PLVPAPLYQGMRDG 

KIVRFEEITRTPLEVQDCLLASA 

LALGLALMGNAQAVTTIPFWH 

SMEGELGKEVDSLAQRFNAEN 

PDYKIVPTYKGNYEQNLSAGIA 

AFRTGNAPTYFAGHIMQACGV 

ALSATIYFIRRKVVSLSDQKLNI 

AMTFVGSMSGALLVQYVQAD 

VLRQILPILVICIGLYFLLMPKLG 
EEDRORRMYGI PFAT lA^r.rv 

GFYDGFFGPAAGSFYAI AFVTl 
CGFNI AKATAHAKI T TJATQTsJir: 
GLLLFILGGKVIWATriPVMl vr. 

UULiUl IIjVJVJIV V 1 VV AY 1 VJ i V 1V1 \_, V VJ 

OFLGAPHGVPTCV 


17649 


48017 


A 


17755 


571 


1728 




17650 i 


48018 


A 


17756 


332 


511 




17651 - 


48019 


A 


17757 


581 < 


337 J 


RALR*SLQDGSAKRGASVS 


17652 - 


48020 


A 


17758 


1 


1098 




17653 < 


48021 


A 


17759 


1 


>66 





BNSDOCID: <WO 0175067 A3_IA> 



2225 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17654 


48022 


A 


17760 


321 


611 


GEGENYCDSVVMTWVAI*QN 

WQCHCCSLRCASLRQG*RQDV 

TDTRGET1KREMARNWV/WRA 

RVINAGFSRGSLLRGPISDHRRK 

RLSASIRQFYPRP 


17655 


48023 


B 


17761 


95 


645 




17656 


48024 


B 


17762 


1 


3978 




17657 


48025 


A 


17763 


1 


328 


MLIAEGLMTAKN1TVITNSLPA 

AFALSENKDITLVVCGGTVRHK 

TRSMHGS1AERSLQDINADLMF 

VGADGIDAVNGITTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLP1EKIDIU1 DDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

VYLViSLSASLLVLTDCSTEVK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSHENLTLAQVKVLKRDKAPA 

REKALKLLERVGLSAHANKFP 

AHYSGGQQQRVAIARALCMDP 

IAMLFDEPTSALDPEMINEVLD 

VMVELANEGMTMMVVTHEM 

GFAVKWRIGSTQQGAQLHCNR 

WLHVRKHLLVAYYNLVG1KPG 

KESYMRLNEKALDDFCQSLVD 

YLSAGHFSIYERJLHKLEGNGQ 

LARAAKJWPQLEANTQQIMDY 

YDSSLETAIDHDNYLEFQQVLS 

DIGEALEAAFVLEDKLILLVLD 

AAR*NLLKLKVIIMIDGGFQTGI 

VVIHNLLSIGFELRPNLRGAREL 

PVAFQLMKNALINTEMSGRQVI 

DQALTKIIKGFFV 


17658 


48026 


A 


17764 


216 


473 


DALRVASGNGCYSALLPLFCRJ. 
L*AESA*VPVQRPCGETLMRSS 
VVCLGGTAPECSSLGCAEKSGR 
SWPRKVAHTLGSWTVPRES 


17659 


48027 


B 


17765 


1 


1570 




17660 


48028 


A 


17766 


1580 


1764 


PASSLVMR*CLNRJA\SRAHQPA 
VRAY*SASAPGIA*KENA*G*RL 
HHR*NPAGKPDPGLL 


17661 


48029 


A 


17767 


1 


1827 




17662 


48030 


B 


17768 


1 


1281 




17663 


48031 


B 


17769 


72 


1169 





2226 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17664 


48032 


A 


17770 


20 


552 


SAGDA*DWFWHGGVAGGNG* 
RSP*A/VTSSALKC1HRALVRAW 
LLRMKKV*ATCA*CVTMRLKC 
CIKVCPDNSLRMVQLFFPDPWH 
KARHNICRR1VOVPFAPI vi/ci/i 

QLGGVFHMATDWEPYAEHML 
EVMSSIDGYKNLSESNDYVPRP 
ASRPVTKFEQRGHRLGHGVWD 
LMFERVK 


17665 


48033 


A 


17771 


3287 


3568 


C AFORInITWH A \C 1 W A <iPTP\/F\/P 
**1 1 A^T TTPMkTPA A ypr.ri/ kav\ 

L.L/YOL 1 li |V1 IS. r/\A IV1 r VjV. J |VIV| 

W WR VfR A 9 A prni^ *qi rr\T 

w w iv v v^ivAoAolvr vvV^iSl. oLL^l 
PASVNTT T TVTA VPf A <vM A qtt 
TRLWKI 

I IVLv VV IN. t 


17666 


48034 


A 


17772 


1 


3126 




17667 


48035 


A 


17773 


249 


3943 




17668 


48036 


B 


17774 


1 


2178 




17669 


48037 


A 


17775 


263 


434 




17670 


48038 


A 


17776 


619 


1184 


MRTSCGSFIKRRVMRRIASGMV 
AENRAV**PSGICAIMVSTSSMK 
PMRSISSASSRTRPLSL/AEVQSA 
TFQVVQQTARSTDNDLRPLTQ 

f,A*| HVTTI A AVONl/ipm ppap 
VJ/T. Ln V l l Ln A V y o/ 1 r rlLivKAL 

v ivJN roLjLyyr V r r V txvjo V rf\r 

c-o ▼ v L.OrtyL/yUoA 1DV IVtvJVI LvJ 

FFR\PNnPYPPRRr,wQAn\/cvT 

rrivorovjr i rLlUvUrloAUVt Y 1 

LPELEMVFRNPDR 


17671 


48039 


A 


17777 


1 


1485 




17672 


48040 


A 


17778 


497 


1838 




17673 


48041 


A 


17779 


534 


922 




17674 


48042 


A 


17780 


1 


458 


MQQLEEALKQLAQGSGSSQAL 
TQVRRWDSACQKLPDANLAL1 
SVAGEYAAELANQALDRNLNV 

KGLLVMGPDC/WYVDDCRHTA 
GFC * RD A G RQ Y WRH WRFR YR 
DSG A VFADC AG RGGN YSRD WP 
WRARPQP 


17675 


48043 


A 


17781 


2 


270 


OAfiK Y Yfifi A VFA PVPfi A IMP.r. 
VLRTMNIFPDAI T^VFWNFFVr 
MHGFGTnGR^*FA RPnTPQV^AP 

rtfa nTa r nr>TR nprnrnr.p qi 


17676 


48044 


A 


17782 


j 


1437 




17677 


48045 


B 


17783 


63 


201 




17678 [ 


48046 


A 


17784 


1016 


1263 




17679 


48047 


A 


17785 


1 


933 




17680 


48048 


B 


17786 


1 


1888 




17681 


48049 


A 


17787 


845 


2220 




17682 


48050 


A 


17788 


110 


581 




17683 


48051 


A 


1 7789 i 


596 


989 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ l» NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17684 


48052 


A 


17790 


199 


573 




17685 


48053 


A 


17791 


1 


3270 




17686 


48054 


A 


17792 


1 


3018 




17687 


48055 


B 


17793 


1 


708 




17688 


48056 ; 


A 


17794 


264 


512 


FLAQWLPELPLSRHLRQCTWCR 
RHRNRW* VRSLHRCWLADCRC 
PELRIRSHDL*SLAQRSLYDRTR 
TPDRRQLRTVLH WLLC 


17689 


48057 


A 


17795 


1 


2109 




17690 


48058 


A 


17796 


1239 


1854 


YHDDRNQPDAGNPSNADSGPQ 

I * Q ATG S PRRL V RR\R WK R VN R 

LLAGKLA1VIDDFGYRPHNENQ 

VLAMPSAISVAVLPDSPHARJEM 

ATKAHNSGHEVLIHLPMAPLSK 

Q/TAGEKYATPGDEQRRN*AHY 

S*\WVNMVPYAVGINNHMGSK 

MTSNLFGMQKVMQALERYNL 

YFLDSVTIGNTQAMRAAQGTG 

VKVITRKVFLDGFAK 


17691 


48059 


B 


17797 


1 


2243 




17692 


48060 


A 


17798 


74 


295 


TISVLWLMLSLNTSKKRLA*TG 
S1GFFGLHSFTPRNGLRGASGTA 
FFGGVEVSTCGSFSKLLAFTSV 
MSGGRL 


17693 


48061 


A 


17799 


1 


1872 


MLRIHCMQHWYNLSDGAMED 

ALYEIASMRLFARLSLDSALPD 

RTTIMNFRHLLEQHQLARQLFK 

TINRWLAEAGVMMTQGTLVD 

ATI I EAPSSTKNKEQQRDPEM H 

QTKKGNQWHFGMKAHIGVDA 

KSGLTHSLVTTAANEHDLNQL 

GNLLHGEEQFVSADAGYQGAP 

QREELAEVDVDWLIAERPGKV 

RTLKQHPRKNRTGISIAYMTGSI 

RARVEHPFRJIKRQFGFVTARYR 

GCLNTITNGDVFPLATWFGG 


17694 


48062 


A 


17800 


1 


1269 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


17695 


48063 


A 


17801 


1 


1988 


IVfNDSEFHRLADQLWLTIEERLD 

DWDGDSDIDCE1NGGVLTITFE 

NGSKIIINRQEPLHQVWLATKQ 

GGYHFDLKGDEW1CDRSGETF 

WDLLEQAATQQAGET1TGFRV 

YTLQLNAQLRLGFLRLPYSVNL 

ATEYKSLTHYTKVPEATNPSLE 

SSVDVKLS A.NRLKYPMMR1CRL 

MKMWREAKALHSDPVEAWAS 

1IEDADKAKSFKQARGRGGFVR 

SSWQEVNEL1AASNVYTIKNYG 

PDRVAGFSPIPAMSMVSYASGA 

RYLSLIGGTCLSFYDWYCDLPP 

ASPQTWGEQTDVPESADWYNS 

S YII A WG SN VPQTRTPD A H FFTE 

VRYKGTKTV A VTPD Y A EI A KL 

CDLWLAPKQGTDAAMALAMG 

HVMLREFHLDNPSQYFTDYVR 

RYTDMPMLVMLEERDGYYAA 

GRMLRAADLVDALGQENNPE 

WKTVAFNTNGEMVAPNGSIGF 

RWGEKGKWNLES1A\R1ENPHF 

RSVKHNPVLVRQLPVKNLTLV 

DGNTCPVVSVYDLVLANYGLD 

RGLEDENSAKDYAEIKPYTPA 

WGEQITR VPRQ YIETI A REF ADT 

AHKTHnR^MIFf n a nvxiuu/vu 
ii\ i n vj rvoivi 1 1 vj/avj v in n W i ri 

ivii_yi.vj.ix i iv\JiViii>JiviL,lr V_^vJv^ V Uyo 

\JVJVJ W r\n I V UyC(Pi.LI\ry 1 VJ W L, 

r L./\r txi^LJ w in ivr r r\\£ivl IN o 1 or r Y 

njjy W IV I Crv V 0/A.v<l2fl_»i - »Oi L>/\ 


17696 


48064 


A 


17802 


3854 


5726 




17697 


48065 


B 


17803 


1 : 


1869 




17698 


48066 


A 


17804 


391 


1246 




17699 


48067 


A 


17805 


58 


1353 




17700 


48068 


A 


17806 


872 


2123 




17701 


48069 


A 


17807 


1 


1422 




17702 


48070 


A 


17808 


217 


509 


, — 


17703 


48071 


A 


17809 


76 


422 




17704 


48072 


A 


17810 


2 


288 




17705 


48073 


A 


17811 


1 


1626 




17706 


48074 


A 


17812 


779 


832 




17707 


48075 


A 


17813 


1 


1818 




17708 \ 


48076 


A 


17814 


I 


645 




17709 


48077 


A 


17815 


157 


293 


ALVCSSPWPSEKCKSKPQ*DTIS 
HQLEWQSLKSQETTGAGEDVE 
K 


17710 


48078 


A 


17816 


1 


1446 




17711 


48079 


A 


17817 


1 


306 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17712 


48080 


A 


17818 


71 


513 


TIRSGLGWSQMEMRNMLGTGA 

KKYKLPSENTI>JTST0I>J*K1*K 

KRINSSTHTLSQD*TRKKLLNL*I 

DQ*QELKLWQ*SIAYQPKRVQD 

QMDSQ/REFYQRYKEELHINRA 

KDKNHMIISIDAEKAFDKIQQRF 

MLKTLNEVLMGRISK 


17713 


48081 


A 


17819 


1 


828 




17714 . 


48082 


B 


17820 


1 


567 




17715 


48083 


A 


17821 


1 


1224 




17716 


48084 


A 


17822 


1 


897 




17717 


48085 


A 


17823 


207 


547 


NHFLQGLGPLLQFPTSSSSPSET 

TSAWTLCPHHYQAFGQSHSTSL 

♦EV/HKLSHIFMSSSEPSKLFQPL 

PVTQFQSRFHIFRYLFSSIPLYW 

CQFTVLVHFPAADKDISVTTIP 


17718 


48086 


B 


17824 


1 


1128 




17719 


48087 


A 


17825 


1 


765 




17720 


48088 


A 


17826 


1 


952 




17721 


48089 


A 


17827 


1570 


2176 


FLQSTHLTKG * Y PESTMN SN KF 

TRKKQPNQRAKDMKRPFSKED 

IDAANKHMKKCSSSLAIREMQI 

KTTM R Y H FTP V RM A 1 1 KKSGNN 

RCWRGCGE1GTLLHCWWDCKL 

IQPLWKSMWRJLKDLELEIPFD 

PA I PLLG1 YPKD YKSCC YKDTCT 

H M FI A ALFTI AKTWNQPKCPTM 

IDWIKKMWHIYTMEYYGAIKR 

MSSCPL 


17722 


48090 


A 


17828. 


1 


531 




17723 


48091 


A 


17829 


1 


462 




17724 


48092 


A 


17830 


876 


111! 




17725 


48093 


A 


17831 


2 


276 


LLPGFFCSNLAPVPPSGGHQHD 

LPYPSSA*NPGASGTGQARMGQ 

SHQWAFLWRKDAHVRKESGY 

MYSLYDRAYGERTTGRRGRGR 

GPIPRP 


17726 


48094 


A 


17832 


1 


1290 




17727 


48095 


A 


17833 


1293 


1863 


RSTPSMKE/QLATALPRHMTAE 

RM1RIANTEFRKVPALGNCDTM 

SFVSAIVQCPQLGLEPGSASGH 

AYLLPFGNKNEKSGKKNVQLII 

GYRGMIDLARRSGQIASLSARV 

VREGDEFSFEFGLDEKLIHRPGE 

NEDAPVTHVYAVARLKDGGTQ 

FEVMTRKQI ELVRSLSKADTD\* 

PWMCPCPMKRKSAT 


17728 


48096 


C 


17834 


1 


786 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn T 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17729 


48097 


A 


17835 


2 


654 


FCRQRQCQVYRRGRFTHAAFT 

GTHRDNVLQVQSKLRADGCAL 

EDYFSQSEQVLPSELAFDEAPQ 

DVVNK VFNITLRT1 M EGQSIVN 

VDEIHRAARFFYQARQRDLYG 

AGGSNAICADVQHKFLRIGVRC 

QAYPDAHIMMMSASLLQEGDV 

VLVVTHSGRTSDVKAAVELAK 

KNGAKI1C1THSYHSPIAKLADY 

LLUAr r V o V AI^LNICv^AINliNJVlC^ 

If "TYl A M + k'P P*XT\X/Ok' DTPAD 1 t? 
I /A.1V1 Pvivr IN W l^lvK ] LjV^rvUr 

V*PI ATIHR *RtJWPIII P A unDP 

RRY*VVMPRnPVV>J 
rvrv i v viviriv^/c r T IN 


17730 


48098 


A 


17836 


1 


4806 




17731 


48099 


A 


17837 


1 


466 




17732 


48100 


B 


17838 


193 


1045 




17733 


48101 


A 


17839 


1 196 


2732 




17734 


48102 


B 


17840 


1 


732 




17735 


48103 


A 


17841 


290 


664 




17736 


48104 


A 


17842 


302 


1716 




17737 


48105 


A 


17843 


249 


909 




17738 


48106 


A 


17844 


36 


340 




17739 


48107 


A 


17845 


902 


1455 


RRCVLRP/GLDIMRNRLNIRQQ 

QRLEQAAYEMTALRAATIELGP 

LVRGLPHLRTIHRQLYQDIFDW 

AGQRRITL1NHGFVPKSTTVVET 

NGPSDQSIAMRRPGQTISRIHQV 

VTCIIT IPROTH A RPA RI API IPX 

ATMkTTNITTXJ A I \/DF PX/r^r^trPTr^ a 
A.INIV l IN 1 11NAL V LJICW DUr r 1 U/\ 

CQIDCCFETGSHSVLARLGGAS 
AQDLQLDATSASHGSK 


17740 


48108 


A 


17846 


1 


1668 




17741 


48109 


A 


17847 


1 


1080 




17742 


48110 


A 


17848 


1 


907 


MRAGFTSNVLTFLTCTSHFLNT 

FRAADVANVQTATSNFRQIQVF 

EDIITQYNGKYILAVEGNPPLGE 

QGMFCISSGRPFIEKLKRAAAG 

ASAHAWGTCASWGCVQAARP 

NPTQATPIDKVITDKPIIKVPGCP 

PIPDVMSAIITYMVTFDRLPDVD 

RMGRPLMFYGQRIHDKCYRRA 

HFDAGEFVQSWDDDAA\PKVT 

ACTK WA A kTHI PPITPVPWTI P* 

VW WSRLLAGGNG LDRGRFSG V 
DSSW1SYLSSAISVTMAPATTLN 
QTSKAALAACAISTLCNGWPA 
VILAQHRWMKWSGLAS 


17743 - 


481 1 ) 


A 


17849 : 


239 


899 
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WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

f\f r w d f 1 r I »> vr> n ■ 11 r p 
III |lf_|MIUC Svl^UI-IILC 


Amino acid sequence ( \=linknovvn, 
*=Stop codon, /=possiblc nucleotide 

1 1 4* I t ■ r\ ri n c i 1 1> r* 1 1 r* 1 il* i \ 1 1 i 1 1 fc incprhAfki 


17744 


481 12 


A 


17850 


155 


249 


CMKRKTALTGGEPDR*TAMR* 
FTNKSPALTGS 


17745 


481 13 


A 


17851 


1 


1326 




17746 


481 14 


A 


17852 


1 


1394 




17747 


48115 


A 


17853 


46 


705 




17748 


481 16 


A 


17854 


2 


488 




17749 


481 17 


A 


17855 


563 


687 


LLARTSRQ*KTSLNCVNKL*MP 
SGQWAVLLLPVCRCWWLRT 


17750 


48118 


A 


17856 


1 


1429 




17751 


48119 


A 


17857 


1 


1037 




17752 


48120 


A 


17858 


2 


276 


LLPGFFCSNLAPVPPSGGHQHD 

LPYPSSA*NPGASGTGQARMGQ 

SHQWAFLWRKDAHVRKESGY 

MYSLYDRAYGERTTGRRGRGR 

GPIPRP 


17753 


48121 


A 


17859 


3 


1290 




17754 


48122 


A 


17860 


1293 


1863 


RSTPSMKE/QLATALPRHMTAE 

RMI RI ANTEFRK VPALGNCDTM 

SFVSA1VQCPQLGLEPGSASGH 

AYLLPFGNKNEKSGKKNVQLll 

GYRGM1DLARRSGQIASLSARV 

VREGDEFSFEFGLDEKL1HRPGE 

NEDAPVTHVYAVARLKDGGTQ 

FEVMTRKQIELVRSLSKADTD\* 

PWMCPCPMKRKSAT 


17755 


48123 


A 


17861 


207 


210 


QLSLLLNLPLDSIHHRLASSALK 

RVNDQVGAAPPRHQSPPPRMA 

VSLAPRPVPVEWSCAKLLCLSC 

RVNCQD*GNKALTS1HFVWGE 

GIVGKMWLFYCTEAHFVRDPS 

GYSN 


17756 


48124 


A 


17862 


2 


654 


FC RQRQC Q V Y RRGRFTH A A FT 

GTHRDNVLQVQSKLRADGCAL 

EDYFSQSEQVLPSELAFDEAPQ 

DVVNKVFNITLRTIMEGQSIVN 

VDEIHRAARFFYQARQRDLYG 

AGGSNAICADVQHKFLR1GVRC 

QAYPDAHIMMMSASLLQEGDV 

VLVVTHSGRTSDVKAAVELAK 

KNGAKHCITHSYHSPIAKLADY 

UCSPAPETPLLGRNASARILQLT 

LLDAFFVSVAQLNIEQANINMQ 

KTGAM*KRP*NWQKRTGQRLF 

V*PIATIHR*RNWPIILFAHQPRK 

RRY*VVMPRQEYYN 


17757 


48125 


A 


17863 


1 | 


4806 




17758 


48126 


A 


17864 


1 


466 




17759 


48127 


A 


17865 


214 


907 




17760 


48128 


A 


17866 


1288 


2757 




17761 


48129 


A 


17867 


705 


839 


AGRSRENRRYRAKQPRCGKR*F 
*CVYRFYPSGRYAEPSSAPNYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


17762 


48130 


A 


17868 


199 


1628 




17763 


48131 


A 


17869 


746 


1013 


TRARRRFITA1 RF^^I VQAQPrr 

n wnrtrtroi3 \ r rtyyj VK "nrUK 

OFkT R ^vnxinpnr.rccc a cac\/d 
V/civjxo v vlN^rUuLoooAo^o V K 

QRPKSPQQPVQSANPSLLLCR 


17764 


48132 


A 


17870 


2 


331 




17765 


48133 


A 


17871 


1 


591 




17766 


48134 


A 


17872 


1 


1197 




17767 


48135 


A 


17873 


45 


3402 


NRFSH1SVTSACGWYHIPVEE/Q 

PE Y/PGN LELERRIRS A IR WN A I 

MTVLRASKKLDLELGGHMASFQ 

SSATIYDVCFNHFFRARNEQDG 

GDLVYFQGH1SPGVYARAFLEG 

RLTQEQLDNFRQEVHGNGLSS 

YPHPKLMPEFWQFPTVSMGLG 

Pin A1YOA kTFT k'VT FHPr.l V riT 
rivJrti i V<f/A.fv.i L-fv i Lcn txO L t\AJ I 

SKQTVYAFLGDGEMDEPESKG 
AITIATREKLD/NLVFVrNCNLQ 
RLDSPVRWDELLRKDTSGKLIQL 
MNETVDGDYQTFK 


17768 


48136 


A 


17874 


452 


1395 


LAGATGTA1RLILHAPLLLPIKM 

RLP/TVSEGKPDSIPAAEKFAAE 

NKNTYGALASLELAQQFVDKN 

ELEKAAAQLQQGLADTSDENL 

KAVINLRLARVQVQLKQADAA 

LKTLDTIKGEGWAAIVADLRGE 

ALLSKGDKQGKHQRAENCEIQ 

GYIDMIKHLVAPLVFTSLILTGC 

QSPQGKFTPEQVAAMQSYGFT 

ESAGDWSLGLSDAILFAKNDY 

I n/A.ixiviL/vj n J LI IN i UcL»^ Y IN t,OL> 

SLKRANVVADAWAMGGQIPRS 
NLTTQGLGKKYPIASNKTAQGR 
AENRRVAVVITTP 


17769 


48137 


B 


17875 j 


1 


1579 




17770 


48138 


A 


17876 


182 


2069 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


17771 


48139 


A 


17877 


I 


2017 


MESGVATRPIADFDVY1DKLTE 

FVYKTNLFMKPIFSQARfCAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKP1L1GRPNV1EMR1QKLGLQ1 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAE1TLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELMIDG 

EMHGDAALVEAIRNDRMPDSS 

LKGSAN1LVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTP1ASVRRIVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FT VRHTTN R YQHG V VTLRFSG 

CFFAFHRH1NAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAVASLAISS 

YLLSL1ANVLMLMS*SVLRMS 

WNPKWAWSSIWYS 


Mill 


48140 


A 


17878 


31 


312 


RGTGHCALYRRAAARCAICITL 
TTFISLFSSYFVIYNILLLIYLIFA 
ASFCLLVV*CIITVFITVCSAGD 
VSGMSATWCAFVAISVDHFTG 
FNRF 


17773 


48141 


A 


17879 


1 


1098 




17774 


48142 


A 


17880 




1015 




Mil 5 


48143 


B 


17881 


1 


1917 




Mil 6 


48144 


A 


17882 


931 


1773 




Mill 


48145 


A 


17883 


785 


956 


KKWMHSAV* WRKRSIRRVSSL 
GY*TQAKDRRFALPELRRJVCS 
TV R R Y V RR WRTN RT 


17778 


48146 


A 


17884 


221 


367 




17779 


48147 


B 


17885 


1 


1318 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17780 


48148 


A 


17886 


1 190 


1634 


APSQTVSLPEVASSMSGVMAG 
VEAVSSPGPYAVCAGSLLPSGW 

1 fViCT^VIAyiAQAU/QADr A\/C 
1 rvrvooA V o V rvi W \yrcLA 
v ivOLro i r /\r rvv^ V LArv 1 HAL 

PRRSSGCP*CDYSLQLLLQ*PAH 
*HLQGLLRKQLSCQR 


17781 


48149 


A 


17887 


1 


2499 




17782 


48150 


A 


17888 


454 


1698 




17783 


48151 


A 


17889 


635 


1665 


KSIFWRAPADCEP/QVRQSAKV 

QFGDYQANGMMAVAKKLGM 

APRQLAEQVLTHLDLNGIASKV 

EiAGPGFINIFLDPAFLAEHVQQ 

A L ASDRLG VATPEKQTI V VD YS 

APNRGFFGGGAPLGTTLQDLTR 

PTKEDGLQAKPISFWASFALQF 

VNVK1 ILYGVTALSTFVLPQTQ 

ALSWV VG VS VLLAMIGTFGN V 

CWALAGHLFQRJLFRQYGRQLN 

IVLALLLVYCAAFSKGTSDNVA 

1 1 PR QHP Vk' A MP fTr: VTnr ai d 
L>M-,r rvoV^tv V tVAiNv^l IKj Y 1 LKjv^LK 

f p c p \/f t MriFHC P A Tr\\i\/\i\/r\\ ; 
ir r f\jvii_yiNv^lr l^or A 1 I^JiN V N Vv^V 

LTTFN ANF WFH FY WNFTVFN V 
TQFAYCNHFIFCITCFCNDATPF 
AFFAVQQPERVHRKTAILL 


17784 


48152 


A 


17890 


73 


212 




17785 


48153 


A 


17891 


2049 


2445 


VFPVFLRIYVFWKKPGMKVTN 

ARWWHl V£ PI CTCI D\/ii DrvTAi 
/\I\JN W^LlvrL,r 1 cLr V ILrD 1 V^L 

XJV\/ A \X/N/t CI VCDAC*CDrAA*C\/ 

n T VAWMtL i orAt bRl(^A ¥ rV 
VWSWNIWLY*A*RLIQK*I!ALT 
PV VRTGKTKLMS AILFNIT1 HR 
MKAMNLSSPKRRLPPRNCGKK 


17786 


48154 


A 


17892 


1 


1476 




17787 


48155 


A 


17893 


332 


572 


RGGA*RQKHRRTSALSLLSLP* 
NMATAVHLHRFSTRRAVTSSS 
ARKWTNSGAMSGLNRASAXAV 
LRV*QSPEDGCCARJR 


17788 


48156 


A 


17894 


80 


405 


PR>JI RIc'^flPPIQri A IQPTCVO*ti 
TFPFQAPQTI ATVk' A Ar.rT.rTT 

v*;^ i a\i iNM. v n ou i vla\ o r ininc vlv 

Pf AfFkT A Rr^IMQTTPXCTTvlCX/K^D 
rL/\lXilW\rvOUNo 1 Ir lol No V IV] r 


17789 


48157 


A 


17895 


1 


1392 




17790 


48158 


A 


17896 


1 


1374 




17791 


48159 


A 


17897 


1971 


2306 




17792 


48160 


A 


17898 


209 


449 





17793 « 


48161 


A 


17899 


i : 


240 




17794 


48162 


A 


17900 


1 


456 




17795 


48163 


B 


17901 : 


222 


3807 




17796 < 


48164 


\ 


17902 


3140 


3219 




17797 - 


48165 


\ 


17903 : 


140 : 


>98 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Knknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17798 


48166 


A 


17904 


1902 


2047 


NQPVYRSNGD/RI WRTGKLFPT 

TVFRLIRTLSPRAFPPFTSYRRCS 

VAY 


17799 


48167 


B 


17905 


1 


1994 




17800 


48168 


A 


17906 


1 


2151 




1780! 


48169 


A 


17907 


3 l 


1127 


GTPYASQPV1RPVEGSKPLIKQV 

LDIGAHGTDKTIAQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEMIRLTEC1L 

GFTWNRLYQGrNVFTNAERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLSYVLYHQGLVPPHIAAGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKLYSTVFREYLGELFSRGYSV 

EYFVEGGRSR/TGRLLDPKTGVM 

LRGGTRPITLIPIYIGYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQGYVNFGEPMP 

LMTYLNQHVPDWRES1DPIEAV 

RPA WLTPTVNN 1 A ADLM VRTN 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 


17802 


48170 


A 


17908 


192 


486 


PVLVYLWVSFSWLCGRSLVCD 
AFGCVLCVLCFWCGVCWGWF 
SRCLVLVRVLDCVAVAWVCPL 
GVGIGLWV/RVLPTGLVSAVPC 
CCDVLARFRVDLCWG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17803 


48171 


A 


17909 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 

GIKQPPMQQFIDNMMDASDHP 

KFAQYRDTLNKLLQDDAFLAR 

HGLQEKRESLQALPARIPTSMV 

HGVTLSTMHGCPPHEIEAICRY 

M LEEKGLNTF VK LN PTLLGYA 

RVRE1LDVCGFGYIGLKEESFD 

HDLKLTQALEMLERLMALAKE 

KSLGFGVKLTNTLGTINNKGAL 

PGDSTSG V LRTYERLLTA WM L 

TCPCADEHQRGESVKLATALT 

WWLRGSQNRDEITKDGFQSNH 

AGG1 LGG ISSGQQ1 1 A HMALKPT 

SSIDVPGRTINRFGEEVEMITKG 

RHDPCVG1RAVPIAEAMLA1VL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSMGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRJLSSQVSNLGMGTVLIGDM 

GMPAGGRFNGGHASHQTGLDV 

DI FLQLPKTR WTS AQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTRIFVNPAIKQQ 

LCLDAGTIATGCAKCDPGVSIG 

A YA YLLTLRAQCLA HDLPDPLE 

PLEIDGTLLPRYVFIHGGPRVFT 

YYTPKEES1KLFHDYLDLHRSN 

PlSlT HVDM VPVQVMFP.P A Pr.P C 
r\.vjx_* v ni I i_, rvi vi l*> IN VJ V v^rv i r A V L 

Wl fiRD^FVRF^PW^T RPlV/IAnF 

~~ 1— ' VJ IVL/Oi v ivr Or j V OL<IVI\JVI r\ VJ t 

HCiTDKTI AOKI \ARVARM\HFA 

* *vj i i_/rv i 1 r\ Pv \r\ i\. V /A IVIVI \rl i /\ 

RQRLAAVGPRLPARQDLFNKL 


17804 


48172 


A 


17910 


1 


734 




17805 


48173 


A 


17911 


1 


962 




17806 


48174 


A 


17912 


1630 






17807 


48175 


A 


17913 


1360 


1600 

I \J\J\J 


rlMUKWAI 1 IN VP1 1 CO 1 IvARH 

C'T , CCTr~ , l/ r X/^l\/tII 1 U/A\I AT I/AUP 

o 1 oolON. 1 OtVlILL WAINALKA^HC 

LLSRNLP*KGES1NVANSLLSYF 
NLRPQCNQTRTQD 


17808 


48176 


A 


17914 


1 


816 




17809 


48177 


A 


17915 


703 


1 546 




17810 


48178 


A 


17916 


209 


485 


QV1RPTF1PSTSSNGAISLPASTR 
RDS*MANAS*RCSLA*RATMFP 
A*SATSIFHARPGVEGT*IVRJV 
VIMLRLLSRRKVRGIRLPAAVLI 


17811 


48179 


A 


17917 


619 


1167 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence j 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, j 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


17812 


48180 


A 


17918 


1 


764 


DSGQQLDDVQLARYLLSGQNQ 

PKSDRPYRVR*LTGAMLKLILT 

L/VIEGNVTLGHRVKIGTGCVIK 

NSGDWR*LRNQSVYRCGRCES 

GSGLYHWARLPVCVLVLSCWK 

VLTSSLVPPD 


17813 


48181 


A 


17919 


3 


1462 




17814 


48182 


A 


17920 


122 


983 




17815 


48183 


B 


17921 


1 


1287 




17816 


48184 


A 


17922 


289 


958 




17817 


48185 


A 


17923 


1 


5079 




17818 


48186 


A 


17924 


1 


255 




17819 


48187 


A j 


17925 


1892 


2448 


TESRCADGAGSVDVGTEPVVP 

RVELVAKWPGSRAGGTGLGCS 

PWVGAGCVGGLGPQARLSGPT 

ASTEASAKAASTLASLMWLRV 

RL*GACPFARTGATAPSSSKGP 

ELGVSGLRKATWMGRGSGCCT 

RGLGAGEWRAVPESCGLDESS 

EDSDDRDHAVPFSSSSCRRSML 

RPRRVARGLCRRRGV 


17820 


48188 


B 


17926 


52 


888 




17821 


48189 


A 


17927 


929 


1148 


TVWNGTCGLPFSSLMKCMVIM 
1 MRAIQKJCM MSKPDTITL VG W 
N*RRASVFSGQPRVEKVHSAEE 
NQVSRTSSS 


17822 


48190 


A 


17928 


125 


937 


RISMVFPWCFCSCSRTLATTPAP 

TVRPPSRIAKRRPSSIAIGWIRVT 

TILMLSPGIT1STPSGSSMVPVTS 

VVRK*NCGR*PLKNGV*RPPSS 

LDRMYTSDSNLHGLRPAVSPVT 

NTPA/SDGYYSHDGSLAQVDLS 

ANYHEGQYTSAGLSLQGGATL 

TTHGGALHRTQNMGGTRLLID 

ADGVADVPVEGNGAAVYTNM 

FGKAVVSDVNNYYRNQAYIDL 

NKLPENAEATQSVVQATLTEG 

AIGYRKFAVISGQKAMAVVNF 

AEGKVSLAVV 


17823 


48191 


A 


17929 


3992 


4213 


VPAIQQKFPRSWKLGGERPPKA 
FRLRLSAA*RKSVP*AQRSLAD/ 
SGMPLRLEKCLDTF*TQIV*SAF 
KIQREGS 


17824 


48192 


A 


17930 


1 


1636 




17825 


48193 


A 


17931 


1 


900 




17826 


48194 


A 


17932 


1 


939 




17827 


48195 


A 


17933 


427 


1250 
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SKQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17828 


48196 


A 


17934 


52 1 


80S 


I fPQXlTCPi cri i rrvi \/actc\/i 
L-v^roIN 1 or LrO^-LLt^LiJL V Ai> 1 fclvl 

A PI\/fP \/PPlP A Dt^WM A * * I C A Tl CD 

AriviKVryrArlvVINA LrA 1 Ibr 
r i o V lNJVLUK.r Y r A W 1 IvoH^L 


17829 


48197 


A 


17935 


1 


90S? 




17830 


48198 


B 


17936 




573 




17831 


48199 


A 


17937 




1278 




17832 


48200 


A 


17938 


161 


659 




17833 


48201 


A 


17939 




588 




17834 


48202 


A 


17940 


695 


1281 


KLKPYSWAFSRQSGRSV1LTPPR 

\/T\/\/\/ \/ a /-\ T?fz DiD\/cr , T\ /iv /i\rr> r> 
V 1 V V V VAururlrvrvj I VjvjVKr 

\j W AAr 1 LrVAoV Y r r T AULAu 

r LlsJs^ IN KU A iN r A r r r I KKF1 M Y 

rr/M^KLv^crrAUWWALAWrb 
r. n*\ u/v k' c ddmptd r a 


17835 


48203 


A 


17941 




904 S 




17836 


48204 


A 


17942 


1 
1 


Oj / 




17837 


48205 


A 


17943 


3 1 






17838 


48206 


A 


17944 


1 


S8? 




17839 


48207 


A 


17945 


1 






17840 


48208 


A 


17946 


330 


S07 




17841 


48209 


A 


17947 




lo/J 




17842 


48210 


A 


17948 


1 


476 




17843 


48211 


A 


17949 


1 


537 




17844 


48212 


A 


17950 


2 


492 




17845 


48213 


A 


17951 


1 


1101 




17846 


48214 


A 


1 f 7J^. 


?S'?8 




I KKIN WKrlC^bfcbb WKAAGSST 

pi TTn , MDnrkTAr , Tv*DCD*TA a 
rL I 1 l^INKvv^ 1 AU1 Y*Kc>K T 1 A A 

DD+CDAT DDDMDD1 ATA \1 /A\/ 

KK ^rALrKKlN rKLA 1 AvjWVI^ Y 

ATnTDf>n\D\/Dni *I CADAT'DI/' 
A ly 1 Kl^l^VK V t^v^L^LbAPA I KK 

iNKLLAINAWL 1 M 


17847 


48215 


A 


17953 


125 


1 8^ 1 




17848 


48216 


A 


17954 


2 


OiJ 




17849 


48217 


A 


17955 


] 


840 




17850 


48218 


A 


17956 


1 


1 79 S 




17851 


48219 


A 


17957 


463 


1824 




17852 


48220 


A 


17958 


2 


1 17 




17853 


48221 


A 


17959 


1 


2640 




17854 


48222 


B 


17960 


223 


1560 




17855 


48223 


A 


17961 


638 


746 


RI P* MT* WS* KP WHKN YMMH A 
QASVDNLIKWKKGYQ 


17856 


48224 


A 


17962 


385 


514 




17857 


48225 


A 


17963 


17 


225 


SSPSKFTVAFFASLVMASAVSL 
ALSLRSLTTLSI/CGLVLQEERT 
DDALVEQFSPIRRARGHAPQQE 
ATEM 



2239 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17858 


48226 


A 


17964 


1 


521 


LVFLVLFVGFLSCFKSTYTLTY 

GDSPSLCDGLLII*1ISRIDTNKPA 

DNSISGIRDVGWVAKSYQVA/V 

GERLHNRTPGTSHQSDTRFDF* 

LC*PGSACPNLVSEHERPQANM 

LVEASGRLAA*YQNALSCSFGY 

GVGLVRRQDFSSLGRFLQSAFA 

SNRY*QVVWVFEFQQVS 


17859 


48227 


A 


17965 


267 


554 


LRFRFTRAVGRIFHRLDLLVLL 

GCNRYGRRGGDHGLCSVLVPR 

SLRLGRLPGGDSAAADAQSRH 

REKCR*DGVLVCDDQNRQTPV 

WKPHQEDVQV 


17860 


48228 


A 


17966 


1 


915 




17861 


48229 


A 


17967 


1226 


1399 


SDSNISICTCAQIH*KHFRJI*NCT 
L*EVEP*RLS*M*LQRKCVQGEP 
SKVHSLWGI 


17862 


48230 


A 


17968 


828 


1070 


SFFD YQTS ALEH ARR* LHCRT* 
NAGWLPHRTDRSSGYHGRTCS 
AAGRCSSGDHSSYQQQNPAEK 
LPAGHPQRSGSPERTG 


17863 


48231 


A 


17969 


45 


1198 




17864 


48232 


A 


17970 


348 


508 


RLFRWCPM*S\WASYFPPESQSL 
PDSYWLF*ECNLPTAYNSQNAII 
RESHAIYS 


17865 


48233 


A 


17971 


251 


601 


MAKJCMSLSIAVFWRRLYAYXY 

PHLR*KS*TNW/QWWRSALS*A 

V*PNRS/1DSRWSIIWSVLFGML 

V/AT/ALAPAFWLRY*KKSFSA 

WNPTKSPRCLSNARPCCSLSKK 

ASLPWTIAARSR 


17866 


48234 


A 


17972 


1 


2121 




17867 


48235 


C 


17973 


I 


1710 




17868 


48236 


A 


17974 


I 


1335 




17869 


48237 


A 


17975 


I 


1497 




17870 


48238 


A 


17976 




824 




17871 


48239 


A 


17977 


I 


1965 




17872 


48240 


A 


17978 


1 


3555 




17873 


48241 


B 


17979 


197 


2021 




17874 


48242 


A 


17980 




348 




17875 


48243 


A 


17981 




891 




17876 


48244 


A 


17982 




679 





2240 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


17877 


48245 


A 


17983 


3 


2502 


EAIREVSNPI\PQEEIWTHREAVP 

PVQLLTGWCVTAKAPPDISA1S 

ALTAVKHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTMATLGRLMSLLSPFDVVIW 

MTDG WPLYESRLKGKLHA I L V 

TFEEKFQEEPVKKQIIMVSISVS 

DTGGKKEKPKLINLSSKTNGLQ 

NTTEAQLCETKSDFELSFSGFNP 

IS1DTEDMKTGCCFQEQSVRRA 

YFKATSSPRRGUITKLTTRVDG 

YVADDPSRRYSGHGDLLWPNA 

GNSCVETTVGSLLCEVQAAPTP 

HTLEG KHGCRN K EKKRLTHSG 

ACTYTFSELGLELWAWNCGKT 

EVNLGAVGKGVGGDRGFKKJH 

AKSQFTCSVLYTFTIKQGISLTL 

WSfCVMHILEHLKENSKQLTSIC 

TRYQRVFGPTWLHETIFCKVAL 

TATLLAELEKTSTLQTFLDKIW1 

LG AQQHTG SQEPSQ ALLTC DP A 

WKKALRKVTQKGGAFFGVDN 

LG S S LSPTTDL L YE EQRLTS LSG 

SWFP1CVMVELTLRAGSSPGGR 

LYVEFDQAVTKEPRFLQYKHY 

WDGAVAGSSILRQDSFVAEAST 

TITRIESPSVPSRSSTFLDDFS1TO 

QHRRHAGLSVMLSL1ISPPVRGL 

CQERTLRRDFRERLMYLDLEY 

QSGYCRJLRTAGSEMQMVPDVL 

I FA HRSGL AG LFPGLDRRL VN A 


17878 


48246 


A 


17984 


10 


211 


n^sO^TIFTFA A R UATJI U/AXIPlvlT 
^JOyo I ir I rA/\K.W\lNLWAINclN I 

ui oiorb\j vuc^ivnuoor IV r rU 
S DR C <s P \A/ <\ PR ^ o n nun Q PATW 

V 


17879 


48247 


A 


17985 


1 


1725 




17880 


48248 


A 


17986 


1 


379 


_ — 


17881 


48249 


A 


17987 


3 


273 




17882 


48250 


A 


17988 


3 


1 157 




17883 


48251 


A 


17989 


76 


378 




17884 


48252 


A 


17990 


1527 


2005 




17885 


48253 


A 


17991 


578 


1312 




17886 


48254 


A 


17992 


1 


1758 




17887 < 


48255 


A 


17993 


I 


2433 
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BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Urikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17888 


48256 


A 


17994 


1 


537 


SQEELLQQALVAQLA/HSEQLE 

GVQLPEPDEPSARHALPANEPRI 

VLHNGVVSYNDRPILNNLSWQ 

HIGYVSSSLHLDYRVSTTVRNV 

1LSGYFDSIGIYQAVSDRQQKLV 

QQWLDILGIDKRTADAPFHSLS 

WGQQRJLALIVRALVKHPTLLIL 

DEPLQGLDPLNRQLIRRFVDVLI 


17889 


48257 


A 


17995 


1 


536 




17890 


48258 


A 


17996 


1 


1319 




17891 


48259 


c 


17997 


74 


341 




17892 


48260 


A 


17998 


3 


103 




17893 


48261 


A 


17999 


1 


745 




17894 


48262 


A 


18000 


1 


663 




17895 


48263 


A 


18001 


2 


297 




17896 


48264 


A 


18002 


8 


340 


VPANSLSA1ALFRRESVTPLAAL 

AASPVCAGRFVLLKNHRRDLP* 

ISVPVNSSSNSARSLVWHSGRQ 

QIAPDWSSKDDFMRLGKPNRFS 

VLLLATWIR*STVIRRSPFTS 



i 

i 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17897 


48265 


A 


18003 


1 


1341 


MVHRFGIRVRFVALGFYQDVIL 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

F WG YPFAANKV V I AG FEL EG ET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NH LP A V VEMMTLHRC A IN RHN 

FVRRVGPAG1STFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

HADVQTATLLLNTVNLEQKQA 

NA1LSGLSDM1PNSSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPIVGRGWARLTKEKPGELA1 

SWMHIPQLNGQDQQLTLTVGE 

NGHYTLEGEEFTVNGMVGQRL 

EKDG V ALTI ADI KAKPGTQF V L 

SQRTELEAINALQETFTVSERSK 

ESGMLELTMTG DDPQLITRILN 

SIANNYLQQNIARQAAQDSQSL 

EFLQRQLP*TLSKNRPTPFSAA*/ 

DDMJPNSSPESAPEIQLLQSRMI 

LGKTIAELNLRDIVEQKYFPI/D 

GSRLGE1NQRKTR*AGDQLDAY 

STTEWSGSATDTAQVGENGHYT 

LEGEEFTVNG/NGRPASGKRWR 

C ADYRGH *GQDQQLTLTVG EN 

GHYTLEGEEFTVNGMVGQRLE 

tVL^VJ V AL. 1 lAUIJVAK.rO 1 i^Jr VLo 

QRTELEAINALQETFTVSERSKE 
SGMLELTMTG DDPQLITRILN SI 
ANNYLQQNIARQAAQDSQSLE 
FLQRQLPEVRSELDQRKKNSTFI 


17898 


48266 


A 


18004 


414 


893 


VFAQHGLTVAAIAAHARDRWF 
VGRTAHANPPVRCSTDGSGRVP 
VTRYSGFVAAAVILLTASPRGG 

r^\^oIVIL/\i L«V-,k3 V oH, I Lri^LfV^oALi fc» 
I r\ i /\i Jtv\_/ v l_,tvv^ v i o v ULUr Vrv 
VPH* A PPVFVA T PI 1 p[ TPVAD 
PADfiGWI f AATPPHAI TQT A IV 
VI AAAR 


17899 


48267 | 


A 


18005 


432 


1108 




17900 


48268 


B 


18006 


1 


753 




17901 


48269 


A 


18007 


46 


282 




17902 


48270 


A 


18008 


1 


1201 




17903 


48271 


A 


18009 


1 


618 





BNSDOCID: <WO 0175067A3_IA> 



2243 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


17904 


48272 


A 


18010 


1 

i 


1045 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISR1APSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

AD1GVHYLDWTSRTTEKSSTKS 

H1CDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTORIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDM\FLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

R YTRS KP Y YT\G DNGY V\ AG WV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKFINLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKEIEAITRRMLDFS 

PRLKKLA 


17905 


48273 


A 


1801 1 


228 


430 


YPRQHRQRADGSDRHR* */C WS 
A*IWANPTSNLPPCRFALTICRK 
RPILCAPPSRQSYAAWCRWE1RI 
A 


17906 


48274 


A 


18012 


296 


It 78 




17907 


48275 


A 


18013 


1 


1395 


MPSD1SLASCRLRATSRLFTDHR 

RQSDCMTAINRJP1VDDEDNVR 

RFETHCANMVRTALHLFADIHP 

DVVLMDIRMPEMDGIKALKEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVL1SGESGTGKE 

LIARA1HYMSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIG RM/PL V LQA I L 

RILQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNVIHLILPPLRDRRED1SLLA 

NHFLQKFSSENQRDIIDIDPMA 

MSLLTAWSWPGNIRELSNVIER 

AVVMNSGPIIFSEDLPPQIRQPV 

CNAGEVKTAPVGERNLKLEEIICR 

VEKRI I M E VLEQQEGN RTRTA L 

M LGISRRA LMYKLQEYG I DPA D 


17908 


48276 


A 


18014 


1 


771 




17909 


48277 


A 


18015 


1 


2154 




17910 


48278 


A 


18016 


859 


1014 


IKTGETHPGIGPSVM*RHSKAD 
LTHRHCGGIPEPQSVSFGSSQH 
GGGQFPPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1791 1 


48279 


A 


18017 


1224 


1520 


FTH*kfTKTiVPr\A/TR VPPit i/dc 
l n MKUVrLW IKYrULKKo 

A PTFkf TP AW A Qr.DTcrci r^r* 
L^ij/AILir IV i rAJNAoUK 1 jujLUL 

AAQLEKVADGRDLDEKLAEAG 
IGGSNKTSVWQG 


17912 


48280 


B 


18018 


182 


2392 




17913 


48281 


A 


18019 


72 


266 




17914 


48282 


A 


18020 


600 


914 


PVPf"5^iPPT\jf"ii-irM rnurcuDi cc? 
« i ivuorKINunyLLUnLonKLbb 

DPFVRYSNHCQSISNYRCDKPP 
VRPLSPLHQKTDRKHHQRPDRP 

PflWC A A PA YM~\T) U/DCmC + CTD 
I HVAHPAnvi pwi u/\/xi"V 


17915 


48283 


A 


18021 


1 102 


1 171 


I *IQAI D\yl*AT PDn^CcnADXir- 
WT PlsJP WPI ^TWA/IT P 

W LrlNIVW I I Ol3 I tl 1V1 1 IX 


17916 


48284 


A 


18022 


1 


1279 




17917 


48285 


A 


18023 


1329 


1403 




17918 


48286 


A 


18024 


442 


918 




17919 


48287 


A 


18025 


3 


1345 




17920 


48288 


B 


18026 


436 


988 




17921 


48289 


A 


18027 


637 


1086 




17922 


48290 


A 


18028 


1 


321 




17923 


48291 


A 1 


18029 


1 


845 




17924 


48292 


A 


18030 


298 


581 


Pi A R AF A P A HQr.Ar. A r.l ruccD 
VP WPn\X/Qnii r r.ACDDrr , Di cdi 

REVSRAGPSG/HAARGQQPGRP 
RFPPPG PRPPRRRCPCTRA RPG G 
AAGGGPCL 


17925 


48293 


C 


18031 


450 


604 




17926 


48294 


A 


18032 


1279 


2253 





2245 



BNSDOCID: <WO O175067A3JA> 



WO 01/075(167 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17927 


48295 


A 


18033 


1 


1957 


MAQFH VSHPPAEWPRHVLLLM 

ADSKNELQNMNTGQTCGTRQT 

LKSKLQGWNKPGIQSDPGSQG 

HPRCLKTFPLVAQSSTQERNHV 

MEKAVLKSQNWAI1EEFITKIG 

WFPDYSGKVKYLSSPKSSCTTV 

LQVTHFSLFFHPNPDELVSK1KV 

WS1CHRLYQNNSEAFLEVQIPEP 

KCEVYSMRTMGRRQPGTAMD 

LNAGGS 1 CN VPRTLL HLTGESTF 

RDRQRVGAYLDIRGWYILVLV 

VDKEKLG1PGQKQNSSKILFGSE 

KLKQWVYVKNHAKESITQEAM 

G I WVGQQRKRQPLG YEERKLT 

NRKDIH1KNPSVCHHHQRPKVD 

KTTKMGKKQSRKTGNSKNQST 

SPTLKESSSSPATEQS WTEN DFD 

ELREEGFRRSDYSELQEEVQNN 

G1CEVKNFGKKLDEWITRITNAK 

KSLKDLMELKTKARELCDERTS 

LSSQCNQLEERVSVMEDEM>JEI 

KQEEKFREKRIKRNEQSLQEIW 

DYMKRPNLRLIGVPESDGENGT 

KLENTLQD1IQENFPNLARQANI 

QIQEIQRTPQRYSLRRATPRHIIV 

RFTKVEMKEKMLRVAREKGRV 

THKG KP VRLTADLLA ETLQ AR 

RQDTH RLKIKXDGGRFTKQM EN 

RKRQG LQS * SQI KQNLNQQ RSK 

ETKKAIT*W*RDQFNKKS 


17928 


48296 


A 


18034 


1 


2838 




17929 


48297 


A 


18035 


1 


897 




17930 


48298 


A 


18036 


26 


308 




17931 


48299 


A 


18037 


749 


1020 




17932 


48300 


A 


18038 


1 


1773 




17933 


48301 


A 


18039 


1 


1890 




17934 


48302 


A 


18040 


1 


756 




17935 


48303 


A 


18041 


399 


660 


CPPEAVMPRRKEPVWEMTGFF 
LPDVLLSDSSDTSEGFRLHLET 
WAPFLCRCLSLRLIS* HHHQTT 
GNSSPPVSASQHQSVDRDSLN 


17936 


48304 


A 


18042 


909 


2005 




17937 


48305 


A 


18043 


1 


490 




17938 


48306 


A 


18044 


104 


775 




17939 


48307 


A 


18045 


170 


451 




17940 


48308 


A 


18046 


1 


207 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


1794 J 


48309 


A 


18047 


146 


678 


LGFLLRLSEMPRKQGDYRTRIW 

KFEDGLSNVLVIQLNKLIICVM 

CLVRDCDVLKTYFHR*SGLLPI 

i t_v i\r i i rv v i v v^/ W vj rv rvlN UKJ 

GPPVKVflA YfiHOVI HQI^U/ADT 
vj r r v rv v vj /A i vjvjvJj V LrloK W Ar 1 

YHF1 < s < sH7sJPNnFr , VI < sl AlsJT pit \s 
r vjv^lN l ivcUL I IN JNrvl V rr INC V v*?LI 


17942 


48310 


A 


18048 


270 


1444 




17943 


48311 


A 


18049 


700 


1062 




17944 


48312 


A 


18050 


3 


1096 




17945 


48313 


A 


18051 


1 


1500 




17946 


48314 


A 


18052 




6215 


MEDNLISINKIKILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEG VK A EFRPGTQTQE Y 1 KGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSAIRJKMFMPRGVRIESN 

GDKNGVRVEYEVQQAVDGGSF 

ETVLTDVIEGKTMSGYDRSRRV 

i>Liri\rniNy v iri\V V rvtS. 1 rUoN LI 

STsJ VVDA lOVR^YA PVIPkA VFP V 
v v v rvo I f\C v 1 ivr rv Y 

PI Tni 1 FVFFH^k' N/fFPMOi dttc 
rv^ \ vjL»i_»r v or jJoiSJVlr Jr iNv^L>.r 1 io 

IRK R WT<TIVl\]VP<5NIvr^PPQPTVXT 
irvrvfv w rv I v IN V rolN Y UrtoK i Y IN 

vj IN WUU I i lS.rv/\ 


17947 


48315 


A 


18053 


1325 


1417 




17948 


48316 


A 


18054 


1 


4971 




17949 


48317 


A 


18055 


251 


1091 




17950 


48318 


A 


18056 


1 


2277 




17951 


48319 


A 


18057 


2 


448 


KNDKGDIIVTTKSGGRGTSTVS 
FKLLKPEKI/GSKFSQKDLEMLF 

HGMR ADFTvFNFnA A WVT IPX! 

HSNTSFEQLKMAVTNLKRQAN 
KKSEGSLAYVKGGLSTFFEAQD 
ALSAIHQKLEADGTEKVEGSMT 
QKLENVLNRASNTADTVYE 


17952 


48320 


A 1 18058 


124 


984 
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BNSDOCID: <WO 0175067 A3_IA> 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17953 


48321 


A 


18059 


142 


1393 


DKKPGMVPPPPGEESQTVILPP 

GWQSYLSPQGRRYYVNTTTNE 

TTWERPSSSPGIPASPGSHRSSLP 

PTVTMGYHASGTPAHPPETAHM 

SGRKSTG\DSQNLGSSSPSKKQS 

KENTITFNCVTFPH PDTMPEQQL 

LKPTEWSYCDYFWADKKDPQG 

NGTVAGFELLLQKQLKGKQMQ 

KEMSEFIRERIK1EEDYAKNLAK 

LSQNSLASQEEGSLGEAWAQV 

KKSLADEAEVHLKFSAKLHSEV 

EKPLMNFRENFKKDMKKCDHH 

IADLRKQLASRYASVEKARKAL 

TERQRDLEMKTQQLEIKLSNKT 

EEDIKKARRKSTQAGDDLMRC 

VDLYNQAQSKWFEEMVTTTLE 

LERLEVERVEM1RQHLCQYTQL 

RHETDMFNQSTVEPVDQLLRK 

VDPAKDRELWVREHKTGN1RP 

VDMEI 


17954 


48322 


A 


18060 


1 


435 




17955 


48323 


A 


18061 


3 


926 




17956 


48324 


A 


18062 


3 


693 


RPPLAYLRDGDARAGLNGLQL 

AVLAMLSSRKMFCKKSGQSYS 

PSRVLITENDVKEG LQRSHILYD 

RAGEEHYNCISALHKSMRGSD 

QNASLYWLARMLEGGEDPLYV 

ARRLVRFAXSEDIGLADPSALTQ 

AVAAYQGCHFICMPECEELEA 

QCVVYFARAPKS1EVYSAYNN 

VKACLRNHQGPLPPVPLHLRN 

APTRLMKDLGYGKGYKYNPM 

YSEPVDQEYLPEELRGVD 


17957 


48325 


B 


18063 


1 


2020 




17958 


48326 


A 


18064 


19 


404 




17959 


48327 


A 


18065 


1 


407 


FRATITSAKMGAYKY1QELV/R 

KKQADVMRFLLRVRCWQYRQ 

LYALHRAPRPTRADKARRLGY 

NDKQGYVIYRIRVRRGGRKRPD 

PKGATYGKPVHHGDNQLKIAR 

SLQSDAEEPAGRHCGALREQSS 

Y* VGEHST 


17960 


48328 


A 


18066 


53 


431 


AKKGAYNYIQELWRKKRADV 

MRFLLRVRCWQYRQLSALHRA 

PRPTRPDKARRLGYKAKQGYVI 

YKIRVRRGGRKRPVPKGATYG 

KPVHHGANQLKSAQSLQTGVQ 

ERPGHP*YAMRVLKAYRARPD 


17961 


48329 


A 


18067 


5 


328 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17962 


48330 


A 


18068 


93 


836 


AKMGAY\KYIHELWRKKQSDV 

MRFLLRARCWQYPALHRAGTE 

WQLSALHRAPRPTRPDKARRL 

GYKQ\AKQGYVIYRIRVRRYI*D 

SCSPWWLKTAQFPKGCNFTGK 

PVHSWVFNQLICSFASKAFQFR 

WQEGGEAWDGTCGGLLEEFLN 
FFMWvwv/r.^iQT+nMPFpr.i ti 

rriN w v w v/vJisio i ^INrr fcOLIL, 

I A/TPFI-lk r <x* QFFtdPI^T'rMl/TV^DXT 

1/ virrnrvo jcciNrU 1 l^J WUyrlN 

L/GKKGHKFHHTIGG/SLRRAT 
WRRRNTLQAPPLPLI 


17963 


48331 


A 


18069 


1495 


2055 




17964 


48332 


B 


18070 


125 


2530 




17965 


48333 


A 


18071 


345 


800 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGR* RPPGNS LN VSRMGTR 

oo I ov^rvivrlor/vrLo WljlvOKCHL 

PMVAHl 1 A CI A *T4VCI7I CPC A nv 
iw\rl L,U/\\j A. n Y or LouoAr Y 

VJrl IN V^v_^o L, Lrlo I yKA r\j Y 


17966 


48334 


A 


18072 


181 






17967 


48335 


A 


18074 


205 


1734 




17968 


48336 


A 


18075 


1 


705 




17969 


48337 


A 


18076 


590 


685 




17970 


48338 


B 


18077 


1 


881 




17971 


48339 


A 


18078 


1043 


1248 


ITLGIMA1FTVLILPIHEHGMVFH 

LFVSSFISLSSGL*FSLKRSFTSL 

VSWIPKYFILFEAVVNGSSL 


17972 


48340 


B 


18079 


1 


1977 




17973 


48341 


A 


18080 


805 


1 1 


A. W IS. V l^rr r V3rLr\LjouL r oL 

KRSFTSLVSWIPRYFILFEAIVN 
GSSLMIWLSVCLLLVYKNACDF 

C*T\ ii VPFTI I 1^1 1 fQT PDrcT I c* 

T ^MF<\ A <IPR ^QPfc" A HI VVAPQI 
LfOivir o/\or ivoot~.rv/\vjL V V AxioLr 


17974 


48342 


A 


18081 


471 


1442 


IW^FHFVPVFT FAT F\/*r.\/PkT.C 
PHP! FF^ni ^kTTP 


17975 


48343 


A 


18082 


188 


355 




17976 


48344 


B 


18083 


1 


1677 




17977 


48345 


C 


18084 


35 


1816 




17978 


48346 


A 


18085 


557 


724 




17979 


48347 


A 


18086 


179 


346 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { \=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17980 


48348 


A 


18087 


135 


1461 


INR1YILLSTTSHLFQN*PHSWK* 

STPQQM*KNRNYMKLSLRPQC 

NQTRTQDEETHSKSLNYMETE 

QPAPE*LLGT*QNEGRJMKDVL* 

N QREQRHN I PESLG H I * SNC * QD 

* * RRKERR1 K* MQ* KC* RCN KN 

AKGVITTDPTE1QTTIREYHKHL 

YANKLENLEDTDKFLDTYTLPR 

LNQEEVESLNRPITGSEIEAIINS 

LPTKKRPGPDGFTAEFYQRYKE 

EQRJ K Y LG 1QLTRDV KDLFKEN 

YKPLLNEI KEDTNKWKN1PCSW 

IGRINlMKMAILPKVIYGFNAIPf 

KLPRTFFTELEKITLKFIRNQKR 

ARIAKTILSKKNIAGGIMLPDFK 

LY YKATVTKTA WYWFQNRDI D 

QWNRTEASEITPHIYNHLIFDKP 

EKNKKWG KDSLFN K WC WEN W 

LAICRKLKLDPFLIPYTKINSRW 

IKDLNVRPKTIKSLEENLGIPFR 


17981 


48349 


B 


18088 


t 


2016 




17982 


48350 


A 


18089 


659 


826 




17983 


48351 


A 


18090 


3531 


3878 




17984 


48352 


C 


18091 




2793 




17985 


48353 


A 


18092 


1607 


1774 




17986 


48354 


B 


18093 




1666 




17987 


48355 


A 


18094 




1068 




17988 


48356 


B 


18095 




1549 




17989 


48357 


A 


18096 


557 


623 


KKW1NYWTHTPSQD*TRKKLN 
P 


17990 


48358 


B 


18097 


1 


1231 




17991 


48359 


A 


18098 


263 


1461 


GGSSCYPSWEATIRTAICMVTLR 

K\RTLKVLTFLVLFIFLTSFFLNY 

SHTMWATTWFPKQMVLELSEN 

LKRLIKHRPCTCTHCIGQRKLS 

AWFDERFNQTMQPLLTAQNAL 

LEDDTYRWWLSLESVMFSVTM 

GFCLQRPFGDKQGTTQPVYFNQ 

TGRDLTQQQRLQREKKPNMLN 

DTIKELFRVVPGNVDPMLEKRS 

VGCRRCAVVGNSGNLRESFYG 

PEIDSHDFVLRMNKCAPTAGFEA 

DVGTKTTHHLVYPESFRELGDN 

VSMILVPFKT1DLEWVVSA1TTG 

T1SHTYIPVPAKIRVKQDKILIYH 

PAFIKYVFDNWLQGHGRYPST 

GILSVIFSMHVCDEVDLYGFGA 

DSKGNWHHYWENNPSAGAFR 

KTGVHDADFESNVTATLASINK 

IRIFKGR 


17992 


48360 


B 


18099 


1 


4855 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17993 


48361 


A 


18100 


571 


4189 


FSLKRSSTSLVSW1PRYFILFEAI 
VNGSSLMIWLSV*AKILVQRA* 
VLArnl o Ltvr V rvLK^J V V VUIVJ W 
HYF 


17994 


48362 


A 


18101 


7449 


7626 


SFRSRLFSFHVVELF*VSFLILSS 

SL1ALWSERQSVIISVLLYFLRS 

AFLPTMWSILE 


17995 


48363 


A 


18102 


63 


329 


^fiOR R kT PVPQPT1 DADDPTI ISIS \s 
Z>vjv^rvtvrvC, V r or 1 Lr A rrr ILK. KJv 

EWPDPPRSFFSGGHWAKSSCPS 
DCSSQLMAC*/CKNAKHQKDN 
SCL1/STHMKGNSERK*NSGYQ 
GLG 


17996 


48364 


A 


18103 


2 


618 


GAFLLEVATAAGLSAGLTRLGS 
QVGGAMRRSKADVERYIASVQ 
GSTPSTLQKSMKGFYFAKLYYE 
AKEYDLAKKYICTY1NVQERDP 
KAHRFLGLLYELEENTEKAVEC 
i rsjvo V £,LINr 1 i^KUL V LK.1AKLL 
v^ivin u v i Uvjiv/Vls. Y W V bKAAKJL 

PPr.QPAlVk"! fr~\/^ \x/\/d /^r\fk. a 
r ruorAl Y KLJviN/JJvj W V KLpv^M 

V r lvrL>>L»fc,Lj V^VKOKouKrDAu 


17997 


48365 


A 


18104 


1 


995 




17998 


48366 


A 


18105 


1 


513 




17999 


48367 


A 


18106 


62 


521 




18000 


48368 


A 


18107 


1 


375 




18001 


48369 


A 


18108 


76 


480 


L VKVCHCTYHH FLTG VVSLPR 
DGGKGAPCWGRARSPKSALLP 
i LArUKu Vu I Y fc Vl^IN/r'NG 1 o 
PVHQP A Tn\/fID COAT PMACD/r 1 

T*SPGPQIGRGVTGTARPHTGV 

SRDSWRRPPSFILNAVANIPKGN 

APIPKE 


18002 


48370 


A 


18109 


445 


1128 




18003 


48371 


A 


18110 


784 


1189 


IPLGKLLLKPVGAPQIERFPFQIP 

VPT f QI QPPQUQPQCCC A PC*\/Dr» 

CC*T PtTPHQ A DT/^QD/TCIJIJUC A C 
Co LAj 1 ruoAr 1 uor/ 1 bnnroAo 

QPPRPC A V A A FT QPVrPI PQ*PPD 

^^PHprni npr.pnpQni/ kakai^t 

Jo^nri/VJLUrUr Ur oV^rvIVlIVllL^ i 

v /\nu»iNv^oi_»ir i v v iv v rlL-L» 


18004 


48372 


A 


18111 


1 


2088 




18005 


48373 


c 


181 12 


169 


213 




18006 


48374 


A 


181 13 


1 145 


1970 




18007 


48375 


A 


181 14 


] 


97S i 




18008 


48376 


A 


18115 


1 


750 




18009 


48377 


A 


181 16 


288 


JUO 




18010 


48378 


A 


18117 


34 


168 




18011 


48379 


A 


18118 


479 


1579 




18012 


48380 


A 


18119 


2279 


2398 


SDCSCPGL*GPPGRWHKRRKSG 
SPHLSTPEGTPALTSQA 


18013 


48381 


A 


18120 


21 


190 





2251 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



S£QID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18014 


48382 


A 


18121 


1 


1773 




18015 


48383 


A 


18122 


18 


290 


VAGTWPNFLKKVGIVGKYGTR 

YGASLRKMVKKIEISQHAKYTC 

SFCG1TKMKRRAVGIWHCGSC 

MKTVAGGAWTYK*V*FLVVFG 

SVWTT 


18016 


48384 


C 


18123 


325 


486 




18017 


48385 


A , 


18124 


1 


498 




18018 


48386 


A 


18125 


-» 


306 


RQEIDSIHQVGVYCLALVPANT 
LPKTPLGGIHISQTKQLFLEGSL 
H PCN 1 LMCPHTC VTN L PKPRQK 
QP/WCRPCFRDGWESGCWKTY 
STSCWXGSGTNRRE 


18019 


48387 


A 


18126 


1 


1 197 




18020 


48388 


A 


18127 


1 


390 


NSRVDDFVAPGLSEAGKLLGLE 

FPERQRLAAAVG/CSPMSGVIS 

MSAPFFLGKIIDAIYTNPTVDYS 

DNLTRLCLGLSGVFLCGAAAN 

AIRVYLMQTSRQRVVKRLRTSL 

FSSILGQEVAFSDKAGTGELI 


18021 


48389 


A 


18128 


I 


695 


SGFMDHLEEKADLSELVEKEEL 

GFFQYYRERCHQKVYHPITKPG 

GSAKDAAPGGGHHQAGPGQG 

GDEGIRMMFCVSPNRATFVVS 

VVPLVSIIDVIYGRYLRKLTKVT 

QDSLAQATQLAEERJGNVKYTV 

RAFGKEMTEIEKYPSKVDHVM 

QKARKEAFARAEGVILNEKSFQ 

GALEFKNVHFAYPARPEVPIFQ 

DFSLSIPSGSVTALVGPSGSGKS 

TVLSLLLRLYDPAS 


18022 


48390 


A 


18129 


1 | 


2136 




18023 


48391 


A 


18130 


1 j 


822 




18024 


48392 


A 


18131 


257 | 


388 




18025 


48393 


A 


18132 


1 


765 


MVNALSLAARJHAEVPADESPE 

MTEGYEGFYHLASMKGTVERA 

DMHY11RDFDRKQFEARKRKM 

MEIAKKVGKGLHPDCYIELVIE 

DSYYNMREKVVEHPHILDIAQQ 

AMRDCDIEPELKPIRGGTDGAQ 

LSFMGLPCPNLFTGGYNYHA/P 

SPKFSAVSAMLLASASSAGRCG 

ES1FSPLAYTSSPIESDSCGPAL* 

RFLRH*P/EIFLTQPVF/SENEA1D 

IWNXSPTASVSPLMPSRQNAVRE 

LFLLT V RJIPTGTD 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


18026 


48394 


A 


18133 


1 


1166 


LTHWVYHLYG1QRJLIHIPSTSQ 

PNRVRGDIPPLQRJVVPVTVIVQ 

PRLLIMLLPWQTVRLVQVMRV 

LLIKLVAPF11LPAPRR1AVFADE 

RQRQAPVVAVVKMNFSRRCVF 

RLHLSGQLLHRQPALRKPRPAF 

TAHAVCPDFFLQPVQQPHQFSR 

EHHAVAVLTPFLLERLCQAAPL 

RFFPLAVLCLDPDERREASRLV 

YRLDTCGVSLHRRQPVSVPAIS 

LALPMLAILVVQTIFMALYAIF 

VTWRMMGKNYDAAVLAAGH 

CGFGLGATPTA1ANMQAITERF 

^Ji^onivi/A r l. v v i ivi v vj/\r r 1 DI V In 

ALVIKLYLMLPIFAG*PMKRR* 

K/SPPQQRQMPDTLRLSSVPSPA 

SSVLSGLLPVVGNVREYGVPGA 

ELPGSSPDRAVNPPL 


18027 


48395 


A 


18134 


48 


314 


LsVrivll W V ItAo Y olMKJvlV VO t 

ijpijpi ni a ua a \a p nrniCDn xr 
nrnr i_-L/i/\nv^/\.ivi rvUv^Lyl cl Jt LN 

ril\uu 1 UUAyLor IViOL,r NLr 

TGGYN\IMVSMSL*LWKVWKK 
RCR 


18028 


48396 


B 


18135 


83 


3044 




18029 


48397 


A 


18136 


1 [ 


1080 




18030 


48398 


A 


18137 


3 


979 


DAWADAWSKKADVKVENP\D 

TKEKKPEAKKWDAGGKVKKG 

NLKA\KKPKKGKP\HCS\RNPCP 

CKKE1GRNSRSGMYSRKVAMYK 

RK\YSAAKSK\VEKKK\KEKVLA 

T\VTKPVG\GDKNRR*PGVVKLP 

QKCPRYYP/SLEDVPRKACLSH 

GKKTPLVQHVEKNCEASIYPRG 

PF*FILTG\RHRGK\RVGFPESSL 

AKLAYLLC* LGPLVLKSE VPL\R 

PKHl TGC1 1 ^RRKkTl PlkAPPVuri 

KAVDSQILPKIKAIPQLQGYLRS 
VFALTNGIYPHKLVVLNCLKNP 


18031 


48399 


A 


18138 


858 


1418 




18032 


48400 


A 


18139 


97 


516 




18033 


48401 


A 


18140 


i ; 


219 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*-Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


18034 


48402 


A 


18141 


110 


768 


NLFSGCVESTFRKQPAHQRRSR 

ARAETMQRRLVQQWSVAVFLL 

SYAVPSCGRSVEGLSRR/LLKP 

MRPKNVHVPTKVTTYKRAVSE 

HQLLHDKGKSIQDLRRRFFLHH 

LIAEIHTAE1RATSEVSPNSKPSP 

NTKNHPVRFGSDDEGRYLTQE 

TNKVETYKEQPLKTPGKKKKG 

KPGKRKEQEKKICRRTRSAWLD 

SG VTG SG LEGDH LSDTSTTS LE 


18035 


48403 


A 


18142 


338 


661 




18036 


48404 


A 


18143 


443 


661 




18037 


48405 


A 


18144 


474 


531 




18038 


48406 


A 


18145 


208 


317 




18039 


48407 


A 


18146 


1 


807 




18040 


48408 


A 


18147 


I 


1 122 




18041 


48409 


A 


18148 


283 


2204 


ASPMAPTSLCVPTLLPSLNQTSS 
SSTA PTGKA S WG WPMLRLPGL 
TTPWSLSLTLW*SRPTFPTSSPC 
SFVVLASPSTSLKCWPLSEGA 


18042 


48410 


A 


18149 


208 


1212 




18043 


4841 1 


A 


18150 


202 


1677 




18044 


48412 


A 


18151 


1 


3285 




18045 


48413 


A 


18152 


3 


2206 




18046 


48414 


A 


18153 


1 


1041 




18047 


48415 


A 


18154 


2 


1460 




18048 


48416 


A 


18155 


1 


792 




18049 


48417 


A 


18156 


51 


362 


AHGAAWPSHRKDRESADLGSD 
GQNGQDLDWGGGCRRCC* RC 
DVLCWGAPHTFRHSYAMHML 
YAGIPLKVLQSLLLGQAPCRCG 
LGQNVGTALPLVSGGPMLFP 


18050 


48418 


A 


18157 


609 


690 




18051 


48419 


A 


18158 


1 


2055 




18052 


48420 


A 


18159 


-> 
,> 


2236 




18053 


48421 


B 


18160 


406 


454 




18054 


48422 


A 


18161 


1 


2151 




18055 


48423 


B 


18162 


1 


1215 




18056 


48424 


A 


18163 


I 


594 




18057 


48425 


B 


18164 


i 


1380 




18058 


48426 


A 


18165 


441 


692 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18059 


48427 


A 


18166 


2 


131 1 


QHVRSTVTELWTGNFVNSIQTA 

FAAGIGWLITFCSKGGDCLTSQ 

TRLRLSGMLFLNSLDAKEIYLE 

VIHNLPDFELLSANTLEDRLAH 

HRWLLFFHFGKNENSNDPELK 

KLKTLLKNDHIQVDRFGCSSAP 

D1CSNLYVFQPSLAVFKGQGTK 

EYEIHHGKK1LYDILAFAKESVN 

SHVTTLGPQNFPANDKEPWLV 

DFFAPWCPPCRALLPELRRASN 

LLYGQLKFGTLDCTVHEGLCN 

MYNIQAYPTTVVFNQSNIHEYE 

GHHSAEQILEFIKDLMNPSGGS 

LTPTTF1ELVTQRKHTEVRI/V*F 

HCPGWPPWPRLWPMAKKPRNL 

ooivr l» in i ooL,r^ooJNv^rULK 
GPI 1 HRPI 91 PRR VRn AriVPTsJD 
DFGHYSVSP9I IHHT FQ 
HSPPPRVT RPPRII TT^TriT ppcd 
RRSATDVHTAYPPTAD 


18060 


48428 


A 


18167 


1 


924 




18061 


48429 


A 


18168 


10 


1254 




18062 


48430 


A 


18169 


1 


618 




18063 


48431 


A 


18170 




460 


MAAPMTPAARPEDYEAALNAA 

LADVPELARLLEIDPYLKPYAV 

DFQRRMFWMFLPFFTLAFSPSV 

LVRFHAADKDIPETGQFTKGRG 

LLDLQFQVAEDASQSWQKLYL 

LPNCSGQPHQKLVPTAQKFYTT 

VEWGTFFSVPGQVVGSEGSQM 

SVTVEGSEESEDDKMYMTCSS 
AT T DSFAT r**RHT*nWATVIfP 

aa.Jljw JVTi I UWnITi\J\ 

CISCLIAI ANHTKNWFPnRPQpi 

SQWNGVLFSQCLAKLWALKEV 
RCQ 


18064 


48432 


A 


18171 


1 


582 




18065 


48433 


A 


18172 


1 


1578 




18066 


48434 


A 


18173 


1 


1293 
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SEQ ID 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino Hcid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \~possible nucleotide insertion) 


18067 : 


48435 


A 


18174 


344 


1358 


EAQSVTNHKRNSDCTFKEDNSL 

PVRKPSFLITNPGSNQGPRFAGS 

PLGHEFTSLVLALLWTGGHPSK 

EAQSLLEQ1RHIDGDFEFETYYS 

LSCHNCPDVVQALNLMSVLNP 

RJKHTAIDGGTFQNEITDRNVM 

GVPAVFVNGKEFGQGRMTLTEI 

VAK1DTGAEKRAAEESARKGIR 

TGLMGERFGGQILDTVDIENYIS 

VPKTEGQKLAGALKVHVDEYD 

VDV1DSTGTRSS/A1SGFFHTYDS 

N S PT A RC A PT * QNC A PS PSG E Y 

APGEKAMRRTILVWRHCDY/PL 

CNAGNFVSM1SRATSNTIATMII 

♦GVCTDNTRLCLYALNCSGDIL 

SRTSCD 


18068 


48436 


A 


18175 


1 


1561 




18069 


48437 


A 


18176 


884 


1 171 


PRRLNNEDHKRLMSWLHCLVP 

HrlAKWLQRWQWQSAKVV*FA 

♦IRAVNFVTAYRAIIYQQSRKQ 

HRYLRSACHGRS1ITVITQSPTK 

SSATKMPEN 


18070 


48438 


A 


18177 


274 


416 


QADDDADNQSGDTDAAFGALI 

Y/CESDDLC*LPLPALKPLCVM 

WYQTM 


18071 


48439 


C 


18178 


24 


509 




18072 


48440 


A 


18179 


1 


1932 




18073 


48441 


A 


18180 


1 


2583 




18074 


48442 


A 


18181 


1 


495 




18075 


48443 


A 


18182 


36 


798 


KQRHSCFWSCWFSRAG*LGEL 

V*NPEIA*RPPRPQQQTVSGNG 

AWSGKAPRRRHSWHY/YTISFQ 

KLPLVECTNAGPIF*VAKAGRK 

CSIKPPLTSRSY1T\D*PVSLSRSQ 

LTGR/AGNFVTGW/QQLDEEIR 

YTMRTTVNAQTRDRRKGVQPP 

TTWIFNDTKLDQLERRIARLETG 

MAWAEEPPSRTRHLISNCQISET 

DIPNVFAVRVNYLLYRAQKER 

DETFYVGTRFDKVRRLEDDTG 

ASWNGNRTGSAGIISIT 


18076 


48444 


A 


18183 


114 


724 


ARTRVPHFPGHETAGGAAAHP 

HLSLLGQDPGNQTQLPGGRGG1 

PGGRGGGRGGGGGGDDGRRR 

ALRRQQVPVLCVQRAGPAMDA 

AAPRHSSPDRERPKDQEVLHRL 

PGHASHSPHLGRHAGQPAGPA 

GLWQAPGLRHHLHAGIQPPE/V 

TNTTLTALT*TRRCPAFSSGTVK 

PLIFIWNLAAGPPLLRKGAASIW 

ICSCSIFQR 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibte nucleotide insertion) 


18077 


48445 


A 


18184 


1 


2130 




18078 


48446 


A 


18185 


2 


433 


EMTLDSRVAAAGDLFVAVVGH 

QADGRRY1PQAIAQGVAAIIAE 
AKDFATnnPIRFMHr.VPViVF c 

QLNERLSALAGRFYHEPSDNLR 
LVGVTGTNGKTTTTQLLAQWS 
QLL/GRNQRGNGHRW*RPAGES 
DPDR K. YN RFG SRC S A 


18079 


48447 


A 


18186 


114 


586 


SYITALGQFSRSG!QLLDRLGNF 
GTGWPNFDRKRFGSTMRTTVN 

GQTR/GPPQRRPAADNLDF**H 
OR PAHA AtsJR P<N<TMr;i-rr:T m d a 
avthp^i Mnni pni<rDMDLiDi/Di 

/a v I rir^LiNv^l^LriJivKINKJH 
CCAGKLSALSGTKRSAMKHSM 
LERVSTKFAVWKMTTGACWN 
G1SSW1KR 


18080 


48448 


B 


18187 


1 


3577 




18081 


48449 


A 


18188 


2 


861 


YHSINAASACSALHPVAFLTILT 

CRTCSSSLVATTSTMRLPNTLP 

DLIISPVESILSTSFCAVPAFIREE 

PVTTSAPTIGVMANSAVVETAL 

PGLQEIPTVRQPSWRAYSSPAIT 

YGVRPLAAMP/SHHILCR*INIF 

QlfNTAFPAIFRAFHRVLNGIFSA 

SNQTNHQTRFHAVCGRTFGDV 

GWVA kT^VOV A FPPr.QTTCLirv\/ 
vj w v s\ iv o i v/\oc,tv\jol 1 t,rl w V 

HYHRQRGDPVGE1GEPELSISRD 

RHHVCHTGYNPAEPVSPAGEIS 

NGTANGNKLNMSVCEIAP 


18082 


48450 


A 


18189 


560 


2021 




18083 


48451 


A 


18190 


525 


804 


GG*CRNWCDHYANGCRDTSGT 

LYDKLAELGPQGLSPR*NNWQ 

TARRNQSSGRNSCHLRREVE* R 

RLDKALRR1RQFSAPDEGAKCP 

WPGIIDCSNHFARLRCQYGRFL 

EVTSAGDEKPYPLYDHHVGLV 

V EQLRCI IT A K VRTRHF Y Y VLK 

SIHPAVAGLPALRDCGELFNSV 

YCRKPATGPELQADVMVVVAY 

GLILRKQCWRCRVLAVSTFMFT 

AATI ARPPTNPT! TRATinAPT 

GVTIMQMDVEIPVVRCTTSWQ 
SLAHKAYHHVETTGRRHGETR 
VQDETLVTYAEKLSKEERVLTG 
HFRQHSLNAALRFQSMANELA 


18084 


48452 


A 


18191 


1 


266 

< 

1 
i 


SQYPLVAGHEVIGRVVALGSA 

A.QDKGLQVGQRVGIGWTARSC 

3/QLRRLY*R*SDQLRARCGAD 

DYESRWLCREVACGLAMGDST 

\RKY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18085 


48453 


A 


18192 


5 


385 




1 OuOU 


48454 


A 


18193 


330 


598 


VMRFAIVVTGPAYGTQQASSAF 

QFAQALIADGHELSSVFFYREG 

VYNANQLTSPASDEFDLVRA/S 

ATTECATWCGAEYLRSGSITPW 

RC 


18087 


48455 


A 


18194 


1 


2652 




18088 


48456 


A 


18195 


1 171 


2091 




18089 


48457 


A 


18i96 


486 


837 




J 8090 


48458 


A 


18197 


1 


2943 


MAIYKQSQHMTEVVRRCPHHE 

RCSDSDGLAPPQHLIRVEGNLR 

VEYLDDRNTFRHSVVVPYEPPE 

VGSDCTTIHYNYMCNSSCMGG 

MNRRPILTIITLEDSSGNLLGRN 

SFEVRVCACPGRDRRTEEENLR 

KKGEPHHELPPGSTKRALPNNT 

SSSPQPKKKPLDGEYFTLQIRGR 

ERFEMFRELNEALELKDAQAG 

ICEPGGSRAHSSHLKSKKGQSRL 

GTRFLCQPAVTVIPVKIVRVTG 

DTVIRPHAEGAVRVQLRVGQA 

VTCRVCG 1 RD A DIQI RCGG VN A 

GQPAGGAVAVTPGLARAADAD 

EFAVVVPGQPFHGGQAVRYTA 

VRQPLRVGRMSGLMLAKTCFR 

LQVMHRLTLTVFSQKVFTESIE 

VVEALKVNLMRVFLRRMDLRQ 

HRKMIMIDNYIAYTGSMNMVD 

PRYFLRDALPHCPNPLTGPTFA 

VLEKLGYPHTFVSTDFNTVALD 

VKTFGIKANDDKAKLKALGEIA 

HACVDATIIYCKSPTVAGLVAR 

EUKLGHGTPTENPHVYWSPLE 

TVLACILARYRGHCSNTLATNS 

MLENCAFCSAPPRSLKESTLSL 

NTVVIYDNRDGTRSIDKPNRFCI 

HAFPKIIRNAIYEVEQHT*RACR 

YQ*DVGWFNIYQPGISLAASKH 

CSTSSR*RWI*LDWI/CASASLL 

DEATAAAEAMAMAKRVSKLK 

NANRFFVASDVHPQTLDLMSY 


1 8091 


48459 


A 


18198 


643 


776 




18092 


48460 


A 


18199 


1 


1257 




18093 


48461 


A 


18200 


3 


346 




18094 


48462 


A 


18201 


1 120 


1335 




18095 


48463 


A 


18202 


312 


1108 




18096 


48464 


A 


18203 


1 


744 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibie nucleotide insertion) 


18097 


48465 


A 


18204 


381 


1 1 12 


GVEPSPPTNPPPATAIPRATCVA 

AARAASPSPS*SHQPHPPPLAYD 

RCST*PTPTTTAGQDHDHGRR 

WRSAPAPRSDHLSDMLQE/RSM 

SLLPLILSSTRSGSNPLRSTFLSR 

SRSISKNCSAEV*SNNSAGVGTI 

STS/RSTYDINRADTOVR R A VN 

NYDIIVMSNSFNGQSEHQVWIG 
GQF/ILHQICPLTQFQYGAEPDR 
KE*CQAPASKWALLHK*HRPFP 
QDRKAGECLLHE YEDLYPS VI H 


18098 


48466 


A 


18205 


2 


307 


hparhkfvkgssehrkspvkpp 

PIPSH*PP*PENTNPMRPI APTDP 
VTNLRSLMTGRORFTPYNTvJV<s 
RSDPSTTARSSSADRVNASEYP 
TSSEETSGRSSR 


18099 


48467 


B 


18206 


1 


723 




18100 


48468 


C 


18207 


127 


1410 




18101 


48469 


A 


18208 


1 


1773 

( 

1 
1 
1 
< 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWTDNDFDEL 

REEGFRRSN Y\SS Y* EEIRT* WQ 

TSLKALKRN*MMM/1LLASPSR 

TPISGPNGDPAGPKFVKAAATT 

GKARQRFHPATTTFHGRTPAPP 

LAHPAPTVSTPASTQHPARRHQ 

V ARPDRSSTPLPARI ALR VFC PT 

PSTAPPEHPRQNPNPAPQTDSA 

LPGADDVRVSTTDPERRHPHPT 

NTTTPGPGRVLRKELNRPRRP1 

HHRRRRFHVQRAWQLPVPHRH 

HHLDHTSHTRRRLRMTD VRL D 

RPQPQRPPRITITTVGGDQRLRL 

DRSYQPESPCDGDLRQLQMAG 

RAPCSPLSMLVLEKCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDG I 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

C3DEKQNAKNEHGTTSSLPTQFK 

rDHM ESQKDH PH KEETSPK V P 

ULVQESQKDHLHKEATNLKVP 

4PHPGKPQGPPPQEGNKPQRPP 

5 PGRPQGPPPPGGNPQQPLPPPA 

3KPQGPPPPPQGG RPHRPPQGQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18102 


48470 


A 


18209 


944 


1577 


RLCCLEISSTGYPKSSISSSKYPQ 

IPRAGAQCSQAV*SGSNPLRSTF 

LSRSRSISKNCSAEV*SNNSAGV 

GTISTS/GSTYDINRADTQVRRA 

VNNYD1IVMCNSFNGQSEHQV 

W1GGQF/ILHQICPLTQFQYGAE 

PDRKE*CQAPASKWALLHK*H 

RPFPQDRKAGECLLHEYEDLVP 

IRDTLRLFPGGRYLPRAKHVAP 

SEPDPTHHAYD 


18103 


48471 


A 


18210 


3 


634 


DRVFDSGSKWRSEQDWAAAK 
AVGQCSENGDWRCCGNGRYP 
ARGPAVPA*PSLCLHHPR*RCT 
CCMPVYR 


18104 


48472 


A 


1821 1 


3 


255 




18105 


48473 


A 


18212 


101 


547 


TSVELMDLCPIRLCRTFSG1PAY 

SMCIA*EWRNVCGVTGTENVT 

PSAAAAATASPIQVLTVLSVTS 

QIRAFSVLPVRRLRRSMSLSRIN 

TCRTEYPRCAVVCLLWKDAVS 

CLSTTFCARLCGQNTWLPRPCR 

HVNRAASDASVSLSTVT 


18106 


48474 


B 


18213 


1 


1 113 




18107 


48475 


B 


18214 


220 


I 173 




18108 


48476 


A 


18215 


1 


509 


MPNHKAILIKFKKTEIIPITLLDH 

STIKIErNIICKIAQNHTITWKJLN>4 

LLLNYFWPLTVSLCEMCKDFYS 

LGIEFSRFPLQELQNKDCALEK/ 

HSHWAQMWP*YPCPAKHWWS 

CRREHVLVVN/DCSTS*NSYWH 

FSD*LRAMKRRNEQCKR*AIRS 

LSRSLPARQDLKLLS 


18109 


48477 


A 


18216 


3 


281 




18110 


48478 


A 


18217 


878 


1 135 




18111 


48479 


C 


18218 


1 


1602 




18112 


48480 


A 


18219 


33 


608 


VDSLRFQSPSCSVYSTDTR*1SE 

T**NKL*PPKPV1ACPKMWIQV 

GQKFRQKAAATP*KAR*SPRPIP 

SH*QP*PKIQTRCGPQPPQ1RSPT 

QKPHDRQTALSHRTTTFHGPTP 

APPLAHPAPTVSTPASTQHPAR 

RHQVARPDRSSTPLPARJALRVF 

CPTPSTAPPEHPRQNPNPAPQTD 

SALPGAVRG 
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SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acicJ 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 1 
1 *=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 1 


181 13 


48481 


A 


18220 


3 


893 


NPRKRTEQGKAQNKVQWWLT 

RTPVMVQKRPT1VSLKSSPDSPL 

ETYSMFLFLGMWVGVGVEM/C 

SVKLEEQVNTYHYQR1LLGISS 

DN AI LLEEESEEG RPMHISTIKE 

PSPDSPILYLTLNLKLLTSLILFH 

YGESWNLLRADQRL1FAKSWP 

RASRYQQGHQDLFILRSDLPSQ 

VFIRDKLMERRNRRTGRTEKAR 

I WE VTDRTVRTWIGEA VAAA A 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAG1PLKVLQSLMGHKSIS 

STEVYTKVFALDVAARHRVQF 

AMPESDAVAMLKQLS 


18114 


48482 


A 


1 £99 1 


i 


327 


LISLRQRQQRTPGKPGKGPRPJP 
SPWPP*PENTNPMRPPSPTRSGH 
QPRSLMTGRQRFHTAQQRFTV 
RPQHHRSLIQRRPCQRQRVPN I 
QRGDIRSLVQIGHQRRCLRG | 


18115 


48483 


B 


18222 


1 


1419 




18116 


48484 


A 


1 899'? 


i 


2784 


1 


18117 


48485 


A 






1 157 


RTSTGLSGCIRCGVCASEGGQAV 
FV/WPRGPPETPCSRCPAAEGSP 
G*SPPREDPSSGSPGKRQTCTQT 
SARSPS j 


18118 


48486 


B 


18225 


67 | 


1314 




18119 


48487 


A 


18226 


302 


1423 

] 
] 
I 
< 


CRWRFRFIMPFVMASMSAECL 

MNYNSTAMSGKTGLQNDTTLI 

ARPWVKPYLGLEIMRIVGN* PH 

LTWCFPCTMYIPLFSQLLCCPVS 

FGQCGAFRNPGHPPSPNPEFFLG 

PRRCNPSLGHKALVQEAASDTP 

GKS\PGKSPPGPIPKPIGPP*PGK 

HKPDAAPSPHRSGSPNPEAS*PE 

DS AFTPHNN VFTVRPQH HRSLI 

QRRPCQRQRVPNIQRGDIRSLRF 

GCFARHHPRHHRNIHDRTRTRP 

RRLTRHSRGLFEDDVRVSTTDP 

ERRHPHPTNTTTPGPGRVLRKE 

LNRPRRPIHLRRRRFHVQRAWQ 

LPVPHRHHHLDHTSHTRRRLR 

V1TDVRLDRPQPQRPARITITAV 

jGDORI RI DRlTkTPRARPM 


1 O 1 OA 


18488 i 


\ 


18227 


1731 : 


>392 




18121 i 


18489 ] 


3 


8228 




422 




18122 i 


18490 1 


3 1 


18229 : 


>98 


464 




18123 t 


18491 I 


3 1 


8230 1 


1800 
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SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18124 


48492 


A 


18231 


745 


1250 


HTQNQRSGRSQNDF*RRRKNIS 

ERSAVYR*RQLYIRRQPYAERP 

SLR*RQRP*IPCIRSQHGNRKR1P 

RRRJFI*QSVLRRRHELLP*RKPE 

ASAERHKTRC*VSERrvPRYHRV 

KYDYH*KSIYSR*AHGAA*PSH 

RKDRESADLGSDGQNGQDLDC 

RGGCQPLLLTV 


18125 


48493 


A 


18232 


1 


1661 


MAETAV1NHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFD 

DQI RKSDGTLQEHDGICEIH VA 

KYAEIFGLTSAEASKDIRQALKS 

YAAKEVVLYRPEEDAGDEEGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRJFTQFRLSETKE 

1TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWMERYQLPQSYQRM 

PDFRRRFLQCrNAGHEMTKAIAI 

AQFNDDSPEARK1TRRWRJGEA 

ADLVGVSSQAIRDAEKAGRLPH 

PDMEIRGRVEQRVGYT1EQINH 

MRDVFGTRLRRAEDVFPPVIGV 

AAHKGGVYKTSVSVHLAQDLA 

LKGLRVLLVEGNDPQGTASMY 

HGWVPDLHIHAEDTLLPFYLGE 

KDD VTY A I KPTC WPG L DI I PSC L 

ALHRJETELMGKFDEGKLPTDP 

HLMLRLAIETVAHDYDV1VIDS 

APNLGIGTTNVVCAADVLIVPTP 

AELFDYTSALQFFDMLRDLLKN 

VDLKGFEPDVFIRDKLMERRNR 

RTG RTEKAR1 WE VTDRT V RT W 1 

GEAVAAAAADGVTFSVPVTPH 

TFRJHSYAMHMLYAGIPLKVLQ 

SLMG*YVHCKALWMDCAHV** 

TKEKIHSLLHRRHPLQGDKEPL 

PSPRNSSMPAVYPYWLPQRSIRI 

FQHI 


18126 


48494 


A 


18233 


162 


446 




18127 


48495 


B 


18234 


144 


2537 




18128 


48496 


C 


18235 


I 


873 




18129 


48497 


A 


18236 


700 


1 198 


PFFGTDFFPWARWC1QLRHKFW 

S KG KQRTTKKA P V K PPG PSP A 1 

DHP*PGKHKPDAAPSPHRSGHQ 

PKTSMTGRQRFHTAQQPFHGPT 

PAPPLAHPAPTVSTPASTQHPA 

RRHQVARPDRSSTPLPARJALR 

VFCPTPSTAPPEHPRQNPNPAPQ 

TDSALPGAVRG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18130 


48498 


A 


18237 


363 


940 


LQTVLQGYSNENSMFVKQKGS 
PPGKPGKKKPCFWGAPKNGAD 
I PSQS WRPSGN PGTTPPLPKPPSF 

FPGAPRMGQSQAWGHKGFWF 
KKGKPTFPPnk'k' ARVk'k'DDrr 

rvrvuivr 1 Cr r VJM\Al\V IvKrrVjU 

QSPKAIGPTRGPGKPPKPDMRA 
PKPPTDSGHQTQKPS* PADSAFT 
PHINVSRSDPRTTARSSSADRVN 
ASEYPTSSEETSGRSSR 


18131 


48499 


A 


18238 


861 


1517 


SLRPHLSGFYQARTL*DQRS*A 

DHE/DISKNCSAEV*SNNSAGV 

GTISTS/RSTYDINRADTQVRRA 

VNNYDI1VMSNSFNGQSEHQV 

W1GGQF/ILHQICPLTQFQYGAE 

r^rr ryL'ivNAUcLLLnt Y bULVr 

IRDTLRLFPGGRYLPRAKHVAP 

SEPDPEQDEQKLRFCKRHLYGQ 

QPRSPVEIRLQHVAIAYQTHHA 


18132 


48500 


B 


18239 


1014 


2337 




18133 


48501 


A 


18240 


1495 


1947 


1VTLCFPSYCLHCEAGP/LPCGH 
PWLWLC*VLGSPG*TQRTGSW 
/\ tvj r kj v o Ivr A U * K. V AF A A R 

RVPHP! i_i \a i pocr.uc a Aor^r^A 
iv v rnrLnMLrnoUnI)AAc>(j(jA 

otrLLKU A J UJ>U^ V LK.H Ar RK 

URiilNLAoNU 1 rrrNAL)rL(jQD 

VHPARHKLRQKSASEPRKKAR 


18134 


48502 


B 


18241 


1 


2055 




18135 


48503 


A 


18242 


1 


909 




18136 


48504 


B 


18243 


184 


395 




18137 


48505 


A 


18244 


447 


667 


nivr tvivivr v^l ivrl^ov^ V rtHArLrL 

QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


18138 


48506 


A 


18245 


265 


890 




18139 


48507 


B 


18246 


1 


551 | 




18140 


48508 


A 


18247 


407 


636 


RIMVHAT^I \AlfV-l A CCDrru/ni 
rviivi v n/\ i vJL/lvi KnAjorUL W IJL 

MR R TR Rrr.VPR\/TC*AD A C*i^d 
in ivrv i rVivV^Vj V Ixtv V 1 1 yKAo KK 

*/FRDVT^TMPk r Pnni ta at^xii a 
/ ljwxj i loiivirivJ'UvjL, 1 AARINLA 

FA FPHYMPriRI 


18141 < 


48509 


A 


18248 


1 


1448 




18142 * 


48510 


A 


18249 


817 ! 


?30 




18143 i 


48511 


B 


18250 


303 


461 




18144 4 


48512 


\ 


18251 ( 


S12 ; 


3359 




18145 4 


48513 


\ 


18252 


1 i 


462 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


II 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18146 


48514 


A 


18253 


268 


749 


RGGIEYLLLVVFILTRTRFIQAV 

EHRRNGRRVAEKI VPEL1THFM 

AEIRJDLLQRTGVAL/W*HQSAA 

YLPG*QICALA**IHPGVAAGEY 

QRRS1QENGGKVQESGQTAS*M 

RG*MSVESRSG1AARCPESDAQ 

SGVVHRSRWNQSLPARFGAGR 

DYREAS 


18147 


48515 


A 


18254 


1793 


2193 ; 


TQRJPAAQKQGSRCIVDSSAEA 

LSAALAIGNIELVKPSRTMS/DK 

AAQE1VNSGKAKRVVVSLGPQ 

GALGVDSENC1QVVPPPVKSQS 

TVGAGDSMVGAMTLKLAENA 

SLEEMVRFGVAAGSAATLNQG 

TRLCSH 


18148 


48516 


B 


18255 


1 


1557 




18149 


48517 


A 


18256 


606 


1123 


QRDNPSGTDGGRNRAFGAGNI 
HTRGAAQAVERLVDSFPAQEK 
DPGESTGRTDSLPSSRPQKVAY 
PVHRNDRR/ERLWFAAPSSPSN 
ATWGNAEWTLNFSSSDSVTGA 
SSER*NLLFRLATVRCTLPSSVS 
ADGAIVAALATHIGEAELTLES 
QCGAWRATFSSTCSSLPLNPN 


18150 


48518 


A 


18257 


1 10 


318 


TALKLPLPMSTKVTRCLSNLLK 
PKFNLPPL VQPPKKMLPRH LSR 
* APNTKTSRVLKKN * PI PI PTR R 
KT 


18151 


48519 


A 


18258 


2 


3062 




18152 


48520 


A 


18259 


4435 


4954 




18153 


48521 


A 


18260 


1 


1959 




18154 


48522 


A 


18261 


2 


715 




18155 


48523 


A 


18262 


1 


756 


M1RRVSVASGNEYPMRPASY1R 

TAPTVYPSSSPAGTWFAGNAPA 

SSCGFRDRYLIVCSHQTPHVPG 

K REEVNYETG I Y WLRHYGYTD 

YSRNA KQRLQRTsTN LAPI LFTTT 

VPLGGRQYNNSQHLPQRQSLE 

RJRHHTQAFTALIPHGAAGQGC 

GSGDLHYLSLEDVAVSSKATPD 

GSGVTRKASANLRVTIQIGGFQ 

LRTCGFGPSCRGCHPALQ1SRAL 

AVAAHQQAADNNMEFANYGP 

FELLQ\ARQLIES 


18156 


48524 


A 


18263 


1 


799 




18157 


48525 


A 


18264 


1 


270 




18158 


48526 


A 


18265 


2 


188 


LGFFFQRPLGFGQELSKL*EQVL 
LAPEEVGHLGEHLLFRHASEWP 
APRVQLLLLVRVQDLQE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
eodon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18159 


48527 


A 


18266 


2791 


3274 


SKIFPRHDDLLLWRSHRNGDDL 

RTAGMNAFKQRLTLLGFKITIL 

TANDYLFADGQ/RSVRKKYPQ 

AOV^RVAHAHI U/PPI y adap 

KF/GTPVFT VriftPPPVl AATPA 

K\ VP QQC A TQ A 1 A \1ADT I IDPA ICC 

WlR^TAFrPrQWVQPflk'PA rvD c 
w I ix o 1 rtrV^LLj W V CftZ.\J rv r AUKo 

PAP'nRTWI Rf 
rAroJM W L. Ix 


18160 


48528 


A 


18267 


202 


627 




18161 


48529 


A 


18268 


1 


2390 




18162 


48530 


A 


18269 


1081 


1911 




18163 


48531 


A 


18270 


86 


272 




18164 


48532 


A 


18271 


674 


2808 


FILKLRTRRR*RHRLIRPWELFQ 

TARNAEVMKA/LVRHLWLEVK 

GVDLGRFPERRYGSDKPDLRNP 

MELTDVADLLKSVEFAVFAGP 

A1MDPKGRVAALRVPGGASLTR 

KQIDEYGNFVKIYGAKGLAYIK 

VNERAKGLEGINSPVAKFLNAE 

IIEDILDRTAAQDGDMIFFGADN 

KKIVADAMGALRLKVGKDLGL 

TDESKWAPLWVIDFPMFEDDG 

EGGLTAM HHPFTSPKDMTA AE 

LKAAPENAVATLGDPLESPDDG 

LHNRJSTHGCFYVLCGISTNIGV 

ESTARNAWELGFNLVIAEDACS 

AASAEQHNNS1NHIYPRIARRG 

RDPQRVMIY1GLPQWSHPKWV 

RLG ITSLEE Y A RH FNC VEGNTT 

LYALPKPEVVLRWREQTTDDF 

RFCFKFPATISHQAALRHCDDL 

VTEFLTRMSPLAPRIGQYWLQL 

PATFGPRELPALWHFLDSLPGE 

FNYGVEVRHPQFFAKGEEEQTL 

NRGLHQRGVNRVILDSHPVHA 

ARPHRKLGGTAVWEWEPEGA 

HWVGDEPGWFSSGDLSKAEY 

WAQKAADSGDADACALLAQIK 

1TNPVSLDYPQAKVLAEKAAQA 

GSKEGEVTLAHILVNTQAGKPD 

YPKAISLLENASEDLENDSAVD 

AQMLLGLIYANGVGIKADDDK 

ATWYFKRSSAISRTGYSEYWA 

GMMFLNGEEGFIEKNKQKALH 


18165 


48533 


A 


18272 


532 


2103 




18166 


48534 


B 


18273 


1 


4401 




18167 


48535 


A 


18274 


343 


765 




18168 - 


48536 


A 


18275 


447 


709 
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NO: 


SEQ ll> NO: 
of peptide 
sequence 


If 


SEQ N> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=possib!e nucleotide insertion) 


18169 


48537 


A 


18276 


1 


1571 


MIEVKHLKTLQALRNCGSLAA 

AAATLHQTQSALSHQFSDLEQR 

LGFRLFVRKSQPLRFTPQGEILL 

QLANQVLPQ1SQALQACNEPQQ 

TRLRJAIECHSC1QWLTPALENF 

HKNWPQYSV1FKSGVTFDPHFF 

FQQGELDPERAFDDFG1KPMAS 

ASIAQVHSARFNSNGHEVVIKV 

IRAETLPV1KADLKLIYRLARW 

DAAFAAGWSPPAANLSCAGST 

KIHRLMNRTCCRNLPTPFSFGA 

KPGLYLVEAMVGGYRATTVVF 

VSDTVALSKVSG1ELLVWGAG 

KKQGEANAGSEILWTDGLGVM 

TRGVTDDSGTLQLQHISPERSYI 

LGTLAMVQLREDMAKRQAAG1 

IAPRSGRRMHRTQHKPPMTTE 

MGPRAVLRJEDTIPFLEALKASG 

KQRJLLTNAHPHNLAVKLEHTG 

LDAHLDLLLSTHTFGYPKEDQR 

LWHAVAEATGLKAERTLFIDDS 

EGDAMKEKLPAVEVRLDKWLW 

AAR/SL*NPRAGP*ND*RR*GAL 

QRAAHEAEQNRRAECHAHSAP 


18170 


48538 


A 


18277 


2080 


2274 


RFQVVYFDHEKPSLRHE*FALE 
EYTGTRN*GCVNLLDR*KPFPF 
KFMERWLAFSPPGLTLESSRG 


18171 


48539 


B 


18278 


1 


3126 




18172 


48540 


A 


18279 


1 


341 


MLDRLESEILADRVSEESRRWL 
A SCG LTV EQMQNQM DP V YTP A 
RKIHLYHCDHRGLPLAL1SKEG 
TTEWCAEYD/GMGQPAE*REPA 
SAAAA YPPAG AA V* *G VRPVL 
QPPPLL 


18173 


48541 


A 


18280 


945 


1484 




18174 


48542 


A 


18281 


965 


1403 




18175 


48543 


A 


18282 


703 


1 149 




18176 


48544 


A 


18283 


161 


476 


LLPWRSCILRSDPLAAHPVl/LV 

P*AC1FIARNCYPRPSCDSACKL 

RRESCG*FG*TRMVSAQATFSIQ 

ITSA/LPFCEHLPGKRSGDFDTG 

EDNALSGQRPEFRHG 


18177 


48545 


A 


18284 


1 


443 


MLSEPALRELATA1AGVRKGEN 

DIAVENI1GANIFNIVIVLGLPALI 

TPGEIDPLAYSRDYSVMLLQAG 

rCEVLAIERECLAELDQYFNQNF 

TLACEKMFWCKGKVVVMGMG 

KS/RAILGEKWPRMVCQHR1AN 

HENRDSIRKICCYHR 


18178 


48546 


A 


18285 


3 


550 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18179 


48547 


A 


18286 


2157 


2504 


LVSLAGAAYRSPQDPVPYMPIS 
ruLUW VKQI VCCVMASDAD** 
KVPKyNALLLPVCTSGPYHALA 
I UUOhKKCjyMLK. I rVLPRHYK 
LYLUAbSGMRYSTPATALMPLP 

I DLI 1 A CD 

LrHLAbK 


18180 


48548 


A 


1 8287 


j 


fO 1 
yjZ. I 




18181 


48549 


A 




l 






18182 


48550 


B 


1 8289 


1 
i 


1 1 

1 jj 1 




18183 


48551 


A 


18290 


1171 
i i / 1 






18184 


48552 


A 


1 8291 


^47 






18185 


48553 


B 




1 
1 


coo 




18186 


48554 


A 


18293 


1 
1 


1 A 1 7 

1 H 1 / 




18187 


48555 


A 


1 8294 


Zs 


O77 




18188 


48556 


A 


18295 


859 


1377 




18189 


48557 


A 


18296 


1 


3036 




18190 


48558 


A 


18297 


1 


942 




18191 


48559 


A 


18298 


1 


2124 




18192 


48560 


A 


18299 


1955 


2797 


GGISIDRSGDH*GRGAVYHVAG 

R*N AGRTA EL YFASRPTCG/RW 

LVAAVQGAATAR1ST1EMSVW 

AQL*QMCRGKIRAT/ISLPEATA 

QVISSGSGATKVEDGLGDLNKP 

VSNQNLVTGIDTPVYNAPSAGS 

APFGVLADNMRYPILHKLKDR 

LNQTWYQIRIGDRLAYISALDA 

v^FUNGLoVL I YHHILRDEENTR 

r RHTSTTTSVRAFNNQMA WLR 

DRGYATLSMVQLEGYVKNKIN 

LPARAVVITFDDGLKSVSRYAY 

PVLKQYGMKATAFIVTTR1KRV 


18193 


48561 


A 


18300 


1 


1191 




18194 


48562 


A 


18301 


I 




MrVVr I Vr rL WrPSGLVLYYIV 

CX1 1 DO \/ A IT VAT TA /IX" r\ A rx/T't / 1 r\ 

blNLrKYAbYU VKUADGSVLD 
^ulALWr rxOPNor I GEDVLELQ 
GHGGPV1LDLLLIRILTVCGLRJ 
ARPACSPRSL 


18195 


48563 


A 


18302 


1 


1011 




18196 


48564 


A 


18303 


1 


1845 




18197 


48565 


A 


18304 


I 


755 

< 


MSPVIDKMYVDAYQPFSEEKIS 
MQEALEKGAQPLREFMLRQTR 
EADLGLFARLANTGPLQGPEAV 
PMRILLPAYVTSELKTAFQIGFT 
IFIPFLIIDLVIASVLMALGMMM 
VPPATIALPFKLMLFVLVDGWQ 
LL V A L VTG L 1 1 SILQ A ATQIN EM 
TLSFIPKIIAVFIAI1IAGPWMI NT 

* fc — ' M ▼ 4 I i till / \ \ J Jt TT IVll^l^l 1 y 

LLDYVRTLFTNLPYIIGRTMLQ 
VTSEQ/CAILVKPVLLAVTARA 
GADLHRADSERTQRTKTGGGF 
~RYWAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18198 


48566 


A 


18305 


1 


1977 




18199 


48567 


A 


18306 


1 


630 




18200 


48568 


A 


18307 


1715 


1996 


LFRLLKTLTGRRKRSNKSWITT 
CRGFWGTWCAGWSRP*VVQK 
CR1YTMWR* WQHAQR*VSPAT 
LNGLMLITISRKNPHTRKGAGK 
HCPFSGPS 


18201 


48569 


A 


18308 


517 


675 




18202 


48570 


A 


18309 


480 


626 




18203 


48571 


A 


18310 


757 


1 146 




18204 


48572 


A 


18311 


318 


724 




18205 


48573 


A 


18312 


1 


1743 




18206 


48574 


A 


18313 


1 


1 197 




18207 


48575 


A 


18314 


161 


613 


LLRQGFIV1SAGGKRVEGQIKLV 

FPAKFEAGFRHGVIANLRLYPF 

PEEKIGEMATAPLSTSGDCRT* 

YALIGIQ/PTDGDARGSPRYKPA 

LALLPACVGSAKSTPHGRTP1PA 

IYVPSSPT*FRALASDSVAQT*Y 

CRPASQTRRASPARSL 


18208 


48576 


A 


18315 


177 


425 


SRYFSATSTWPLVMSIPVTCPFS 
PASWLST*QSLPLPLPRSKIQQF 
CRCSGITRPQP*YPDPKSSSFVD 
AQGSPDHSHN1LGLLLRVHFAR 
LPECAWGPAWLW 


18209 


48577 


A 


18316 


1 


576 


ADSSKKIAD1ISVIDGIAFQTNIL 

ALNAAVEAARAGEQGRGFAVV 

AGEVRNLASRSAQAAKE1KALI 

EDSVSRVDTGSVLVESAGETM 

NN1VNAVTRVTD1MGEIASASD 

EQSRGIDQVALAVSEMDRVTQ 

QNASLVQESAAAAAALEEQAS 

RLTQAVXPRSVWQPAHSPINRK 

HHPVLPIATGALMPGCGS 


18210 


48578 


A 


18317 


121 


1819 




18211 


48579 


A 


18318 


1 


2151 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18212 


48580 


A 


18319 


3 


I 127 


GTPYASQPVIRPVEGSKPLIKQV 

LD1GAHGTDKTIAQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEM1RLTECIL 

GFTWNRLYQGINVHNAERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLSYVLYHQGLVPPHIAAG1NL 

NFWPAGP1FRRLGAFFIRRTFKG 

NKLYSTVFREYLGELFSRGYSV 

EYF VEGGRSR/TG RLLDPKTG\M 

LRGGTRPITLIPIY1GYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKI RNI GOnYVTMFHFPIVlP 

LMTYLNQHVPDWRES1DPIEAV 
RPAWLTPTVNNIAADLMVRIN 
NAGAANAMNLCCTALLASRQR 
SLTREQLTEQLNCYLDLMRNVP 


18213 


48581 


A 


18320 


1 


2470 

J 
] 


MFQPSDSGKSFIFNMSVGYNLE 

GIKQPPMQQFIDNMMDASDHP 

KFAQYRDTLNKLLQDDAFLAR 

HGLQEKRESLQALPAR1PTSMV 

HG VTLSTMHGCPPHEI EA 1CRY 

MLEEKGLNTFVKLNPTLLGYA 

RVREILDVCGFGYIGLKEESFD 

HDLKLTQALEMLERLMALAKE 

KSLGFGVKLTNTLGTINNKGAL 

PGDSTSGVLRTYERLLTAWML 

TCPCADEHQRGESVKLATALT 

WWLRGSQNRDEITKDGFQSNH 

AGGILGGISSGQQIIAHMALKPT 

SSIDVPGRTINRFGEEVEMITKG 

RHDPCVGIRAVPIAEAMLAIVL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSNGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRLSSQVSNLGMGTVLIGDM 

GMPAGGRFMGGHASHQTGLDV 

DIFLQLPKTRWTSAQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTR1FVNPAIKQQ 

LCLDAGTIATGCAKCDPGVSIG 

AYAYLLTLRAQCLAHDLPDPLE 

PLEIDGTLLPRYVFIHGGPRVFT 

YYTPKEESIKLFHDYLDLHRSN 

PNLDVQMVPVSVMFGRAPGRE 

KGEVNPPLRMLNGVQKFFAVL 

WLGRDSFVRFSPSVSLRRMADE 

HGTDKTIAQKL\ARVARM\HFA 

RQRLAAVGPRLPARQDLFNKL 


18214 - 


48582 


B 


18321 


1 


1460 




18215 - 


48583 


\ 


18322 ; 


2 : 


>34 
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SEQ IO 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18216 


48584 


A 


18323 


282 


422 




18217 


48585 


A 


18324 


1 


1974 




18218 


48586 


A 


18325 


154 


1944 




18219 


48587 


A 


18326 


18 


386 


KACEAVF*DQGLPLGPKVQGQ 
WDWFPGPGALRHQQSVAHQA 
GGFRSLWGYSGVSGQCRRHSD 
* S RPG R E A RRRRS V AG * * S H A L 
HRQTALFGARSDADLPAAAPR 
YLLYRGLSAAHFRPQAG 


18220 ; 


48588 


A 


18327 


181 


655 


KARSPEDQGFRPRVHIDGGVW 

HLDVGSSHPGAEVGPKGMAVR 

HLKWYASWV*NVVRQFGPYLP 

WALEN/WRGAAPSTRGHGVC/G 

ITVFGKSDGTT/SHDQYTAPYG 

SPHPPGRWSLRHRYPAHLTSSA 

LAFSDARRNAARQPRRWNPLS 

GYSQVICLPAW 


18221 


48589 


A 


18328 


1 


658 


MDDGTSIAPDGDLWAF1GDELK 

MGIPENDRJREQKQKYLRNKSY 

LHDVTLRAEPYMYW1AGQVKK 

RNMPMELVLLPIVESAFDPHAT 

SGANAAGIWQI1PSTGRNYGLK 

QTRNYDARRDVVASTTAALNM 

MQRLNKMFDGDWLLTVAAYN 

SGEGRVMKAIKTNKARGKSTD 

FWSLPLPQETKQYVPKMLALS 

D1LKNSKRYGVRLPTTDESRAL 

ARVHLISPVKCARFSRFVFCPA 

VCRDSGGADERRTDSDGCQYA 

GG VKPESVMGAEI VEGFSH IS V 

TSAWSRGDNSPAPMAFSRLWL 

TVFSMVF1CRRETVRSLSAVGA 

GELRGAAPSTRGPEWTHHWCS 

GCHANGTARSAVVPPDPMPNS 

EVKRRSADGSVGSP*RLITAAK 

VGS*RQLKRTKRVGNPRTSGRY 

RCRRKRSSTCLKCWH*VIFSKT 

ASVMAYVCQRPMKAVLWRVC 


18222 


48590 


A 


18329 


642 


1343 


LCLHLPLPTRFPRLQL*EEGGPV 

QPAAMPQWRTLPGPGPRPALPL 

PRRLRGSSLRARPGRLRGPRLR* 

RRHVCGGRRRAPLLLRAGLRRP 

RLPRARGPVRRAPLCSRRPLLR 

PLLRPRJLRLRSRLHGSAV*VPSA 

PR RRKRL A RG PAG PQ A RG PS A L 

PFASGSGTARGRGRGRRCALA 

GPRAPPWPLPGCWVSLAGWDP 

GAVSPRTPGCTQQPKDAGGFR 

GWSEAGVHDAQTV 


18223 


48591 


A 


18330 


1 


810 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18224 


48592 


A 


18331 


236 


717 


ALPVGAAFSSTTGFGSGFGAGG 
ASTFGLGGSTGFGFGGATGAGS 
GSNSVLLAAIVAGSSDGAAASP 

r\l\. I oort.AroUuLU/^tKJ\l V Ur rv 
tvJN NUUIrA V V tKLb YUr NKbAN 
TAI VT Vk'nriPPPVfl ADVpi va 

vJA-'v' V^^- 1 v LAA AI fsJ Cj N 1 KLoYG 

AUD C" A \\/T? 

yil IvE. A W ix 


18225 


48593 


A 


18332 


49 


291 




18226 


48594 


A 


18333 


75 


839 




18227 


48595 


A 


18334 


1 


579 




18228 


48596 


A 


18335 


223 


563 




J 8229 


48597 


A 


18336 


1 


1219 




18230 


48598 


A 


18337 


157 


864 


RGNRQLQQFPRHWRSNRLDGL 

LLQIQLQILGGHTVERHLVVQI 

ALVVNGHPGHADGMW1LCIRV 

LLSLQQNGFRRVPSIGHWTGH* 

AATDQARLMLGGHINAQFAGI 

QRLEDLGTQLLHTTNGLVEVE 

ARRHIl AT C\ T PI PI 1 1 XTrvrr\\/\i/ 
A.I rUVnv L-Jvr L>V VOKJJr*o/fcVLI 
L'r tvv^lN AVji^L. WIS. Vr A 1 r JvPfcP I K 

PA \IC > C > V>X}C\C\C\QC\x~\x~\t>X} a r* r* a r* 
V f\ \\^X^Y IvOOV^oOLilJKiNAvjCAL, 

XT 14 \/ PI VAPLlDDCrDU/UCnDU 

iNrt V tLVAKnKKiLrWHolJRn 


18231 


48599 


A 


18338 


1 


219 




18232 


48600 


A 


18339 


1 


2226 




18233 


48601 


A 


18340 


46 


228 




18234 


48602 


A 


18341 


382 


143 1 




18235 | 


48603 


B 


18342 


1 


2400 




18236 


48604 


B 


18343 


1 


912 




18237 


48605 


A 


18344 


2267 1 


2539 




18238 


48606 


B 


18345 


1797 


341 1 




18239 


48607 


A 


18346 


1842 


2560 




18240 


48608 


A 


18347 


1 


1284 




18241 


48609 


A 


18348 


1 


792 




18242 


48610 


A 


18349 


1 


978 




18243 


48611 


A 


18350 


757 


101 1 


LFGRFSNGFLIVVCQRLRQAVV 
NEQFLPETATLTHRGELLFHSP 
A * LPG VFR YL AQM * RH A V IQ VF 
RATGVPEPERCRQRRPHER j 


18244 


48612 


A 


18351 


148 


679 


RMSDDKFDAIVVGAGVAGSVA 
ALVMARAGLDVLV1ERGDSAG 
CKNMTAGGRLYAHTLEAIIPGFA 
VSAPVERKVTREKISFLTEESAV 

Tl nPHPPADn\/Dr»UACVT\M n\t 

1 l^LJr titsJC^K^rlJ V Jrl^lMAo Y 1 VLtvN 
KL Ur W LIVl fc,i^ A cv^ Au A r 1 r (j V 
RVDALVREGNKVTGVQAGDDI 
LEANVVILADGVNSMLGRSLG 
MVPAS 


18245 


48613 


A | 


18352 


1168 


2241 




18246 


48614 


A 


18353 


1 


1344 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locarion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18247 


48615 


A 


18354 


440 


886 




18248 


48616 


A 


18355 


1 


2876 


MAGVPGFEPGNAGIKNRCLTA 

WRYPIRTTLSGEWCGRRDLNSQ 

EATLQQPLLQAIDLKKHYPVKK 

GMFAPERLVKALDGVSFNLER 

GKTLAVVGESGCGVLACTLFA 

WNRNYFVLLFVGVFLSSFGSTA 

NPQMFALAREHADKTGREAV 

MFSSFLRAQVSLAWVIGPPLAY 

ALAMGFSFTVMYLSAAVAF1V 

CGVMVWLFLPSMRKELPLATG 

TIEAPRRNRRDTLLLFVICTLM 

WGSNSLYIINMPLFIINELH 


18249 


4861 7 


A 


18356 


606 


726 






486 1 8 


A 


1 8357 


1271 


1726 




18251 


48619 


B 


18358 


1 


1633 




18252 


48620 


A 


18359 


1 


407 




18253 


48621 


A 


18360 


427 


2307 




18254 


48622 


A 


18361 


120 


694 




1 

1 OIJJ 


48623 


A 


18362 


804 


1087 


KRQHLCTHSGAIRLRIAGVGSW 

KG/GRPNWRKMAVRWRVPASA 

VVSGWLRRWHCWPVAMPSAE 

SPR1RCGAGCC1CRJLPLFRCGCC 

TPARLTISH 


1 OZjU 




A 


18361 


216 


436 




18257 


48625 


A 


18364 


476 


577 


FRRWYWGCCSTTRLSHCLTR* 
M*CMRWSLAVCC 


18258 


48626 


A 


18365 


1 159 


3744 




18259 


48627 


B 


18366 


169 


743 




18260 


48628 


A 


18367 


2811 


3513 


SLPRGWFQPEYGNLEIMEKTYN 

PQDIEQPLYEHLGFPRVGLRRE 

LKKAQES Y WAGNSTRE E LL A V 

GRELRARH\WDQQKQAG1DLLP 

VG DF A WYDHV LTTSLLLGN V P 

ARHQNKDGSVDIDTLFRIGRGR 

APTGEPAAAAEMTKWFNTNYH 

YMVPEFVKGQQFKLTWTQLLD 

EVDEALALGHKVKPVLAGPGT 

WLWLGKVKSEQFYRLSLLNDI 

LAGYQQGLAETGVGPDDIVTA 



! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18261 


48629 


A 


18368 


1 


2810 


MKQTVYIASPESQQIHVWNLN 

HEGALTLTQVVDVPGQVQPMV 

VSPDKRYLYVGVRPEFRVLAY 

RIAPDDGALTFAAESALPGSPT 

HISTDHQGQFVFVGSYNAGNVS 

VTRLEDGLPVGVVHVVDGLDR 

LARQLIKNLATLKAGNARVVN 

QXJ A AnkT.TDU\in/C\/r\DD 
oiN/Mvior L/\i^rvO l^rriiNJ Vr VUrr 

FRRG LLEETIN LLEDNG WL A DE 

ALIYVESEVENGLPTVPANWSL 

HREKVAAFAGAEPYHYLNHTL 

GFPRVGLRRELKKAQDSYW 


18262 


48630 


A 


18369 


2279 


2563 


IviiNr UAoLINor 1 rKoY LoLLjCjc-K. 
iv/\r V Wttl 1 LU V roKKPAAOKL 
KICAPERYWGGEHPPVKKWLG 
G*ARKCRPRPWETL*KSHLRRR 
PSLGPWAGGL 


18263 


48631 


A 


18370 


481 


1020 




18264 


48632 


A 


18371 


1 


998 


MNEN FGTQIC VNNRLSFTDCSG 

YVTRYDHDRFGQVTAVHRJEEG 

LSQYRAYDSRGQLIAVKDTQG 

HETRYEYNAAGDLTTVIAPDGS 

RNGTQYDAWGKAICTTQGGLT 

RSMEYDAAGRVIRLTSENGSHT 

TFRYDVLDRL1QETGFDGRTQR 

YHHDLTGKLIRSEDEGLVTHW 

HYDEADRLTHRTVNGETAERW 

QYDERGWLTDISHISERHRVTV 

HYGYDSKGRJLASEHLTVHHPQ 

TNEL L WQHETRL A YKRTGL AN 

RCIPDTCPPVNAYLGTACCQHE 

ICDTPWLSYRDPFTGKSWLSGR 

YELHKRIYGITAKERKDVDVW 

HPDVRFFELYDENNELRGSFYL 

DLYARENKRGGAWMDDCVGQ 

MRKADG SLQKP V A YLTCN FN R 

PVNGKPALFTHDEVITLFHEFG 

HGLHHMLTRIETAGVSGISGVP 

WDAVELPSQFMENWCWEPEA 

LAFISGHYETGEPLPKELLDKM 

LAAKNYQAALFILRQLEFGLFD 

FRJLHAEFRPDQGAKILETLAEIK 

KLVAVVPSPSWGRFPHAFSHIF 

AGGYAAGYYSYLWADVLAAD 

AFSRFEEEGIFNRETGQSFLDNI 

LSRGGSEEPMDLFKRFRGREPQ 

L*HTVVELPRPFHREILAFRPL*I 

rQAYLRHHR*RA*RC*CLASGC 



BNSDOCID: <WO 0175067A3_IA> 



2273 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18265 


48633 


A 


18372 


409 


533 


TGNDAPVPAQSAQYRYLQ*SV 
RNFCRLSFRLGINLSLPYPHVDD 
VIPLMAEGK1LPYLDIPLQKASP 
RILKLMKRPG 


18266 


48634 


A 


18373 


222 


659 


SAGSVKTQRSGANKQRRTRSRL 

ASFC/ETLSSVSFPAWRKISFLIP 

VGLPISNNYVCSLNPVWCAMR 

LNMPPMSKS1CWQKLHWKSTVS 

RW1TTRHSFVQTLISTACWRRSP 

VTQSSWRSTFACSTGLLSHAPP 

LPIRHCTN1TNVWY 


18267 


48635 


B 


18374 


1 


1527 




18268 


48636 


A 


18375 


1 


1005 




18269 


48637 


A 


18376 


2 


314 


WVSYCSGSTTL/LLRALQECQR 

QQGPWASAGDPGEGAGERERL 

PQALASPPLQVKPARQ/RDPGL 

RTPDPGDTASPALNGHIFALPA 

GTAGDCFPRPPRGRKNSGT 


18270 


48638 


A 


18377 


3 


576 




18271 


48639 


A 


18378 


189 


563 


QGRGSSRPGCGHLDPGGEEWL 

PQRPGLQHLC\PSAY1LIFAGVL 

VMVTGFLGFGAILWERKGCLS 

TTTG DRJF WK D RQP WTCR/WQT 

SHRNQSGAGGQWDRFRSHQGH 

RDHEGRTSNWGSGFPREVA 


18272 


48640 


A 


18379 


1 


531 




18273 


48641 


A 


18380 


1385 


1673 


AASTDRAAETG**KTR/HRWFL 

SVKLRTSTPTAVSPKK+KRLAW 

TRCMTPPSKR*KKRV1TPSSSPT 

SLTSTLPGATVATSPVMPRVWN 

CSTAVCRS 


18274 


48642 


A 


18381 


1 


921 




18275 


48643 


A 


18382 


I 


2115 




18276 


48644 


A 


18383 


2 


149 


ARRNESRRGGR*HPCRPIT*TGT 
VNQRPAGFRRFAGPFRYSGKPG 
RERL ! 


18277 


48645 


A 


18384 


482 


1655 




18278 


48646 


A 


18385 


1 


776 


MENACVLLMGVLSTFLVSWLG 

KDAMAGVGLADNFNMVIMAF 

FAAIDLGTTVPGAFSLCKRDRR 

QARVATRQSLVIMTFLPVLLAP 

LIHHFGEQIIDFVAGDATTEVKA 

LALTYLELTVLSYPAAAITLIGS 

GALRGAGNTK1PLLINGQVAML 

MQAPYYFQEAQIEAA1AAMDV 

APEYADIRQVESSTAVLYLFSE 

RFMTYGKAYGLCEWFEGSRLSI 

AHIPVTDNDNETQYHFFRQSCQ 

HC/DRCSVHRRLPDGGVVA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18279 


48647 


A 


18386 


1017 


9228 


FG RC AG VCQ* RG RDGQRRD E A 

GDGRLRARL*\ALYQTITHDLR 

YRH KN LYRRKLA SQRVTEH VN 

RAGLRYSYQYEKDCITITDSLA 

HNKVLHTQGEAGLKRVVKKK 

HADGSVTQSQFDAVGRLRAQT 

DAAGRTTEYSPDVVTGLITR1TT 

rUOKAbAr Y YNHHNQLTSATG 

rlJOLfc.LrvrCfc, YiJfcLLilvLiQfc, 1 Ar 

DGDITRYRYDNPHSDLPCATED 

ATGSRKTMTWSRYGQLLSFTD 

CSGYVTRYDHDRFGQMTAV 


1 8280 


48648 


B 


18387 


1 


141 1 




18281 


48649 


A 


18388 


575 


835 


RQKPERYLTAFISTTLPLRWMT 
LVRVMRPIVTCRRSRSILLRSIS 
HLCKWRVSTKSPVILWTILSN* 
RLFWKSWR*NGLQSKYQDG 


18282 


48650 


A 


18389 


1207 


2465 


ASTAQQHQLLSPAKEETTGWRI 

FHPSDPWALGRSQGGAGLIQPP 

EVQKGSVRYRARFALLGPAMV 

AHRHTGRPEIRYRYDSDGRVTE 

QLNPAGLSYTYQYEKDRITITD 

SLDRREVLHTQGEAGLKRVVK 

KEHXADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGL1TR 

ITTPDGRASAFYYNHHNQLTSA 

TGPDGLELRREYDELGRL1QET 

A PDG DITR YR YDN PH SDL\PC A 

TEDATGSRKTMTWSRYGQLLS 

FTDCSG Y VTRYDH DRFGQMTA 

VHREEGLSQYRAYDSRGQLIGV 

KDTQGHETRFEYNIAGDLDGGI 

ArtUU/KJNu/ 1 YL>A WUKKK 1 1 
/v^UOiJALiL)Ki>AGCj 1 KARKGHT 

QPPQVf.nUTW/CDUPVDrDXll D 

^rKiVUUK 1 WoKritj Y POKJnLK 

PlVyfA/P CC\/D1 VDI T A C I A D\/DAC 

KJvlVKobVrLYKL 1 AblArVrQt 

YRFPPHQSEEVY 


18283 


48651 


B 


18390 


1 






18284 


48652 


A 


18391 


1 


2640 




18285 


48653 


A 


18392 


1 


549 




18286 


48654 


A 


18393 


290 




MLturK 1 AK AKr W HL KAYO 

1 *QnPfRI? AP.CV 
Lr oUCL-ivjvAuo V 


18287 


48655 


A 


18394 


1095 


1 zoo 


MLLurKJ AK AKr WHL KAYO 

I * C/~l C/T> O A /"» C\/ A CXI A r> C A /Tk 

L'aubLKKAOoVAbNAKSACRC 

DDP A II ATD 171 /^T A O 

KJvbAMALiKrLi^ 1 Ao 


18288 


48656 


A 


18395 


1 UJD 


1 1 7ft 1 
Z 1 /o 




18289 


48657 


A 


18396 


1 


669 




18290 


48658 | 


A 


18397 


1628 


1856 




18291 


48659 


A 


18398 


227 


668 




18292 


48660 


A 


18399 




3186 




18293 


48661 


A 


18400 


291 


631 
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SKQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18294 


48662 


A 


18401 


1 


1437 




1 8295 


48663 


A 


18402 


345 


727 




1 8296 


48664 


A 


18403 


870 


1043 




18297 


48665 


A 


18404 




2175 




1 8298 


48666 


A 


18405 


1 


1332 




1 8299 


48667 


A 


18406 


} 


1566 




18300 


48668 


B 


18407 




921 




18301 


48669 


B 


1 8408 




2487 




18302 


48670 


B 


18409 




2919 




18303 


48671 


B 


18410 




2214 




18304 


48672 


A 


1841 1 


1714 


1979 


RJLAWRLAGRWWAGSWRTST1P 
PAAACSRLRCSPPSKFCSAWCR 
WCSTRACSSCCRSTSSPMPAWR 
PSAGS* LSTARRRAPPS ALVLRI 


18305 


48673 


A 


18412 


1201 


2118 


PSRQADKENRPHPGRGYPARM 

MSGLTGTITTVSTGWCTTRGHN 

MKSRWSKVAIFTTRWGRRVAK 

RVWRRERDLTGWMSLSRKPQV 

TWYGWDGDRLTTIQNDRTRIQ 

TIYQPGSFTPLIRR1PVLGGGDTT 

MDCLRTSIRLNAASVTCAYRRD 

QISMPGSRKEVVNAREEGVEFQ 

FNFQPQYIACDEDGRLTAVGLI 

RTAMGEPGPDGRRRPPPVAGSE 

FELPADVL1MAFGFQAHAMPW 

LQGSGIKLDKWGLIQTGDVGY 

LPTQTH L KKVFAGG DA V HG A D 

LVVTAMAAGRQAARDMLTLF 

DTK* PGT AGTATG * PQ Y RTTE P 

ASRRFISRGASRHSSEGS/SVLG 

GGDTT/MGLFADFHPPQCRQRD 

LAPY RRDQISM PG S RKE V VN A R 

EEGVEFQFNFQPQYIACDEDGR 

LTAVGL1RTAMGEPGPDGRRRP 

PPVAGSEFELPADVLIMAFGFQ 

AHAMPWLQGSGIKLDKWGLIQ 

TGDVGYLPTQTHLKKVFAGGD 

AVHGADLVVTAMAAGRQAAR 

DMLTLFDTKAS 


18306 


48674 


B 


18413 


1615 


1656 




18307 


48675 


A 


18414 


1287 


5056 




18308 


48676 


A 


18415 


1 


271 




18309 


48677 


A 


18416 


1 


588 




18310 


48678 


A 


18417 


2150 


2332 




18311 


48679 


A 


18418 


1 


238 


LEELGV1GAVLVGFSL* VLWAP 
LQLPKAGGRVKVAGIQLGEVEF 
WKVSNKSCSSPDPPPGVMAAKIS 
ISQALQPPQSTR 


18312 


48680 


B 


18419 


1 


2721 





2276 
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SEQ II> 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


18313 


48681 


A 


18420 


712 


1031 


PVMRORGVFRSVII TK1R<\A RPf 
OMIOPRV1SHAMYSI SPFFAI R 
RSTKSPKRFSMNNS*ASRSSGST 

* * *■ i viva I I \+j j \ Liyl 1 

SRDTSAIS*ARRSISSRTSRLL1RS 
L1SL1SSLLVNVV 


18314 


48682 


A 


18421 


1 


1779 




18315 


48683 


A 


18422 


693 


921 




18316 


48684 . 


A 


18423 


758 


1183 


ALTAASRSECAVIMMTGRTSCC 

DIVEKWIPARCCQMIQPRVISH 

AMYSLSPFFALRRSTKSPKRFS 

MNNS*ASRSSGSTSRDTSAI<s*A 

RRSISSRTSRLLIGWRSI WYTT1 1 

NSIPPTNRAKSMKPFPSPNAr<sK' 

VKRCC 


18317 


48685 


B 


18424 


1 


708 




18318 


48686 


A 


18425 


1 


2436 




18319 


48687 


A 


18426 


1382 


1813 




18320 


48688 


A 


18427 


900 


1028 


AGYAAPGRTDRRSSPSG*GYRY 
SGCYQICRQPGRLGSRKSPV 


18321 


48689 


A 


18428 




881 


MTPSRFAKKNGSL VKRCPMG I 

DAEVTMIKPIAARPKVSHSKVR 

SYMIRLSVSFSREP1TQPFSAVEI 

QTRJR YG V SG FFL RR V DTEH H P 

DRHAARALQYHITGSNRCDAIN 

AVQFDTAGGECTNRRMAEDHG 

RNVAVIQMLIRLVIKQAFREVP 

SELWTNRKQACPFLDFDCGENS 

A I A ANN YD WFGNMN VLTFLRD 

IGKHFSVNOMINKEAVKDRI N 

REDOGISFTFFSYNf T OPiYOFA 

CLNKQYGVVLQIGGSDQWGNI 

TSGIDL/NPSSASESGVWPDRSA 

DH*SRWHQIW 


18322 


48690 


A 


18429 


1 | 


3270 




18323 


48691 


A 


18430 


1 


374 


MKTCWQILEIESTTQIDIIRQAY 
LA RLPLCHPETDPQGFKA LRQA 
YEEALRLAVNPVEEADDEEKD 
AAAEH EILRAFRT/FTGFRK* SFS 
AFRLAEIYSAIKYLEHGGCRSIT 
LAAVCNRHRSAI 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18324 


48692 


A 


18431 


63 


1272 


LRRSCNAVYCW*CVATCPS\GE 

EDGIVLIDQDKCRGWRMCITGC 

PYKKIYFNWKSGKSEKCIFCYP 

RJEAGQPTVCSETCVGRIRYLG 

VLLYDADA1ERAASTENEKDLY 

QRQLDVFLDPNDPKVIEQAIKD 

GIPLSVIEAAQQSPVYKMAME 

WKLALPLHPEYRTLPMVWYVP 

PLSPIQSAADAGELGSNGILPDV 

ESLRIPVQYLANLLTAGDTKPV 

LRALKRMLAMRHYQRAETVD 

GKVDTRALEEVGLTEAQAQEM 

YRYLAIAN YEDRFVVPSSH REL 

AREAFPEKNGCGFTFGDGCHGS 

DTKFNLFNSRRIDAIDHQQEMF 

EAIAASKNLPKEDAHALGIFLR 

DLTTMDPLDAQAQYSELFDRG 

RATSLLLFEHVHGESRDRGQA 

MVDLLAQYEQHGLQ 


18325 


48693 


A 


18432 


2 


859 


WPLRJISPYSIINGSGKSAASGSV 

MQVAQFNSHYQYDPKFERGM 

YLYEHRRCFNNIIDYCNSLCYH 

AWLVAHKDDIERNYRGPLVQV 

VGWCDAIFGAEELGISRAQFDQ 

FLRMMQGGAQFGGGYQQQTG 

GGGRPGGHFFEKRRLLRMVDR 

LNARFTGGVLVSFKGPLLEGFG 

PWQGLSPWVIGPDLGLPG/CLG 

AWGAVSVCHCPWVCKTGSPFR 

WVPHRRFHPPPG*KFPENWMG 

FCSSRTCSGLFSHPHSPTMAFKN 

FELGHGTPPRGTRNRPTMSSNT 

YRPHRFQ 


18326 


48694 


A 


18433 


479 


601 


CWRPLPAEKRWWYLAAMWW 

RLAARFVFPMLCVRQ*PSSMIW 

TTPDADIAIGTWRSCCAVLRGR 

KMPVSSITMRRRCY*CWRPLPA 

EKRWWYLAANWWRLAARFVF 

PMLCVRQAAPYTK 


18327 


48695 


A 


18434 


69 


194 


AT Y EN M LAN PRN * KHDAN RH Y 
PPGLSCSLTVVSSRNRSARV 


18328 


48696 


A 


18435 


173 


298 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18329 


48697 


A 


18436 


1 


1734 





2278 

BNSDOCID: <WO 0175067A3_IA> 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


18330 


48698 


A 


18437 


851 


2202 


RQKRLIFCCVKGKNWPP* WRW 

LNEKLPCSLMLLPTLPPSVLGIR 

LQNQLQRQFVRQGGVWMPGD 

EVKKVTCKNGVVNE1WTRNHA 

D1PLRPRFAVLASGSFFSGGLVA 

ERNGIRFPTI HI DVI OTATRP.p 

WYKCiDFFAPnPWOOFr.VTTnP 

™ 1 * WJ L/i X Alyi VV V/vr VJ V 1 1 \ Jr. 

TYARHROGKPI KTC\ P^VRPW 
ADI IPSPRDAAAVFVPnVI VKyfP 
I NRI PN AOFANTsJF 


18331 


48699 


B 


18438 


1 


5301 




18332 


48700 


A 


18439 


710 


889 




18333 


48701 


A 


18440 


1622 


2615 




18334 


48702 


A 


18441 


1 


1309 




18335 


48703 


A 


18442 


1 


266 


PROCGFMKKRI FNnnTYVFAVTvT 

YAVSPRORPRPPVT APVWQ1CDC 
■ /A v ouivyivrivr r V L»/\r V IN ololvo 

V^PYTPFFYkTPTVR AHI FI^Kir-XT 

M 


18336 


48704 


A 


18443 


267 


395 




18337 


48705 


A 


18444 


1 


3807 




18338 


48706 


A 


18445 


1 


2193 




18339 


48707 


A 


18446 


1278 


1846 


SCRSAPRNRHQIPGTYRSRLPRH 

TTPPGYDHNRKNPNLYISTRQK 

RDAFFAVQYHSLLYYRQTLLPN 

DHNQSVDR*FVFRL*NQNGYNS 

GRH1 YWRYH^YM A U/l *T rup 
vj i\n Lr i w iv. i no i in/\ w L, JLl^iirv 

HPVYYRI YYIFT riPvoiuriiwipr* 

n* vii ivl» i I ir Lyr V ylVlV/lVIrVy 

QRESPVENRKVFNLRLLKIYYR 
LIIFLKCGNLLNL 


18340 


48708 


A 


18447 


1 


2106 




18341 


48709 


A 


18448 


881 


1401 




18342 


48710 


A 


18449 


1 


233 


MMGFDGTVOYMAnI PiAP\4PM 

ivuvivji 1— ' i v V,/ I 1 Vi r\0 L-iKj r\. I ivi i IV| 

LAA/MYCGSYGSARRD1NRAW 

LFHPSAGGAVYFLHAGYGGDW 

SPLLGYDRRCGWAKYD 


18343 


48711 


A 


18450 


1 


1960 




18344 


48712 


A 


18451 


563 


928 


FSAIKSSPKAQALWHVLHY*AV 
N * TN I FKTEK P 1 FN RG K R FR PTP 
TRQLREC Wl V WGSA SCQLTKQ 
AVVARWTIILMRRRKGWHGRA 
fILMPGGPRLKQVPRQFCKPPA 
AAARLSKSMGRC 


18345 


48713 


A 


18452 


1 


828 J 





! 
j 

2279 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence \ 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinlc nucleotide insertion) 


18346 


48714 


A 


18453 


1 


1327 


MMQKPATVDEEESPRETHRYS 

VRRRGELiVEAGGRAENTVVT 

GAGWLKVATGGIAKCTQYGN 

NGTLS VSDGAI ATDI VQSEGG A 1 

SLSTLATVNGRHPEGEFSVDKG 

YACGLLLENGGNLRVLEGHRA 

EKI1LDQEGGLLVNGTTSAVVV 

DEGGELLVYPGGEASNCEINQG 

GVFMLAGKASDTLLAGGTIVTN 

NLGGEDSDTIVENGSIYRLGTD 

GLQLYSSGKTQNLSVNVGGRA 

EVHAGEVTGDIHVEITDASRQT 

LCNALKLQPDEGGSSRVIPTCK 

ASRLRIDANFKRFVDEEVLPGT 

GLDAAAFWRNFDEIVHDLAPE 

NRQLLAERDR1QAALDEWHRS 

NPGPVKDKAAYKSFLRELGYL 

VPQPERVTVETTGIDSEITSQAG 

PQLVVPAMNARYALNAANAR 

WGSLYDALYGSDIIPXQEGAMV 

SGYDPQREAMECP 


18347 


48715 


B 


18454 


71 


4995 




18348 


48716 


A 


18455 


1 


3572 


MARKRKSRNNSKIGHGAISRIG 

RPNNPFEPCRNRYAQKYLTLAL 

MGGAAFFVLKGCSDSSDVDND 

GDGTFYATVQDCIDDGNNADI 

CARGWNNAKTAFYADVPKNM 

TQQNCQSKYENCYYDNVEQS 

WIPVVSGFLLSRV1RKDRDEPFV 

YNSGGSSFASRPVWVPSSIVIMS 

YGLASYVIAVAFLERDRIQAAL 

DEWHRSNPGPVKDKAAYKSFL 

RELGYLV PQPERVTV ETTG IDS 

EITSQAGPQLVVPAMNAR 


18349 


48717 


A 


18456 


485 


1999 




18350 


48718 


A 


18457 


44 


270 




18351 


48719 


A 


18458 


1 


2223 




18352 


48720 


A 


18459 


290 


756 




18353 


48721 


A 


18460 


8 


314 




18354 


48722 


A 


18461 


2 


686 




18355 


48723 


A 


18462 


1 


732 




18356 


48724 


A 


18463 


1 


780 




18357 


48725 


A 


18464 


101 


435 




18358 


48726 


A 


18465 


805 


993 




18359 


48727 


A 


18466 


452 


2180 




18360 


48728 


A 


18467 


691 


1443 




18361 


48729 


A 


18468 


1 


320 


DPRDCRLKVGKEMFTLFGPQF 

VRELQQRGFDIFLDLKFHDIPNT 

AAHAVAAAADLGVWMVNVH 

ASGGARMMTAAREALVPFRPD 

APLLIAVPV*RS1KASDLVVPL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


t Amino acid sequence < X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


18362 


48730 


A 


18469 


632 


796 




18363 


48731 


A 


18470 


129 


425 


tdiitrongtganidaiftiatk:a 

STGI FVYOPRFARPPRVMQQr.v 
HTATRG^NGTRT VR A R vphta 

AGVYGSSKQTQF*NRFCQRKCR 
RYPDGCRRA 


18364 


48732 


A 


18471 


1 


1062 




18365 


48733 


A 


18472 


1 


996 




18366 


48734 


A 


18473 


1 


1004 


MLRVYHSNRLDVLEALMEFIV 

ERERLDDPFEPEMILVQSTGMA 

QWLQMTLSQKFGIAANIDFPLP 

ASFIWDMFVRVLPEIPKESAFN 

KQSMSWKLMTLLPQLLEREDF 

TLLRHYLTDDSDKRKLFQLSSK 

AADLFDHVSGASVSSKVEQLR 

AQLNERILVLDGGMGTMIQSY 

RLNEADFRGERFADWPCDLKG 

NNDLLVLSKPEVIAAIHNAYFE 

AGADIIETNTFNSTTIAMADYQ 

MESI SAFINFAAAKI a RAfAHP 

WTARTPFKPRYW/Anvi r;PT7vlP 

TASISPDVNDPAFRNITFDGLVA 

A Y RESTKAL V AGI VLM PA I PA L 

WEAEPGGCA 


18367 


48735 


A 


18474 


606 


846 




18368 


48736 


A 


18475 


3042 


3933 


G PHPPAPGGPAXCH YD VHQPY L 

RQRTEDRRTRHYLAQSFAQYSL 

RQWAFHFLLDNITPDIQQJVIAH 

TRRTGGFTITASEAAIEMLLCFK 

RDFVALQHLFNQIDAPARAVQF 

IAQKLIGWACCEAARKNQLPH 

NTTKRSLLMSILYEERLDGALP 

DVDRTSVLMALREHVPGLEILP 

TDEEIIPYQCDGLSAYRTRPLLV 

VI PKOMFOVTATI AVPHRl dv 
v L/rivyivicy v 1 AViLvM. V v^nrvLJv V 

PVMVFPGLRLSREAFLTTAEFG 
TQELRRPAQLRLQVYrlLLSTAG 
RHHPAQNSPIRVLEVDIDLLGG 
TQELWGWKETH 


18369 


48737 


A 


18476 


869 


1639 


ICSRCKSTRTSPTRCRJCAIKVIL 

VCFVIRELLVVAPELTIIGLPEG 

NWITVSKGMLAKSPVDSNSTQ 

LKEAEEERLKAAQYGLQLVES 

QNELQNQLDKCRNEMMTMTE 

MQLRNKJKJIRRELGNLIKRPRSG 

AESLPDAVVLTTEEGG1FWCNG 

LAQQILGLRWPEDNGQNILNLL 

RYP/EVYAISENA*FFSPAQSGA 

QHRAASGNSRHALYPQTVADG 

GA*CHANASTGRGAA*LFCQRE 

P*VTYAIDRVTGLPGDDE 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18370 


48738 


A 


18477 


388 


2356 




18371 


48739 


A 


18478 


137 


318 


GGQLSSWAMDFCHL/PAFWNS 
MTWHLQRLWGACGYFWHAQ 
WERLLTTFEGNEWILIFIGGIL 


18372 


48740 


A 


18479 


923 


1 149 




18373 


48741 


A 


18480 


1 


373 




18374 


48742 


A 


18481 


168 


360 




18375 


48743 


A 


18482 


1 


147 




18376 


48744 


A 


18483 


161 


440 




18377 


48745 


A 


18484 


277 


2172 




18378 ; 


48746 


A 


18485 


164 


406 


LFRREGSYDRYLLMDDYCRRK 
DDSYFDRYRDSFDGRGPPGPES 
QSRAKGKVAETVYSYY**NTL 
QKREETNNQYPHLKKG 


18379 


48747 


A 


18486 


405 


999 




18380 


48748 


A 


18487 


64 


288 




18381 


48749 


A 


18488 


159 


550 


CAVCHISFQDTPVLVSSNVTMQ 

FGSKPLFENISVKFGGGNRYGLX 

IGANGSGKSTFMKILGGDLEPT 

LGNGSLDPNER1GKLRQ\DQFAF 

EEFTVLDTVIMGHKELWEVKQ 

ERDRIYALPEMSEEDGYKVAD 


18382 


48750 


A 


18489 


3 


481 




18383 


48751 


A 


18490 


2 


233 




18384 


48752 


A 


18491 


2 


3026 


SVPTIIFFFLPVLRFWRPGIQQA 

KKCHLFATGTQSRRNTLRQRT 

AKGIPQQRMTAKREEISIGILHV 

TPQQRRECRGDNRFTARFRRTP 

WRLLGHCVSAAVTGVLPAVAG 

SPLAYSDTDEFYPVAGGTMSQ 

HLPLVAAQPGIWMAEKLSELPS 

AWSVAHYVELTGEVDSPLLAR 

AVVAGLAQADTLRMRFTEDNG 

EVWQWVDDALTFELPEIIDLRT 

N 1 DPHGTAQ A LMQ ADLPQDLR 

VDSGEPLVFHQTTLGFI 


18385 


48753 


A 


18492 


2714 


3079 


RLIGLRMVREFVGLIRRASVAS 

GSWHCCRMRRKRLIRPKPSILQ 

SMLWSPSTRRMFFTLVPIFSIEE 

LPFTFRSLMMVTLSPSASRLPLA 

SLTISSSLSCAGSASFHS*AHSG 

QMYMPLSS 


18386 


48754 


A 


18493 


1 


888 




18387 


48755 


A 


18494 


1778 


2025 




18388 


48756 


A 


18495 


1 


1425 




18389 


48757 


A 


18496 


3 


96 


FVGRI RRLRRIRRY* FTPLTD*LS 
CAHQVP 


18390 


48758 


A 


18497 


420 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


18391 


48759 


A 


18498 


533 


1006 


RPSIFACVSP'RINHSRIMPQTN 
AKNAKPNPAQVMRGVISRRRR 
AMI FSNSAITRTPTT<sFTV4ATTQ 

ASSSPPAVKVS1CPHGINTPTN1C 
NTTSCFRLIPHFMTPKPLPLYSE 
SGPSCSSCSASARSNGSLPISIKV 
ANAQAQSAS1 SGMLWLSGQ 


18392 


48760 


A 


18499 


3 


418 


EWHYLSADRROCAFQGVSRKT 
ATVCHH PVDYYA GSLYRLYFT 
DRI RARI A OH A AF^/HTPA qh a 
VFOLVLF*! *SPI FSPV^T^nnR 
TANSTVT IMKSCMSGA VFROPT 
NWOAI1 MFI IFVVFTI HITVWA 
SNAYVLAG 


18393 


48761 


C 


18500 


63 


500 




18394 


48762 


A 


18501 


1 


1107 




18395 


48763 


A 


18502 


1 


153 




18396 


48764 


A 


18503 


88 


510 




18397 


48765 


A 


18504 


204 


654 




18398 


48766 


A 


18505 


241 


771 




18399 


48767 


A 


18506 


1655 


1909 




18400 


48768 


A 


18507 


2 


48 




18401 


48769 


A 


18508 


1 


585 




18402 


48770 


A 


18509 


1 


723 


LQPPGRRWAAPA\ASGLSRQV\ 
RCFSTSVVRPFA\KLVGPS\VQV 
SVIEGRYATAL\YYAASRQNKL 
EQVEKGXLLRVAQILEGTPKWA 
ASVLESPMLKAFPLKVKKPICM 
TITAK VGGSLPLTYQTLINFA LL 
ENGSD*GNYPRESF^G1 FI TMD 
GVFHSRERVP\CTV\T<nGTFT *Ff, 
RPOFSFFKNC^RHFI R^RAkTFI 
KLGAK\TDPSIVLGGMIVRIGE\K 
YVDMSVKTK\1QKLG\RAMREI 


18403 


48771 


A 


18510 


400 


894 




18404 


48772 


A 


18511 


1 


1023 




18405 


48773 


A | 


18512 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTTIAFPDPn 

MSGWPDGRMETSSPTIMDIVVI 

♦CAIAAEAIVLVSLLFVMLRYM 

YRHMGTYHTNEAKGTGVADS 

ADACPAGDPA 


18406 


48774 


A 


18513 


141 


563 

< 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASASTTMHTTT\IA\EPDPG 

VS\GLP\DGRMETPTPHP*LTMV 

VIAGVMACLWPFVLSLPSSFVM 

V A LTLLTGHKG A RTTPNE AKG\ 

rEFAES\ADAALQG\DPAL\QDA 

3DSSRKAEYF1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possit>le nucleotide 
deletion, \=possible nucleotide insertion) 


18407 

* 


48775 


A 


18514 


182 ! 


935 


QAFELHCPCRPKFSTLPSPAWPP 

RHTDLRKRGRRTAQ*Y AGNES 

HPPSLPRYLRRSRH/SRMQAPSS 

TCSYSHTSLQCSPAPQNH/AQHP 

*PALEELACG/SPSVSSPYLVLSS 

CQEQPHHCCPPSTPRPSW/CPSS 

GDAICYSPGQ/CPRSRGPLP\EDS 

SDSPPAEQVLPPSSGSHNTLYLR 

CKRFSAF1LNCEPPSK\C*KPGHR 

CRS*AGILTLLPPG/ERGP/GDGP 

CSTG RQSASKTPPPPSHPHTGHS 

LWSEEK 


18408 


48776 


A 


18515 


48 


676 


KARLTWQQTREESLCRETPPYK 

TIRSRETYSLPREQHGKDLPP* F 

NYLPPSPSHNTICPG*QDQGRFT 

Q\PLYLRCKRFSAF1LNCEPPSK\ 

C*KPGHRCRS*AGILTLLPPGGE 

AQHFKVKHPSIPL/REGGEVGIK 

PKKTSPGTELLMQP/CHQPSPRT 

CQPAPRKSNRP/LGCLSPLMKHS 

TLG Y LL WLQKA I WLKG FGTSG 

W*M*GRFHL 


18409 


48777 


A 


18516 


86 


92 


TANAALHQPSPRTCQPAPRKSN 
RPQAA*ALNC 


18410 


48778 


B 


18517 


1 


2031 




18411 


48779 


A 


18518 


98 


367 


DLFLYLSWQHCHPYSHCHPNQ 

KPGRFLMKLSS\ETVTIELKNGT 

TRSHGTMHQVWDVQ\MNTH\L 

KAVKMTLKNREPVQL\ETLSIR 

GNNIRWFILPD/SVYPLDTLLVD 

VDPKVKSKKREAVAGRGRRRG 

RG/TRD V ARGR* RGNN 1 R 


18412 


48780 


A 


18519 


1 


310 




18413 


48781 


A 


18520 


37 


136 


RRRPSSSWALPPSRGPSST*AER 
GAQHQQPVPA 


18414 


48782 


A 


18521 


3 


305 


FFTLCLQWGLFSCESP1CSGVGR 
Y WA* VCLCFLQI E A 1 ELPMDPK 
LNKRRGFVFITFKEEEPVKKVL 
EFCKFHTVSGSKVRCSQLCLASC 
AAGELALRGMG 


18415 


48783 


B 


18522 


249 


367 




18416 


48784 


A 


18523 


1 


1008 




18417 


48785 


B 


18524 


17 


835 





i 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


(Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=posstble nucleotide insertion) 


18418 


48786 


A 


18525 


2 


1188 


SLIKLNSPPPRGGGTARYGAWL 

LVGGFPCGGGQGGGDTVGAAP 

WADWGEASAAASFDVLAEAC 

ARLSSLRVGDEAGSRGVIWRAR 

SPPRLGLALSEAG\EE\QPMETT 

GASENGHEAVPE\ASR\GRGCW 

TPLRRGLEARPRRPRAG1RTAPR 

D/QRIN ASKNEED AGKM F VGG L 

S\ WDTSKKDLKDYFTKFG E V\V 

DCT1KM DPNTVG RSRGFG FI LFK 

DASSV*KAVLDQKEHRLDGRVI 

DP\KKAMA\MFCKAPVKK1FVGG 

LNPESPTEEKIRESFGEF\GEIEAI 

ELPMDPKLNKRRGFVFITFKEE 

PPVI^ k"VT P^VFUTX/Qrvct^rcri/ 
cr v is.rv vi^n.isJs.rri 1 VoCj\bK.Ch.lK. 

RNRGNRGQ/GGGGGGG*GQGS 
TNYG\KTQ\RRGGHQ\NNYKPIL 
EAGRQERPT 


18419 


48787 


A 


18526 


3 


784 




18420 


48788 


A 


18527 


3 


1990 


PAMNGLSLSELCCLFCCPPCPG 

RIAAKLAFLPPEATYSLVPEPEP 

GPGGAGAAPLGTLRASSGAPG 

RWKLHLTERADFQYSQREVRST 

IEVFPTKSARGNRVSCMYVRCV 

PGARYTWLFSHGNAVDLGQMS 

SFYIGLGSRLHCNIFTYDSSGYG 

ASSGRPSERNLYADIDATWQAL 

RTR*GRPLVGRVRARWRPRLTL 

LRRRQVRHQPGQHPSCTGRS1G 

HGAHRGTWPRATSVPRWCCTR 

Ivo 1 oOlvlrv VAr rU 1 v^clvr 1 A S 1 P 

FPYIRERCPRLTSPRAHHPTGTK 
DEVIDFLEAGWRSTRRCHQGG 
GAAVGGGGPGHNDIELYSQYL 
ERLASLSFSQELPSQRA 


18421 


48789 


A 


18528 


82 


406 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( \=Unknovvn, 


•NO: 


of peptide 


hod 


in USSiN 


location of first 


codon for hist amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


18422 


48790 


A 


18529 


2 


1474 


ARASGSGSSSGQGKMGQSVQRG 

GHGSGGGKKDDKDKKKKYEPP 

VPTRVGKKKKKTKGPDAASKAL 

PLVTPHTQCRJLKLLKLERIKDY 

LLME\EEFIRNQEQMKPLEEKQ 

EEEVRSKVDDLKGGPRLSVGNL 

GKRF1\DDNHA\IVSTP\VGSEHY\ 














VSILVSFVDKDLLEPGCSVLLNH 

KVHAVIGVLMGDTDPLVTVNM 

KVEKAPQETYADIGG\LDNQ1\Q 

EIKESVELPLTHPEYYEEMGIKP 

PKGV\ILLVPPG\TGKTFLPKAV 

ANQTASATFLRGGGSEL1QKNLG 

DGPKT/LSRELFRWSEELAPSLR 

FIDRJLPPLGTKRY\DSNSGGE\R 

EFQRTM\LELLN\QL\DGFDS\RG 

DWKVIMPTNRMETLDPALIRPR 

PAFDRKYEFP/LCPDEK\TKLKR1F 

QISHKS/RMTLADVGTPWTTLI 

MA\KDDLSGA*PSKAI\CT\EAGL 

MAL/RENRRMKVPN\EDFKKS\ 

KENVLYKKQEGTPEGVVSLMTsJ 

PWLVIRKMVGRFLNP 


18423 


4879! 


A 


18530 


2 


274 


WQDLICRMAASVKEQSTKPIPL 
PQSTPG/ESHSLSTSGKSEVRDL 
FVAERQFAKEQHTDGTLICEVG 
EDYQIAIPDSHLPVSEERWALD 
ALRN 


18424 


48792 


A 


18531 


3 


844 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


{Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18425 


48793 


A 


18532 


261 


2814 


VRFRNLIRIYCNIKICAVSHCPP 

KVFKLNSLFFLHRFDSVAFGES 

QSEDEQFENDLETDPPNWQQL 

VSREVLLGLKPCEIKRQEVINEL 

FYTERAHVRTLKVLDQVFYQR 

VSREG1LSPSELRKIFSNLEDILQ 

LHIGLNEQMKA VRKRNETS VID 

QIGEDLLTWFSGPGEEKL KHAA 

ATFCSNQPFALEMIKSRQKXDS 

RFQTFVQDAESNPLCRRLQLfCD 

1 1 PTQMQRLTKYPLLLDNI A K YT 

EWPTEREKVKKAADHCRQILN 

FVNQAVKJEAENKQRL/EEDYQ 

RRLDTSSLAKLSEYPNVEVRLRN 

MDLTKRKMIHEGPLVWKVNR 

DKT1DLYTLLLEDILVLLQKQD 

DRLVLRCHSKILASTADSKHTF 

SPVIKLSTVLVRQVATDNKALF 

V1SMSDNGAQIYELVAQTVSEK 

TVWQDLICRMAASVKEQSTKPI 

PLPQSTPGEGDNDEEDPSKLKE 

EQHGISVTGLQSPDRDLGLEST 

L1SSKPQSHSLSTSGKSEVRDLF 

VAERQFAKEQHTDGTLKEVGE 

DYQIA1PDSHLPVSKE\RRALDA 

LRNLGLLKQLLVHQLGLTEKSA 

LENWQHFPRYRTAFQGPQTDS 

VIONSENIKAYHSGEGHMPFRT 

GTGDIATCYSPRTSTESFAPRDS 
VGLAPQDSQASNILVMDHMIM 
TPEMPTMEPEGGLDDSGEHFFD 
AREAHSDENPSEGDGAVNKEE 


18426 


48794 


A 


18533 


90 


383 


II OT H^fi PPI I WT *I QFPCI CT 

ta v\rorrR pa a hphp^cqp \/c 
A V LLIQ/HRRPL PLPIG LKAC YFS 
ALSLQTSLTCLGLVVLLDFPKE 
AASLDKV 


18427 


48795 


A 


18534 


1 


456 




18428 


48796 


A 


18535 


830 


1092 
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st:Q id 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18429 


48797 


A 


18536 j 


391 


1824 


GSGADASGF1SDAGLIFKKASSK 

GPKRLEKFSDERAAYFRCYHKL 

FLLFSSLCYGTYH VVVLPTLKP 

REDED WISLCLRHCLMQKDTH 

SMLGECGERREGKKQKTGALG 

SSLSLEDAKHLLPFIPALPFSWN 

ALPQDLCNVFKLLWDYRJRVD 

PSPIAGTL1RRDTDPQGESHVKT 

GRHWSDTIKSQRCQGLRQPPDR 

PIPILLMVKGQHVWPSQLDKAQ 

1QEVTELNNVKNVARLPKSTKK 

HAIGIYFNDDTSKTFACESDLEA 

DEWCKVLQMECVGTRINDISL 

G\EPDLL\ATGVE\REQSE\RFNV 

YLMTSP* LRMLHG\ECALQV\T 

Y\EYICLWGRPRTPQEFKLISW\P 

LSALRRYAGRGTPWFNYQAGR 

M\CQTGEGLFIFQTRDGEAIYQK 

VHSVAALAIAEQHERLLQSVKN 

SMLQMKMSERAASLSTMVPLP 

RSAYWQHITRQHSTGQLYRLQ 

DVSSPLKLHRTETFPSLQDS 


18430 


48798 


C 


18537 


22 


620 




18431 


48799 


A 


18538 


48 


413 


EDSKSKT1SHPWRDCGDYCHH 

QGLERCRGGDSHHTPVQLS*LA 

CAED\NKSWRMT\GIIVSLTKC* 

LQMQLLYQMWFHCLSKLTHLL 

G1STLQLCVT1LFREIL1TFPLHKI 

SHWSITLMTLR 


18432 


48800 


A 


18539 


23 


124 


QWV11SLTKW*LQLQLLYQMW 
FHCLSKLTRLLP 


18433 


48801 


A 


18540 


1 


1860 




18434 


48802 


A 


18541 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*FCRJSRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIFCKKREKNQIDTIICNDKGD 

ITTDPTEIQIT1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVTMRPITGSEIEAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEAS1I 

LIPKPGRDTTKKGNFRPISLMNI 

DAK1L 


18435 


48803 


A 


18542 


, 


1521 




18436 


48804 


B 


18543 




2265 




18437 


48805 


B 


18544 




1716 




18438 


48806 


A 


18545 




1704 




18439 


48807 


A 


18546 




3618 




18440 


48808 


A 


18547 




3087 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AO /C 1A *> 1 *T 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18441 


48809 


A 


18548 


277 


350 


SPVEKELKLWKNRHKLLLSC* W 
LTC 


18442 


48810 


A 


18549 


197 


422 


ivnkvvlpqggpaspslkgfwv 

yklaqvwk:liegp*fpifiiqisl 

lsi*prsflfv*1k*ecsrlpisfts 

SGR 


18443 


48811 


A 


18550 


1 


3171 


MVKGSIQQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEI1TNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

i^*L->i-rt~ti^ ls i w v niNc ivi is. i ci rvivir r 

ETNENKDTTYQNLWDAFKAVC 
RGKFIALN AYK RKEERSKIDTL 
TSQLKELEKQEQRHSKPSRRQE 
ITKMRAELKEIETQ 


18444 


48812 


A 


18551 


209 


2432 

1 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEK1NKIDRPQ 

ARLIKKKREKNQIDTIKNDKGD 

ITTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEIEA1TNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEG1LPNSFYEASII 

LIPKPGRDTTKKGNFRPISLMNI 

DAKILNKILANQIQQHIKKLIHH 

DQVGFIPGMQG\WLEVLARA/IR 

QEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTlsTN 

RQTESQIMSELPFTIASKRJKYL 

GIQLTRD VKDLFKEN YKPLLN E 

IKEDTNKWKNIPCSWIGRINIVK 

MAILPKVIYTFNAIPIKLPMTFFT 

ELEKTTLKFIWKQKRSHIAKSIL 

SQKNKAGD1TLPDFKLHYKATV 

TKTA WY WYQNRDI DQWNTTE 

PSEIMLHIYNHLIFDKPDKNKQ 

WGNDSLFNKWCWENWLAICR 

KLKLDPFLTSYTKPNSRWIKDL 

NVRPKTIKTLEENLGNT1QDIG 

MGKDFMSKTPKAVATKAKIDK 

WDV1KLKSFCTAKETTIRVNRQ 

PTEWEKIFATYSSDKGL1SR1YN 

ELKQ1YKKKTNNPIKKWAKDM 

NRHFSKEDIYAAKRHMKKCSSS 


18445 


48813 


A 


18552 


1 


3255 





2289 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=t!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18446 


48814 


A 


18553 


1 


3139 




18447 


48815 


A 


18554 


1 


3210 


MVKGS1QQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLID1YRTLHPKS 

TEYTFFSAPHHTYSKIDHI VGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQ 


18448 


48816 


A 


18555 




3345 




18449 


48817 


B 


18556 




3127 




18450 


48818 


A 


18557 




3325 




18451 


48819 


A 


18558 




3145 




18452 


48820 


A 


18559 




548 




18453 


48821 


A 


18560 




3229 




18454 


48822 


A 


18561 




3352 




18455 


48823 


A 


18562 




1965 


MGDFNTPLSTSDRSTRQKVNK 

DTQEMNSALHQADL1DIYRTRH 

PKSTEYTFLSAPHHTYSKTDHIL 

GSKALLSKCKRTEM1TNYLSDH 

SAIKLELRJKKLTQNCSTTWKL 

NNLLLNDYWVHNEMKAERKM 

FFETIENKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEKTHSKTIRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFFERINKIDRTLARLIKKKR 

EKNQ1DRJKNDKGDITTDPTQIQ 

TTIREYYKHLYANKPENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

SGSEIVAIINSLPIKKSPGPDGFT 

AEFYQSYKKELVPLLLKLFQSIE 

KEGILPNSFYEASIILLPKRGRDT 

TKKENFRPISLN4NIDAKILNKIL 

AKRIQQHIKKLIHHDQVGFIPG 

MQ\GIKYLGIQLTRDMKDLLKE 

NYKQLLNEIKEDTNKWTCNIPCS 

WVGRINIVKMAILP/ICELEKTTL 

KFIWNQKRACIAKSILSQKKKA 

GGITLPDFKLYYKATVTKTARL 

YTKHGTS1CCGSFGELLPMQKA 

KRELAHHMAKAGARVKGQLG 

HVTQHQLGSIEWFNKYSLSTYY 

TVDTKPQFSHPTKDNKTGLTCR 

NRTTVGVDLQAKGNLVVKHLS 

SLQHCYEFICHI 



2290 

BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18456 


48824 


A 


18563 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRI KNLTQNRSTTWKLNN 

LLLNDYW1HNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIAI NAHK RKOFR^TiriTT T 

SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWFFER1NKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18457 


48825 


A 


18564 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEI1TNYLSDH 

S A 1 KLELRIKNLTQS RSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 
RGKFIAI NAHKRK r r>FR^k r inn 

ITKIRAELKE1ETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18458 


48826 


A 


18565 


i 


3095 




18459 


48827 


A 


18566 


2 


2678 





BNSDOCID: <WO_01 75067 A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18460 


48828 


A 


18567 


1 


2478 


MKAE1KMLFETKENKDTTYQN 

LWDALKAVCRGKFIALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

TLSKASRRQEITKIRAELKE1ET 

QKTLQKrNESRSWFFERJNKIDR 

PLARLIKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAEIVAIiNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

MNIDAKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLKKL\EIKYL 

G1QLTKDVKDFFKENYKPLLKE 

IKEDTNKWKNIPCSWVGRJNIV 

KMAILP/KELEKTTLICFIWNQK 

RACIAKAILSQKNKAGG1TLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTETSEITPHIYNYP1FD 

KPEKNKQWGKDSLFNKWCWE 

NWLALCRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTIKTLEENLG! 

TIRDIGMGKDFMSKTSTAMAT 

KAKIDKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFATYSSDKG 

LISRIYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRTPTRP1Q 


1846! 


48829 


B 


18568 


1 


3403 




18462 


48830 


A 


18569 


2 


2976 


APRf IKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVHKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTCFSAPHHTYSKIDH1VGS 

KALLSKCKRSEIITNCLSDHSAI 

KLELRJKKLTQNRSTTWKLNNL 

LLNDYWVHNEMICAEIRMFFET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTL\QKINE\SR 

SWFFXERJNK 


18463 


48831 


A 


18570 


472 


829 


AIASESASPKAWQLPCGAAQQF 

AALPGLGNYKFPLTL1TGYGSN 

KSPP*GYLVFQTYSSLPLLRLPP 

GHFGFLLPLSQ\RLRRELQCWL 

G*LTQTIKMKSVYHSTTEVRKS 

MHGIQE1H 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Inknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 8464 


"OOJZ. 




1 OJ / I 


. = 


2293 




1 8465 


48833 


A 


1 8572 


1 


3810 




1 8466 






1 8573 


1 


4107 




18467 


48835 




18574 


87 


3161 




1 8468 


48836 


A 


1 8575 




3192 




18469 


48837 


A 


1 8576 


1 




1983 




1 8470 

1 OH / \J 


HOOJO 


A 






3 1 56 




1^471 


48839 


B 


18578 




3471 




18472 


48840 


B 


18579 




2337 




18473 


48841 


A 


18580 




3852 




18474 


48842 


A 


18581 




3057 




18475 


48843 


A 


18582 


1202 


2004 


SGIYM1GFEQVLKAQPPLSSPNG 

PMN K V AT V VG M EVMHGLSNM 

DFHSRRLTWLRPLPGFTGPG/Y 

QGVKVEVAPLTITPSDPLAKFL 

LLISATSTSLEVTVPEGEMLPPR 

DTTKIATFGTQTGFLALQLADG 

LLWDLVIIPGKGKPSRDLVESPS 

PYSTYEG 1 DG WPDEPAPTATKP 

PVMPAPAI PPDTRSGSKAPTVP 

TPYPOMFHHOVOI ASTsTNSTsITF 

ALGHLSPQSSWVQTPGQNSGP 

AIPNHLGKDMISPPQMAPAGVK 

WESQKY 


18476 


48844 


A 


18583 


1 


2832 




18477 


48845 


A 


18584 


1 


3702 


MQKKHDKIRNSFMIKTLKKLRT 
EG I YLNT1KATYKKPITN I ILNGE 
NQKAFALRSGTRFW1LALCQM 
SRLRKLTNYLSDHSAIKLELR1K 
NPTQSRPTTWKLNNLLLNDYW 
VHNEMKAEIKMFFETNENKDT 
TYQNLWDAFICAVCRGKLIALN 
AHKRKOERSKJDTI TSOI KFLE 
KOEOTHSKASRROEITICIRAEL 
KETETOKTLOKINESRSWFFERI 
NKIDRPL A RLIKKKREKNOIDTI 
KN DKGD ITTDPT 


18478 


48846 


A 


1 8585 


1 


3139 




18479 


48847 


A 


18586 


2 


2918 




18480 


48848 


B 


18587 


1 


3242 




18481 


48849 


A 


18588 


1 


3640 




18482 


48850 


A 


18589 


371 


522 




18483 


48851 


B 


18590 


1 


3918 




18484 


48852 


A 


18591 


1 


3057 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


18485 


48853 


A 


18592 


1 


3233 


MGKKQSRKTANSKKQSTSPPP 

KLEHSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITT1TNTEKCLK 

ELMELKAKAQELREECRSLRSR 

CNQLEERVSAMEDEMNEMKRE 

GKFREKRI KRNEQSLQEI WDY V 

KRPNLRLTGVPESD.GENGTKLE 

NTLQDIIQENFPNLARQANIQ1Q 

EIQRMPQRYSSRRATPRH11VRF 

TKVEMKEKMLRAAREKDRSTR 

QKVNKNTQELNSA 


18486 


48854 


A 


18593 


965 


4165 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDHIVGSKALLSKCKRTE1ITNY 

LSDHSAIKLELRIKNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKF1ALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKTLQ 

KINESRSWFFERINKIDRPLARLI 

KKJCREENQ1D 


18487 


48855 


A 


18594 


I 


5093 


MEGEMNEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQIQEIQRTPQRYS 

SRRATPRHI1VRFTKVEMKEKM 

LRAAREKDRSTRQKVNKDTQE 

LNSALHQADLIDIYRTLHLKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAE[KMFFETNEN 

KDTTYQNLWDTF 


18488 


48856 


A 


18595 


1 


131 




18489 


48857 


A 


18596 


5382 


9269 


RAKSPAN 1 1 MTGSNSHITI LTLN 

VNGLNSPIKRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAAGVAILVS 

DKTDFKPTKIKRDKEGHCIKVK 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLSTLDRSTRQKVNTDTQELN 

SALHQADLID1YRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCKRTEIITNHLSDHSAIKLELRJ 

KNLTQS 


18490 


48858 


A 


18597 


1 


312 





2294 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18491 


48859 


A 


18598 


142 


876 


RKKG1LPPKESLKELEEEAEEEQ 
RILQQSVVKTYEDMTLEELEDH 
EDEFNEEDECAIEMCRQQRLAE 
WKAT1CLKNKFGEVLEISGKDY 
VQEVTKA/ERRALWVIVLHLYK 
QG1PLCALWNQHLSWTLPGSFP 
DVKFlKAISTTCIPNYTnR>Ji p\t 
1LVYPGRR YOHI <il I vr w/m a f~* 

MNPDQEMSWEWKLSESGAiMT 
DLEENPKKP1EDVLLVLSAALW 
SS*RGDSDSEGDLRATASITCRT 


18492 


48860 


A 


18599 


1 


2310 




18493 


48861 


A 


18600 


3 


1124 


L YNRRRRR RCSHCRH RCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVE1LP 

A1FSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRVISSIEQKT 

ERNEKKQQMGKEYREKIEAEL 

QD1CNDVLVRGQCFCFEQWFL 

NS1NLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFI TFT IRI C\\ Al MPQvev 

YEILNSPEKACSLAKTVRKTLC 
DI*P*QNSACVINFILFLNILRDN 
LTVSTTSTGF1VSFLFTYL11HCY 
LQEG1CTIKCSYSFKLLNLL 


18494 


48862 


A 


18601 


340 


1323 

\ 
) 
I 


AARPQKRHNNHSSLLTGSHIH 

WKRGRVQNI1ADVLQFCLYLLT 

VLFVPCSPPTGMTMDKSELVQ 

KAKLAEQAERYDDMACSSERH 

VTEQG\HE\LSNEEKKSCSLVAY 

K\NV\VGARRFLPGRVISSI*A*K 

QRRNEKKAADGQKSTREKIEG 

RTCRTFCN*CFWELLGQ1SLFPN 

ATQPRKVKVFYFEK*KGDYF\R 

YLF* K WQS * RQQTQPTC VGTSP 

ARAYPGSNT ICT*T Rk'k'lunPVTU 

^NSVLVi ap(<:fpo<;fvvpf\t wqd 
JBKGL VSLG KNGH FD* SNL LN L 
DTLEWKSLfKDSTSDSWQLLRV 
DN\LTL WDI RKTRG DEG DAG EG 


18495 < 


18863 


\ 


18602 : 


53 I 


$9 




18496 < 


18864 1 


3 


18603 


167 |232 





BNSDOCID: <WO O175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18497 


48865 


A 


18604 


14 


600 


MAELAPASPSD1KASVSNGDTT 

LLCSRRQSCGMNEVRQVSLTYP 

GSPAPSHSLPLQPRSGGSLCPSR 

AW/PDPHQLFDDTSSAQSRGYG 

AQRAPGGLSYPAASPTPHAAFL 

ADPVSNMAMAYGSSLAAQGK 

ELVDKNVSGRGWWEWGDARG 

HRASDLSSASPDXHRFIPITKLLKY 

YFAVDTMYVGRKLGLLFFPYL 


18498 


48866 


B 


18605 


1 


1230 




18499 


48867 


B 


18606 


41 


931 




18500 


48868 


A 


18607 


3 


166 


PRPFPKSRLPPGIIGGEYDVQRPN 
PILP\GRGGPNDRFPF\RPSRGRP 
TDGRLSFM 


18501 


48869 


A 


18608 


212 


1881 


CLRVLLLKRTWPVEVPETGARP 

/TGG 1 LRSH\LRQSLLCT\ WG YSS 

NTRFTITLNYKDPLTGDEETLAS 

YGIVSGDLICLILQDDIPAPNIPS 

STDSEHS\SLQNNEQPSLATSSN 

QTSMQDEQPSDSFQGQAAQSG 

VWNDDS\MLG\PSQNFEAESIQD 

NAHM\AEGTGFYPSRTPCSW*L 

NPVEGQVP\HSLETLYQLADCS\ 

DANDALIVL\IH\LLMLESGYIPQ 

GTVEAICALSMPEKWXKLSG VYK 

LQYMHPLCEGXSSVTVLTCVPLG 

\NLI VVN ATLKINNE VRKC* KGC 

SLLPESFXICKEKLGENVANIYK 

DLQKLSRLFKDQLAHPLLAFTR 

QAL\NLPDVFGLVVLPLELKLR1 

FRLLDVRSVLSLSVAVCRDLFTA 

SNDPLLWRVFYICVNFRDNTVX 

RVQ\DTDWERTVQGRRAHTKE 

KESPKGRVLWMLLAIRQTHXTIP 

FYSQPLWHPRGHFPKJLPAFPPGI 

YSGGWNMDQRVPTFPYVGRTQ 

SSSLNSWVLGETPKPSFLPLRPR 

FDPVWPHFPGP*PPSLPRARAGP 

NDQISPFRPQQGSGQLIGRLSIH 


18502 


48870 


A 


18609 


1 


1065 




18503 


48871 


A 


18610 


1 


1513 




18504 


48872 


A 


18611 


1 


2247 




18505 


48873 


A 


18612 


3 


421 




18506 


48874 


A 


18613 


1 


103 




18507 


48875 


A 


18614 


3 


435 




18508 


48876 


A 


18615 


268 


501 


QLECIPGTWELWKEEQERAMA 
GGGLKKIISATEKKLARMLLAP 
SASWCCSGP*VFHGST*WGKPG 
PVSVSLLQGVLGK 



2296 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18509 


48877 


A 


18616 


3 


296 


EAMEA VI LTCDPATPA A SYOW 

WMNGQSLPMTHRLQLSKTNRT 

LFIFGVTKYIAGPYECE1RNPS*V 

PAASDPVTLESPPLLFNGLATTE 

TLRKRGNP 


18510 


48878 


A 


18617 


3 


1464 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVT1EAEPTKVSKG 

KDVLLLVHNLPQNLAGYIWYK 

GQMKDLYHYITSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGSYTLHIVKRGDGTRGET 

GHFTFTLYXLIPWTLLYL* RSLA 

Q VSH Y ETPGKTAPPCG ST A * * L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKT1GSSITHL*DVLG 

KGSCRENIPRAAK*D*N*EDSST 

ACSK*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECE1RN 

PVSASRSDPVTLNLLPKLPKPYI 

T1NN LN PRENKD VL A FTC EPKS 

ENVYTYIWWU NGO^I Pr.^VPR 

VKRP1\FNRVI IFTPP<sRnTFTr;\P 

YAOOFIVRDRYGGHPOI P<5HPr~:iV/f 

SSITTKHSGLYACSVRNSATGM 

ESSKSMTVKVSAPSGTGHLPGL 


18511 


48879 


A 


18618 


79 


1516 




18512 


48880 


B 


18619 


96 


1730 




18513 


48881 


A 


18620 


9854 


11033 

] 

; 


ESLCFPKTEQEASQSLSP*IIIHLS 

CDTCTSYWLSRTHVG*QVGDA 

NSE* RMPVEESKVPHRTI FCYPH 

S\KLPMPYIT1NNLNPREKKDVL 

AFTCEPKSRNYTYIWWLNGQS 

LPVSPRVKRPIENRILILPSVTRN 

ETGPYQCEIRDRYGGIRSNPVTL 

NVLCEYPLFLCGPGHQLNSKRP 

EARPLSLSPVQV*TTLLLDIRPG 

HDSLPWEILGRHSLNQEYKGRG 

ALVMGH*GPTACNERNRGIPQ 

AWA**T*MGFGCHLRLCLGSEG 

HCVPLRDQEHPLPLDDITCGFIL 

FPPDGPDLPR1YPSFTYYRSGEN 

LDLSCFADSNPPAEYSWTINGK 

FQLSGQKLFIPQITTNHSGLYAC 

5VRNSATGKEISKSMIVKVSGK 

WIPASLAIGF 



! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 1 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. V=possible nucleotide insertion) 


18514 


48882 


A 


18621 


3 


1350 


GRTAQLTA V LRKLLDPRLI STE 

ENTQAAETMGPLSAPPCTHLIT 

WKGVLLTASLLNFWNPPTTAQ 

VTIEAQPPKVSEGKDVLLLVrfN 

LPQNLAGYIWYKGQMTYVYH 

YITSYVVDGQRIIYGPAYSGRER 

VYSNASLL1QNVTQEDAGSYTL 

H 1 1 K RRDGTG G VTG H FTFTLHL 

ETPKPSISSSNLNPREAMEAV1L 

TCDPATPAASYQWWMNGQSLP 

MTHRI.QLSKTNRTLFIFGVTKY 

IAGPYECEIRNPVSASRSDPVTL 

NLLPKLSKPYmNNLNPRENKD 

VLTFTCEPKSENYTYIWWLNG 

QSLPVSPRWKRPIENRILILPNV 

TRNETGPYQCEIRDRYGGIRSD 

PVTLNVLYGPDLPSIYPSFTYYR 

SGENLYLSCFAESNPRAQYSWT 

INGKFQLSGQKLSIPQITTKHSG 

LYACSVRNSATGKESSKSITVK 


18515 


48883 


A 


18622 


273 


2271 


CGSV/LMTQFSMDKRQGRSRSV 

TITNTAVTSLEWVPFHAFAIPRS 

TLVSQQGATSHTDNTQEMDSP 

GQEPGFAKEVEVEPGFQPLPQM 

TLLVPAMCLLLHGACSAKGFC 

AAPHFLLASPMGKGQVPLNPFS 

FTLSEELDLPQSLKRNPKGC1AR 

RAKPILAAERHKRLILHTSTKEN 

TLLDNRV I EC LTMEA V AKFNIM 

KEREGPSHQPALSPPKARWHIL 

WQKLMFTASLLTF WEPXPTTA R 

VTTEAMPFNATEEEEEEFFLLA 

HNLPQNLTRATIW\YK\GQMRH 

LYHY1TSYVVDGEIIIYGVPAYSG 

RETAYSNASLLIQNV\TRED\AG 

SYTLHIIKARGDGTGGVTGRFTF 

TLYLETPKPSISSSNFNPREATE 

AVILTCDPETPDASYLWWXMNG 

Q\SLPMTHSLQLSKANRTLYLF 

G\VTNYTAGPY\ECEIRNPVSAS 

RSDPVTLN\LLP\KLPKPYITINN 

LKPR\EE*GCLRPFTCEPKE*GTT 

PYIWWVKRFRSLPVSPGVKRPH 

LKNRJ\L1PTPVFTRKWKQGPYS 

MWNYGDRYGGMRSLPSSPWNV 

LLWVQDLPRJLPFHFTYYRSGR 

KSSYLSCSGGTLNPP\AQYSWD 

N* WKSFQLTRGQKLFYSGH1TT 

KHSGLYVQSVRNSATGRESSK 

SMTVEVSDWDITLNSTSTSNSIF 


18516 


48884 


A 


18623 


1 


1 131 
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SEQ U> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18517 


48885 


A 


18624 


1 


603 


MDIADPFSGFPMGMGGFTNMN 

FGRSRPAQEPTRKKQDPPVTHD 

LRVSLEE1YSGCTKKMYQED\KI 

SHKRLNPDGKS1RNEDKILTIEV 

ivJvuibLr'bALCG/ 1 1 VNVPTLDG 

RTIPVVFKDA1RPGMRRKVRGE 

GLPLPKTPEKRGDLHELEVIFPE 

RIPQTSRT1LEQILSSYLSYLSSP 

GLTRDLSRAQGFLDLSTSCGP j 


18518 


48886 


A 


18625 


3 


1228 


WSAAEPVDGDSGSAGRRRGPW 

PKTTYHPWAVARGASEKEIKR 

AYRJIQALRSHPDKNKEPGAEE 

KFKEIAEAYEVLRDPRKREIFD 

HYREEALKGSGPSGGXSGGGAN 

ATSFSYTFHGEPLAMFAEFFGG 

RNPFDTFF\GQ\RNGEEGMDIDD 

PFSGFPMG/LWGGFTNVNFVGRS 

RSAQEPARKK\QDSP\VTHDLRV 

SLEGDLTAAVPRRCTKKMKISH 

KRL/NTPDGKSIRNGDKILTIRSE 

RRGWKEGTQITFP\KEGDQTSN 

N1VPADIVFVLKDKPHNIFKRDG 

S\DVIYPARI\SLREA/LCVGCTV 

NLFrlbU J OKI AJPVVr'KECYQGL 

GMRRKSSWENGLPLPQNTREN 

VGDL1I*GFEVIFP\ER1PQ\TSRT 

VLEAGSFQYSYLEVPQGLTRGP 

FPELKDFWDLFLPVVGP 


18519 


48887 


A 


18626 


321 


1121 


GDAVPSAPRRPSRRTPGCGSRG 

ALQPGPPPRAVPPPEP/PPRGAAA 

AAPPAGPAAPAARQPPRRPPAQ 

PRSCPRRVRPTPAWSPPGRRGP 

RRSRRRPPGGPGPAAPLRLSRA 

HSPPAPPGSPYRPHGAGTSVAP 

WTRPPAARGTEADPGRCPVSAP 

GTAPGQMRGRGSATQRLHRGH 

o 1 AruAUuKLUKKruubOKru 

AGAGPRRSTAAPPRCRRRSPTG 
PRSPRGPRSARPARGSVGGPRG 
TPG KQPG PRRA * TSG PE PRCCG 
HARG 


18520 


48888 


A 


18628 


191 


653 

< 


KLEIQRLLRMTTECIRHTKQKK 
FGSPGLQPPLPGNAKSRADSTA 

f DAI DAAnvCTI^rvACDrccCAr 
LrALrA^ylvc 1 iVVV^bPUhob'E 

PGGSSPSRMERAEAAPAQS/PA 
GGTGTGQGWGAPHLGPALARR 
VTGPPQHGSPGPRTRPTPYPAR 
C/PSRPIFVPAIVWSRLRAPPGLP 


18521 i 


*8889 


A 


18629 


141 


319 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18522 


48890 


A 


18630 


178 


722 


PLGNVSCSHRSFQTARVDYSLI 

YVLAWGQKKEVWELRNWQTH 

ALMKLKNKLREPRTSVNKD/SP 

KSLLYSCSYSYFDEPVELRSSSF 

SSWDDSSDSEYETHLLHLKLV* 

PNLAVFNCRPTARRKPDYEPVE 

NTDEAQNSFCKTA HNLWSLTFP 

FPCLL*YETRARLESWSLSCLR 

YEH1SSG 


18523 


48891 


A 


18631 


2 


367 




18524 


48892 


A 


18632 


1 


381 


QRYSSRRATPRHI1VRFTKVERK 

ETMLRAAREKGRVTHKGKP1R 

LTVDLLAETLQARREWGP1FNI 

LNEKNFQPRISYPAKLSFISEGE1 

XNPQMLR/DFVTTRPTLRDLLKE 

ALNMERNNRYLPGRPL 


18525 


48893 


B 


18633 


1 


846 




18526 


48894 


A 


18634 


3 


1170 


VGSMTGEASGNLQSQRKAKRK 

EARLTCLEPVEEPGSGTHPPMC 

YLAPPMWKCQKPETGIKEGDR 

DrfNSLPAREENQTENESDELTE 

AGFRRWVITNSSRLKEHVVTQC 

KEAKNFEKSLKELLTR1TSLEDN 

INYLMEPRNTAREHREAYSSIN 

SQIDQAEEKIPEIEDQKNE1KRE 

DKiREKRJVIKRNKQSLQEIWDY 

VKRPNLSLAGVPESDEENG1KL 

KNTLQD1IQENFPNLAKQAN1QI 

QEIXQRTPQRYSLRRATPRHJIVR 

FTKVEMKEKXMLRAAREKGRW 

THKGKPIRLTVADLSAETLQAR/ 

RTEWGPIFNILKEKNFXQPRISYP 

AKVLSFISEGEIKYFTDKQMLRD 

F\VTTR\PALKRAPGKEGT*TLE 

RDN\RYQPLQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkn<»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18527 


48895 


A 


18635 


73 


1504 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYGAHN 

YHPLPVAL\ERGKGILLMGM*E 

GRKYF\DFL\SSYSALSNQG\HC 

HPKIVKCSGRVKWDKIDL*HLE 

AFYNNGTLVNMREYYY*TFST 

YHKVLP\MNTGVEAGETA\CKL 

A\RK WG L/YTVKGIQKYKAA K I V 

FAAGNFWGRTLSAISSSTDPTS 

YDGFGPFYARDFDIIPY**SCPH 

MEQCSFKDPKCGLAFHG*EPIQ 

G\EAGV\VVPDPG\YLMGSAESS 

GTRDQVLF1CLMEIQTGLARTW 

*DGLAVDYENVRPDIVLLGKAL 

SGGLYPVSAVLCDDDIMLTIKP 

GEHGSTYGGNPLGCRVAJAALX 

FV\I FFFNI APlsIADk"! filTT PXIP 
LMKI TI P/SMI VTA R^^FI^r,IV 
LNAHLAIKGNQKIWDA/WGKV 
CLRLQDNGLLPKPTSVATLSRF 
APP\LVlKEDELRESIEirNKTILS 


18528 


48896 


A 


18636 


2 


348 




18529 


48897 


A 


18637 


588 


801 


RTAYFCQYHTASVYSERAMPP 
GCPEPSQA*ELQETGHRQVALR 
RSGRPPKCAERPGAADTGAHCT 
STDGRL 


18530 


48898 


A 


18638 


175 


510 


NSESPGPLWWLSCDNPAKDR1Y 
STFADGT Ol PnOSFVVHRAni * 
CVAG*I GTHSRFOFWAV*n*Qn 
LLKAQLHFKVGRCVWEAGGGL 
EWVLGGRCRCRVPQPLETLIQ 
WGPW 


18531 


48899 


A 


18640 


1 


1431 




18532 


48900 


A 


18641 


202 


994 


RWQGQRLLLDSNIRLWVVLP1R 

YSFTFFRRALIRHYV\SILLAERQ 

RSFTQGNKYLDSSSPNFEGRV/R 

FRGKLGNYIPKQSFFG/RRKFLF 

FPNPEDGIFSKKLKREVVPPSPM 

TDPTM LTDMMKGN VT\N VLPM 

ILIGGWINMTFSGFVTTKVPVFPL 

VTLRF*A*WLQQGNRSYSPFRCI 

PG*/WFnpnYFPOPii r.FR^iA^T 

LW1SGGKDNGRWNQSRMM/DR 
SRMTGASHGPWPADSGRRFPN 
ICRWEAUELTDHQWALDAAGE 
DA A 


18533 


48901 


A. 


18642 < 


97 : 


224 


LPTKSTWV AGKK* KKRSNIKD 
YSTPLTSYRSIRSHAFKJVAS 
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SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18534 i 


48902 


A 


18643 


1 17 


457 


I WGDVEKGK\rCVFYL*RCSQCH 

TV*/ERGGKHKTGPKSP*VSFGR 

RTGQAPWDTLYTAANKANKGII 

WG\EDTLM\EYLENPKKVHPLD 

TKMIFVRHLRKREERADLIALS 

SKKLLN 


18535 


48903 


A 


18644 


411 


1054 


VTGAQRLVTCFvMGKQNSKALA 

P\EVMED\LVKSTEFNEHELKQ 

WYKGFLKDCPVSGRLNLEEFQQ 

LYVKVFFPYGRRLPSFAQHAFPN 

LSTRMGDGTIVDFREFICALXSITS 

RG\S FEQKLYN W\A FN M YG PG W 

VMGKITRVEMLVEIHRGLSYQN 

G*GTVIMMKMNEDGLTPVEQRV 

GQDFSARWVRNKDDQIYTGID 

FKGSCQRADPFIV*LL\QCDIHK 


18536 


48904 


A 


18645 


3 


475 


GAEGARGGGSSYSEMAETVAD 

TRRLITKPQNLNDAYGPPSNFL 

E1DTNLPIFKLKESTVRRRYSDF 

EWLRSELERESKVV VPPLPG KA 

FLRQLPFRGDDGIFDDMFIEGKK 

TRGWEQFINK/VSLGHPLAAQNE 

PLFFHMFLQDE1IDKSYTPSKIR 


18537 


48905 


A 


18646 


1 


695 


LRARSLRDRCARAPCPHGGQQ 

RRRRRLNAEGAEGARGGGSSY 

SEMAETVADTRRLITKPQNLND 

AYGPPSNF\LE1DVSNPQTVGVG 

RGRFTTYEIRVKTNLPCFQS*ICN 

LIVRRXRYSDFEWLAKWNLERE 

SK\VVVPPLPG\KAFLRQLPF\RG 

DDGN1LMDNFI*/EERKIRGWSS 

FLNKVA\GHPLVAQN\ERC\LHM 

VFYQDEIIDKFCLLLPSKNKAMP 

WKFGPRKGAKNVDY 


18538 


48906 


C 


18647 


3 


474 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18539 


48907 


A 


18648 


156 


1254 


RPLHTLEVLRRMTKRLVTKAA 

ASAARAQPAEPRDRKYDKHLS 

YLATWGRSAGRAGSPRGARGR 

ELARAPVSLPAGVPGRGSAAG 

HSSEARTGPNGKMGGSSREPGT 

EKVPCPRGLSPTREVGHQVHGT 

LGAGPN ELHPSGPAG ARCRPGR 

REAKLGDAARSEAQSSAHKFHI 

DSLSLPWNPTAMEMLMPKKNR 

\IAIYE\LLFK\EGVMVPKK\DVPI 

PKHPELAEQKCAPTFHVMKAA 

MQ\SLKSPRPT*KEQFAW\RHFY 

w i L» 1 \INc.<^ill^\ YLKJL/YLXHLPPbl 

VP A HPVn D QDCP D I A T> DD Dl/ \S\t 

V r /v rl r Y vj K£>r oKJvLAKPKP KJs. V 
WKGEATLRDFTRGEADSFLCH 
S/DSYRRSAVPP\GA\DKKAEAG 
GLGQKPNFQF\RGGFVRGRGQ\P 


18540 


48908 


B 


18649 


1 


1053 




18541 


48909 


A 


18650 


1 


529 


MGRYMEREPLQGNHRRSGLSG 
ERCSHMGGVLIERRELQTETRK 
EGVVEWCWLEKEVLATITKPV 
tvvjUrwNLjo IKjV VKHKKlvlPKY Y 

PTPnVDnfT T CUPWI/'DCCAUAyf 

r I fc,lJVrv^l^LbHU\KJKJ*rb(^HM 
RKL/FLYRRH ARNLSLPPQPEL! I 
SDVK/IPRHPADA*LEEQQLSEP 
C/rlorAj 1 o Y ^KJrtlv VLo YPA1KP 


18542 


48910 


B 


18651 


258 


363 




18543 


48911 


A 


18652 


197 


398 


ARMSQEKDFHKVMSALKARTG 
HLHFFCGGMSSVKVGQGFSLLL 
* FFSYFRPSGCILPL* ELPEARCP 


18544 


48912 


A 


18653 


215 


932 


GTQSCNQKVLN S ANN LQELG1G 
PKFQMRLKPQLAPMQPNRGTS 
LGRSIPCPPVLCSMRKIHLRPQV 
LRPTS PRN I SPILN R VS E V S D H A 
GTPALVLHP*RQVPLFWGRGK 
YPNPFSLCL YPFS A FLGG KKHP 
1 roror V AorLr KoRYrNLVoL 
^lorLr r*lvrIJL,L,b-L, W KIN r Lr \Iv 1 P 

T^VTQVPOQI IQN/IPDPT TCADHDI 1 
i o i lo V rV^ol^IoiVlr^I\x^L,|^Arv^r LI 

51 l v^rLoJvr ou KoLLV^ V r cl Wr r 

vj vfo ivi r /\ s\ IvUo o 


18545 


48913 


A 


18654 | 


1 


378 




18546 


48914 


A 


18655 


14 


380 




18547 


48915 


C 


18656 


228 


260 




18548 


48916 


c 1 


18657 


99 


335 




18549 


48917 


A 


18658 


55 


474 


RQVPLFWGRGKYPNPFSLCLYP 

FSAFLGGKJCHPTPSPSP*VASPL 

F*RSKYPNLVSLCPSPLFPRPDL 

LSLWPNPLF\RTPTSYISVPQSL1 

SMPRPLISAPQPLISTTQPLSRFS 

GRSLLQVPEIWPPGQGMPAAR 
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SKO it) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

wfwi < it* n rf* 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18550 


48918 


A 


18659 


1 


187 


AELATGN VKVEASGTPEEKAG 

SVLG*ACFAGP*ERCCWQNN*D 

GI1SIQSYCLCNLGCFIQT 


18551 


48919 


c 


18660 


1 


357 




18552 


48920 


A 


18661 


3 


148 




18553 


48921 


A 


18662 


1 


312 




18554 


48922 


A 


18663 


149 


457 




18555 


48923 


B 


18664 


1 


675 




18556 


48924 


C 


18665 


1 10 


928 




18557 


48925 


A 


18666 


495 


817 


LTSPSRCTI I EKSCSSLPPL* DKP 

QPHLQHTRTSKRLNCSSQVFLQ 

NLLPEELATSSRNLATGPRNAC 

SPGFLLSHIPSVWDPTGNRTVQ 

LTWQPLPEPLELWPKAL 


18558 


48926 


A 


18667 


228 


3021 


VFDRTQNVQGR1MEAPEYLDL 

DEIDFSDDISYSVTSLKTIPELCR 

RCDTQNEXDRSVSSSSWNCGIST 

LITNTQKPTGIADVYS1CFRPEKR 

VLPLKHQPETLENNESDDQKN 

QIVGEYQKGGESDLGPQPQELG 

PGDGVGGPPGKSSEPSTSLGEL 

EHYDLDMDEILDVPYIKSSQQL 

ASFTKVTSEKRJLGLCTTINGLS 

GKACSTGSSESSSSNMAPFCVL 

SPVKSPHLRKASAVIHDQHKLS 

TEETEISPPL 


18559 


48927 


A 


18668 


1440 


1764 


ERSTYNLRSSDQP/RPRNILTNF 

KS/VDKGDTFYPWTHNSGASH 

GLGR\RLPWC*ELATSARNLTP 

RPRTAGSPGFLLSHVPSVWDPT 

ANRTVQLTWQPLPEPLELWPK 


18560 


48928 


A 


18669 


1 


3255 


MLTLTGAGGESWIIRPGNLLEQ 

LGAEETLGRRQEPGDEVTAHFL 

LQGVINMGPVPYPGAHSSNMP 

GSVSPILGHSVKLFEEYYPVGD 

PLMGSGRPHTPRKKJWSDLNA 

HSDLYLALDWTPLPEQSEPGPG 

LAAWKPFQAEEYTCKCAEGNE 

NTPFDLRXGTLPCPRNLERARQ 

AYMHIEEKFPFELTEQHICEFQS 

MCYVLVRVLGACSQSTWLILEP 

DGVSGPSKGASEAIGQCQSSAA 

KPRRSGKESVREPWA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18561 


48929 


A 


18670 


1 


1442 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTISSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPA/S*GPKHSCH 

HSPCQCCPSSAK/SASELQGSWT 

PFGG L LTRTRMKFG A KTRDLD 

QGTSLGRSLPCPPTLCSMRKIHL 

RPQVLRPTSPRNISPISNPRQRR 

QVLSMDPKLRHRSRTGK/DSLP 

LVFNHCRDTSLI1HPCFKGVRPR 

RDACLGPSPLAASPAFLEKGQD 

LirNL/\ris.V i ININKIvrU^V^rLAo IV 

ROTA A TCP A i_it/'XiE?/^\\ yinir nr\v> r> 

GVPPEPPPTGACYMCRKIWPLG 
NRTVQLTWQPLPEALELWPKA 


18562 


48930 


A 


18671 


140 


327 




18563 


48931 


A 


18672 


95 


115 


1IRHLCN D* TPREGCLPSP* PA W 
SDTFETWVNNQASLQ 


18564 


48932 


A 


18673 


218 


674 


MPISRPTARFKRIKVYYHSPAT 
A WPSKA YKLPLQFPHFTCPKTR 
Vvjlv^v 1 ouo A r Y y r in Lr V Y r r R 
V /\IS. IKY orlL«lN I oLrlNrLLCoOS 

TLTPI RLSKLRGLYCHKASQTA 
PITSIKPKFLPHLLPISA 


18565 


48933 


A 


18674 


1 


268 




18566 


48934 


A 


18675 


1 


458 




18567 


48935 


A 


18676 


3 


461 


LLLTQSLFGGLFTRTRMKFGAV 
TRIGGPPLGNQSPSSCSLLHEKD 

arptfi nnr.ovPT xidcccti c ro 

PQSLISVPQPLLYFSGGQEPPPPP 
LLCVSSLFSRLASFTM 


18568 


48936 


C 


18677 


156 


329 




18569 - 


48937 


A 


18678 


449 


567 




18570 - 


48938 


A ! 


18679 


79 


311 
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SEQ ID 

NO: ] 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18571 


48939 


A 


18680 


1 


693 


MAPTNCKGSRKCGRPHEQMPH 

PYLPLLTLFSDSARLHPGE1NSR 

VPHTKPVWWSLHTDA YE1WYH 

DSDWGDLPWEINPLSSCSLLHE 

KDPPrrSGPQTNQPKEHLMNFK 

SGPHWKSDCPTRQPLPGPLELW 

PKA/HLTDSFPDLLSLAAED*CC 

L1ALEAPWTITDAELW1TLTVED 

SQLYEDTLAGRSVLIKNLTP*TL 

Q/PLDGLDPT*SS1VPQLPSACRJ 

LPTGFTVPE 


18572 


48940 


A 


1868! 


328 


865 




18573 


48941 


A 


18682 


451 


1238 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIGGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKKHLTNFK 

STSFVFSSC1PPP*PSSISLLPPW/T 

TDHAPLTISL/TT*SPLPCSMP1S/ 

ASHSML*KD*SLLSLACYSMAF 

*SL*TLLTIPPFYLS*NQRRFTG* 

FRICALSTKLFCLSTPWCQTH1L 

SYPQYLPPQSIILFW1SNVLSLLF 

LCTLHPSLSSLSLGLTLTPFRLS 

KLPGLYCRKASQTAPITSVKPK 

FLPYLLPISA 


18574 


48942 


C 


18683 


870 


1037 




18575 


48943 


A 


18684 


933 


4323 


AASHLCGTPLE1GLSNSPGSHSQ 

SPWNSGPRLSDCFPDLLG*VAE 

D*HCP1ASEASWTVT\ELWVTLT 

VEVAATALILLEALKITSYAPLT 

LYSSHNFQNLFSSSHLT/PYTFC 

PQ/GPFSYTHSLLSLPQSPLLLA 

QTS I RPPTL F L I PHLTPM T V S L * S/ 

ILTFIPFPHISFFPVPHPDHTWFID 

GSSTRPNRHTPAKAGYAIVSST 

FIIEATALPPSTTSQQAKLIALTQ 

ALTLAKGLLVNIYTDSKYAFHI 


18576 


48944 


A 


18685 


849 


1944 


WQVPLFSGRGKYPNPFSPCLYP 

FSAFPGKKQELATSARMLSDHQ 

A KECLQPR1PPK PC PI FAGPH WK 

SDCSTSPGQPLPEPLELWPKA/H 

LTDSFPDLLGLAANED* HCP1 AS 

EAPETITDAELPVTLTVEGKSIP 

CLIDTGATHSTLPSFQGPVSLAP 

ITVVGIDGQASKPLKTPPLWCQ 

LGQHSFMHSFLVIPTCPLPLLGR 

N1LTKLSASLTIPGVQLHLIAAL 

LPNPKPPLCPLTSPQYHPLPQDL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18577 


48945 


A 


18686 


2 


377 


KGAT1VYALDTLFIMEMKHEFE 

P A \C Q\a/A/P PMI nCM\/\i a cicv^rr 
c/ajv^ w V LclNLUrNVNAhloV rh 

VNIRFVGGLLSAYYLSGEEIFRK 

KAVELGVKLLPAFHTPSGIPWA 

LLNMKSGIGRYNWAWASGGSSI 

LAEF\GTLHLEFMHL 


18578 


48946 


A 


18687 


215 


1135 


P1TLRRHLFFSG1GRNWPWASG 

GSSILAFFGTLHGMKIVFVHFH 

GN1LFSIVK V MN I RTVLNKLEKH 

YLN*KLNHSKIHFPLFPDHVSV 

GGLGDSFYEYLLKAWLSINLRR 

DYKMLKNKCFSQAIETHL1RKS 

SSGLTYIAEWKGGLLEHKMGH 

LTCFAGGMFALGADAAPEGMA 

QHYPVSTVQENNPYSFIPCPLV 

iviisj^Or^ArKrLHjO VbAI A I RQ 

in bis. Y YlLKrbvlvlb I YMYMFRL 

DLFKV PDSLCS I LEFRRHSSRQP 
YSTDQPFIYLVGKRJLFCPLT 


18579 


48947 


C 


18688 


304 


400 




18580 


48948 


A 


18689 


16 


450 




18581 


48949 


A 


18690 


1 


777 


GHSMDMRVPAQLLGLLLLWLP 

GARCVIWMTQSPGTLSLSPGER 

ATLSCRASQRVNSNYLAWYQQ 

KPGKTPKLLIYGASNLETGVPS 

RFSGSGSGTDF1FTISSLQSEDIA 

MYYCQQYNNWPHPS\TFGQGT 

KLEMKRTAVAAPSVVHLPGPSD 

PHI k" - I XX/PT I DC APX/DA *\T\rr\\/r»/\ 

c^LNlwtLrbALVrA T NNr\YPQ 
SRPK VQ WEGGITPLQ\SG * LPQE 
SVHRGRTRQGTAPYSPQQAPW 
TVRQSRJTEETQSLTACEV\TPS 
GALRFRP VHKG AFNRG ESF 


18582 


48950 


A 


18691 


3 


688 


HASADAWAANAEEHRHDRPR 
GTLR\E YK V\ VG RCLPTPKACHT 
PPLLPACEIFAPNHVVAKS/RAF 
WYFVSQLK\KMKKVFQGKJGL 
LVGQVF*ESSPLR/V*KNFRGSW 
L A AMDSRERA PTN M L PGNNRG 

r rrAUULo 1 ^LL 1 IvUINuVAru 

TGAPKPHFHFRFIERLEGRFAG 
QQSCRRP/ALVQSSFHXDSKIKFP 
ACPNG VLARRQH K PRFVTTKRPN 
fFFLGAGPSSGVCPK 


18583 - 


18951 


\ 


18692 


1 


784 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aeid sequence ( X=Llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18584 


48952 


A 


18693 


1 


4713 


MQGPYLLLWLPDSLEEGKEGL 

YLGNCIHTCLVTVPEDAFFPHF 

LTQHSGTHLPPSSDIPSHFMNNS 

TGRLAQRILGTSTEAFLSPEVM 

VFVHARNATVRTAMSLIERAK 

NCGHIPFFFPTQGHDYVLAEKQ 

VQRSRNKQVRELFPDGFS1HHA 

GMLRQDRNLVENLFSNGHIKV 

L VCTATL A WG VNLP A H A V 1 1 KG 

TQIYAAKRGSFVDLGILDVMQI 

FGRAGRPQFDKFGEGI1 ITTHDK 

LSHYLTLLTQRNPI 


18585 


48953 


A 


18694 


313 


489 


SSCFKLHFQQLFKNCNTQMRN 

QIGFLRF*NNLVMLLSSSSVTNQ 

LELQKKIILLTCKMQ 


18586 


48954 


A 


18695 


1 


851 


ACGWALAQRPARRAMVAG1D 

AGRS\LGVLSVVCLLHCFGF1SC 

FSQQIYGVVYGNVTFHVPSNVP 

LKEVLWKKQKDKVAELENSEF\ 

RAFSSFKNRVYLDTVSR*PSLST 

T*TSSR*KMKYEMESAK1VTD\T 

MKFLPYVP*VSFQSPTLT\CALT 

NGSIEVQCMIPEHYNSHRGLIM 

YSW\DCP\MEQCKRNSTS1YFK 

MENDLPQK\1Q\CSLSNP\LFNTT 

SSIILTTCIPSSGHSRHRYALIP1P 

LAVIPTCIVLYMEWVF*KCARN 

PDRTQLQLIGNRRMKTTA 


18587 


48955 


c 


18696 


35 


181 




18588 


48956 


A 


18697 


75 


344 


PQVLRPTSPRNISPILNRVSDHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPLYLCAPIPYFRT/HNLISLR 
PNPLCPHPDLVSLCPDPFPAFLE 


18589 


48957 


A 


18698 


1 


268 




18590 


48958 


A 


18699 


39 


376 


QYISELQFLASTVRQTPATSPAH 

KNFQTPEPQQPGIPPEPPPPGAC 

YKCWKSGHQAKECLQPGIPRK 

PRP1SGSHSQSPLELWPKA/HLT 

DSFPDLLGLAAED*HCP1ASEAL 


18591 


48959 


A 


18700 


2 


295 


CQTTQGRLLTAGTPL*SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WG RGN H I SGTQE L PNT* T A V/ V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 


18592 


48960 


A 


18701 


81 


402 


VKFGPEIWCRDSDQGRGGVGT 
SLGRSIPCPPALCSVRKIYLRPL 
VLRPTSPRN ISP1 LNRDPTVQLT 
WQPLPEPLELWPKA/HLTDSFP 
DLLGLAAEDRCCPIASEAP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18593 


48961 


A 


18702 


165 


439 


PPROAKMfYNJI A A Pr.QUQnQDU// 
TLRPKA L * LTPSQI FS A * RL KTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 


18594 


48962 


A 


18703 


284 


511 


III VVKWAUfil Dpi TQ P l-l Q prnru 

QSLPS/PLCPVQLVPMSRLSPQS 
QPQASLSLSNLPFLQTHLTSPFL 
PRLLLARPK 


18595 


48963 


C 


18704 


414 


557 




18596 


48964 


A 


18705 


1 


1284 


mnfegtetlhcnghckviamt" 

lgnqevnqrnfstgttgpmeg 

mwllssnshhslkyagalails 

afqyqergsqaghrdswpetk 

ethficgpktpalvtdwegslp 

lvfnhcrdasliihprfsgvrpr 

rdaclgpsplaatpqtitdtel 

wvtltvevwdist/lfpgn*sh 

A/TLPSH*NLITLTPLNAN I/A I PQ 

HALKGLKPVITRLLQHGLLKPI 

NSPYNSP1LPVQKLDKSYRLVQ 

NLRLINKIVSPIHPVVPNPPAFTS 

Q1TQAVSQALGIQWNLHIPYHP 

QSSGKVERTNGLLKVHLTKLSL 

QLKKDWTVLLPLALLRIRACPR 

LLLPTPDPQPHEDTL AG RS VL V 
KTMLTPQTLQPRWTGPHFIIYSTP 
TAVCLQDPPH 


18597 


48965 


B 


18706 


1 


933 




18598 


48966 


A 


18707 


3 


435 


TKETGFIHGPKTPAPVTDWEGS 
LPLVFNHCRDTSLIIHPCFKGVR 

PRRDAPI GP^Pf AAQPAPf PkT. 
ODLINI AFICVYTXTKIRKkTI r»FI AQ 

RpnvppFPPPTn/pf i hvppiu/d 

rvr vj v rrnrrr i vj/ v^Ll^rl V rt. lW" 

LGQGMPAARDSS 


18599 


48967 


A 


18708 


2 


111 




18600 


48968 


B 


18709 


1 | 


595 j 




18601 


48969 


C | 


18710 


1 


1344 




18602 


48970 


A 


18711 


227 


385 


VPM POPI 1 I HPAIFI <iPPl 1 TPP. 
PAYSFVP*! AI PHI PCXJT I I VTT* 
WT FPkTA 


18603 


48971 


C 


18712 


148 


258 




18604 


48972 


A 


18713 


215 


593 




18605 


48973 


C j 


18714 


1 


816 




18606 < 


48974 


B 


18715 


1 


513 




18607 < 


48975 


B 


18716 


1 


1452 




18608 i 


48976 


\ 


18717 


1137 


1303 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18609 


48977 j 


A 


18718 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

R YSDLKTI ICN YSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCH SQADL 

QGPYSDRISPRQRJ^SITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFG PNGGSSWMREK.RYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKJCEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDF WEI EEKYPIIN YTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIGGPPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKKHLT 

NFKSAARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSL1STP 

QPLISVPQSLISVPQPLLYFSGG 

QEPPPPPLLCVSSLFSRLASFTM 

G A FT H G TQTPSPTKAT A PRY PQ 

TGDLSAEWPFTAGEEPVLVPRP 


18610 


48978 


A 


18719 


828 


1063 


RHSQAAED*HCPIALE/VPQTIID 
AELRVTLTVEGYSLPPGCLRGL 
MLSVSGFSRSTVQAVSGSTVLG 
SGGQWFSCASV 
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SEQID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


1861 1 


48979 


A 


18720 


183 


1140 


LGSGDLPWEIMPLSSCSLLCEKH 

PPTTSGPQTDQPKKHLTNFKSG 

ETKEMHFIRGPKTPVPVTDWEG 

SLLLVFNHCRDGLSDHSATFQG 

CQT/MAGM P A L V LHP* RQVPLF 

WGRSKLLLARLS*VP1LPQPLLL 

HPIILLSPPLLTPGPAYSFVP+LS 

MSIHQVVLRPDEQGPGQEQQPP 

LYVMEPGEINSFIAHTKPVWWS 

LHTDA H El WCHDSDRGTSLGRS 

IPCPPALCSVRNIRLRPQVLRPTS 

PRNISPILNQERQRRCILFVDPK 

LRCQSRTGKAAFSWCL1IAGTA 

SLIIQPHFKGVRPCRDACLGPSP 

LAASPAFLGKEQAAPCQAELGP 

NSSSASAPPPYNPFJTSPPHTRSG 

LQFRSVTSPPPPAQQFTLKKVA 

GAKDIVKASLAPALAQGVPGTP 

QATASEGASLKSWECLCGVNL 

A I AQSARVICEACQEACQSLPRF 

QRMYEKAWVPKQKTTAEVELS 

QRASTRVVLRGNVGLESPSRVF 

SI ALSSGAVGGVHCPSDHRMIE 

PAAFNLSMKNPQRQSCLRA 


186 J 2 


48980 


A 


18721 


372 


906 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSGPQTDQPKEHLTNFKSE 

KKETRFIRGPKTPAPVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

QTTQGHLPWSFTLSSKSHFSGG 

RGKSLLQVPEIWPPGQGMPAA 

QDSS*AVAPICAGPRWKSDCPTH 

LAATPKAPGTLAQGSLTPSQ1FL 


18613 


48981 


A 


18722 


983 


1980 


KFGLVQLTLGKPLPEPLELRPK 

A/HLTDSFPDLLGLAAED*HCPI 

ASEAA*TITDTELRVTLTVEVW 

DIST/LFPGN*SHA/TLPSH*NLIT 

LTPLNANI/AIPQHALKGLKPVIT 

RLLQHGLLKPINSPYNSPILPVQ 

KLDKS YRL VQN LRL1NKI VSPIH 

PVVPNPPAFTSQITQAVSQALGI 

Q WN LH 1 PYH PQSSGKVERTNGL 

LKVHLTKLSLQLKKDWTVLLP 

LALLKIKj^CPIvUA 1 G YSRFELL 

YGRTFLLGPNLIPDTSPLGDYLP 

VLQQARQAANLLLPTPDPQPHE 

DTL AGRS VL V KN LTPQTLQPR 

WTGPHFIIYSTPTAVCLQDPPH 


18614 < 


48982 


B 


18723 


1 


271 
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SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


18615 


48983 


A 


18724 


803 ! 


1 158 


CSWUDRFPDWKAGNLLSLAA* 

D*HCPIASEAP*T1TDAELQVTL 

TVEGSGDLPWEINPPSSYTLLCE 

KDPPTTSGPQTNQPKKHSHQFQ 

1RDKGDTFYPWTHNSGASHGL 

GRQPSLGV 


18616 


48984 


A 


18725 


1855 


2506 


GASPSVWDPTENRTVQLHLGS 

HSQSPWNTGQRSRDLTSFPDLL 

GLAA\ED*HCPITSEAPLTITDAR 

AMG*LSTVEGKPVPFLINTEAT 

HATLPSFQGPVSLASITWVGID 

G\QAF*TSLKLPNSWCQH*TIRR 

FKHSFLV1 P\TCQVPLLG\EDTLT 

KLSASLTI PGLQLYLI ATLLPNP 

KPPLC PPL V YPHLNPQV* DI STP 

SLGDRSCTPYHLIKT 


18617 


48985 


A 


18726 


2 ! 


979 


TSTMAVGKNKRLTKGVGKKGA 

KKKVVDPFPR\KDWY*RRKHPL 

MFHMRNIEKDVGSPRTPRDPKJL 

QSDGLKGSVCLKVSPAELPE'L 

KFAFRKFKXLITEDVSGVKTCPD 

LTSHGAWDLYP*QNCCSMVQK 

MGRPMIEA\HVECSRLTD\GYLL 

\RLFCVGFYLKNRN ISDHGRPSY 

AQPPNRVR\Q1R\KKMME1HDPQ 

RLQTNVP*ICEVVNICLIPASIGIC\ 

D1\EKACQ\SIYPL\QNVF\VKKV 

KMLK\KPKF\ELGKLMELHGEG 

SSSGKATGDETGAKVERADGY 

GPPVQESVGKFRLPIVGNRSGH 

CVKKEKQSSRRRDFGVSVHPRI 


18618 


48986 


A 


18727 


1 


615 


ASTAAPRMLLLFQPRYRTLQPQ 

RLLMPKKNR\IAIYE\LLFK\EGV 

MVPKXXDVPIPKH PELAXDRN VP 

NLHVMKAMQVSQSPRGWVKVE 

QFA/WKKISYWCLTN*GYQGVS 

ISSRDYL\HLPP\EIVPA/TPLRRS 

RPED/SG RPSA* KGLEG* SDLAR 

LHKNGEAGQRLPYRR\SAVPP\G 

\ADKKAEAGGLGQKPEF\QF\RG 

GFVRGRGQNPPQ 


18619 


48987 


A 


18728 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 

DLDSMRNLKASLENSL\GILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAEIATYRRLLEDGE 

DFNLGDALDSSNSMQTIQKTTT 

RR1VDGKVVSETNDTKVLRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18620 


48988 


A 


18729 


323 


1973 


PCMWIGFAAVRKGLKDSSSASC 

GCTRRVRGTWWQGLSRVCVA 

RNEEVRLWGLCWLGSSPPAGW 

NNVFYMLISADVLACLEPRAN 

KEAANELAGAVDLGWMANVR 

RNPRDMVTSTHLGTHFHLRKTP 

PRGEKTCELASQQPLIEATTKT 

KSVAVSHILTYTPPTLNGVAAV 

SSRVHFSFWPPTLQTGLEQGSM 

SFTICFTTSTNYQSLHSIQPHSHS 

VQFISSTAKVYA VLRG LGSRTS 

VSFSTSFWSGWGSGGLAAGMP 

GIDNARLAADDFRVKYKTELV 

MCLSVESNVRGLHKVTDDTNV 

TRLQLETEMEALKEELLFMKK 

NQEKEVKGLQALIASSELTMEV 

NAPKSQDLSNIMADLPAQYDEL 

A\RKN*EELDKYWSQED/IEEHT 

TV VTNTSLLEVWSC* DARLTEL 

RRTSPGLWRFDLDSM\RNLK\AS 

LENSL\REVEAPYAL\QMEQL\N 

Gil 1 HI F<\OT fiOTPRTPAnPHA 

Q\EYEALL\NIKVKL\EAEI\ATLP 
GRLLGRMAKDFNL\GDS\LDER 
NSFQNL\QKTNTPPGNVDGKVV 
S\ETN\DTKVLRH 


18621 


48989 


A 


18730 


1 


897 


MGHHRRQSLSPVLSLYSPDSMS 

FTTRSTFFTNYQSLGSVQAPSY 

GARAVSSAASVYAGAGGSGSR1 

SVSRSTSFRGGMGPGGLAAGM 

AGGLAGMGGIQNKKTMQSLN 

DRLASYLDRVRSLETENRRLES 

K1REHLENKGPQVKDWSHYCK 

Tl EDLRAQ I F ANT VDN ACI V L H I 

DNARLAADDFRVKYETQLAMR 

OSVENDIHGLRKI FTFIFAI RFF 

LLFMKNHEEEVKGLQAQIASFR 

LTVEVDAPKSQDLAKIMADIRA 

QYDDLAGKNREELDKYWPQQF 

EENTTV VTVQS A E VG A A 


18622 


48990 


A 


18731 


3 


423 

< 


SLSPVLSLSPDSMSFTTRSTFST 

NYRSLGSVQAPSYGARPVSSAA 

SVYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESK1REHLEKK 

GPQVRDWSHYFKIIEDLRAQIF 

<\NTV\DNAR 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18623 


48991 


A 


18732 


663 


2089 


AFTTRSTFSTNYRSLG\SVQAPS 

YGAGPGRAARPASYAGAGGSG 

SRJSVSRSTSFRGXGMGSGGLGQ 

REL AGG\L A G\M G G I Q\N EK ETM 

A/QALNDRLGLFTWDRVRSLG 

DRRTRKLGRAKFREHFGRKKG 

PQ\VR\DWSHYFKI\IEDLVRAQIF 

RKYLLDNAPHPFLQDLTIAPSLL 

LD*F*EFKY*GQSLAMRQFLWR 

NDIPLGSAKVMDDTQYHTDLQ 

AWRQRFEAPQRRELALSMKKE 

PRRRKLKGLSSPRI PSSWG*PVE 

VRLPPNFQDLRQRSLADIPGPN 

MNELGSKKNPRRKLRQSTWSQ 

QI*GRAPQLVTTTSLLEVGSLLK 

TTL/TQKLRRTSPGPWKIRPWTS 

MKKS*KAQLGRNSP*REVGRPP 

YGPYKMEASFKRGSLLHP*SQS 

W/QTRPG A EGT A PQ A PRS YEG P 

C*NIKRSKLEA*DRPPYPPALLE 

D\GEDF*SLVDPLDSKQLHAKPI 

QKTTTPPG*VGLGKVVS 


18624 


48992 


A 


18733 


53 


1100 


NFRVEAGVRGVQQKETCAFKV 

LESI\GKF\GLALAVAGGVVNSA 

LYNVDAG\HRAVIFDRFRGVQ\ 

DIVV\GKGTHF\LIP\WVQETQLS 

FD\CRSRPRN\VPSQSTG*AKDL 

QNVQHHTAASLFRACRQPSFPR 

IFTSIGEDYGWSVCLPS\ITTEV\L 

KVSVGSLWMLGELITKREXLVS 

RQV\SDDL\TERAATFGLILDDV 

SLTHLTFGKADFT*AVEAKQVA 

QQEAEKGQICWLEKAEQQKK\ 

AAIISAEGDSKAAELIANSLATA 

GDGLIELRKL/E*AAEDIAYQLS 

RSRNITYLPTG\QSVLLQ\LPQLR 

GPPLPCTSRGLDLGPQPRLILNN 

SLSFLLPTPEINCEIFMIGLK 


18625 


48993 


C 


18734 


222 


458 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=MJnkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18626 


48994 


A 


18735 


2104 


2758 


QFCPSRQKGCLQKTFRHFVAGH 

GGDFLFRSPTHAFPFCVPLFPLP 

P/VT!VRPCPPFS*VLSSSPRNSQ 

NTIPRSPFLSPGTLSRSPAGSRDP 

GNPAPGSNTRLGPTAPVSRLAP 

VDIGFRSTDCWSLQPQVPVNPG 

SR PA PTN PRS RSTP VDPG SNTRL 

GPTAPVSRLAPV\V*ALGPLTAG 

PYSPR/PPVM Pfi<lRPA PTXIDUCD 
r i or i\y v^r v in ruoivr /\r 1 NrKoK 

STP VDPG SNTRLGPTA P VSRL A 
PVDIGFRSTDCWSLQPQVPVNP 
GSRPAPTNPRSRSTPVDPGTRTT 
PEGL 


18627 


48995 


A 


18736 


2 


280 


A\ivi\jr i v rtr oLULr/ VuoKr V riO 

EGLRWYAGLQKPSWHPPHWV 
LGPVWGTLYSAMGYGSYLVW 
KELGGFTGVSRASEVAPPEPPP 
GSSVLCFLHA 


18628 


48996 


A 


18737 


331 


972 


TAAAAAMAPPWVPAMGFTLAP 

SLGCFVGSRFVHGEGLRWYAG 

LQKPSWHPPHWVLGPVWGTLY 

SAMG*VGVHWPGDKPGPLQGE 

AWPRTEDTGQLALMWAWPP1F 

FGARQMGGALVNLLLVSNGAA 

\YI CI} A \X/PQTTTrTOTTTr^\/Al/T>\n\\ 

LQLHQAGAITLVMWWPSRFHD 
HWAC 


18629 


48997 


A 


18738 




603 




18630 


48998 


A 


18739 | 


1 


1782 




18631 


48999 


A 


18740 


237 


876 


CESFCWHHFFWDIFNLFVTAPF 

LVHVDYQGFESVAKKYDVMN 

DMMSLGIHRVWEGFSCSGKMH 

PLPGDVQLLDVAGGTGDIAFRFL 

NYVQSQHQRKQKRQLRAQQN 

LSWEEIAKEYQNEEDSLGGSRV 

VVCDINKEMLKVGKQKALAQG 

YRAAHKSGVILDCLWFPPILHPI 

AQQICQL YLQNTSG I WPSLPYL 

CYHLLVQATIPSYLDCCNSL 
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SEQID 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


18632 


49000 


A 


18741 


1 12 


995 


VLGSLSQEKRAAETHFGFETVS 

EEEKGGKVYQVFESVAKKYDV 

MNDMMSLGIHRVWKDLLLWK 

MHPLPGTQLLDVAGGTGDIAFR 

FLNYVSVPASEKTEEAVKGPTK 

FILGKN LPKSTRM KK\ P W AG/TR 

VVVCDINKEMLKVGKQKALAV 

KDTRAGLAWLL*DAEELPFDD 

DKFDI YT1 AFG I RN VTH 1 DQALQ 

GSSFGCLKPG\GRFLCLGFSQVE 

QSP\LSRLYDLYS\SRVIPVLGEV 

IAGDWKSYQYLVEXSIRRFPSQE 

\KFKD\M1EDAGFPQ/V*LTKV*H 

QGIVAIHSGFKJL 


18633 


49001 


A 


18742 


117 


403 




18634 


49002 


C 


18743 


62 


370 




18635 


49003 


A 


18744 


179 


527 


IQEPPVI**GLHMVHNFNTIFVSS 

YFKFESTFAISFLKVFNT/CFFSI* 

IKSLDEQCVVGK1SKHWTGILR 

EAFTDADNFGIQFPLDLDVKMK 

AVMKVG1CGKNLVKQGNFTMT 

HSN 


18636 


49004 


A 


18745 


--» 
j 


1242 


AAPQAGLSPVAIAAAIQLHLHS 

TQCSSPNTCCLPRRTRATIYYSR 

WSYHPLGSVP*SP*PFQEAS/AL 

TLPPACSFYGPLT*FQPKP*GSFP 

LSQ*MEYT1GLYT*TFHCPGTSR 

RQIPSSYLNCKDAFLPLL/SNPP 

QCRPFTGVGLVDVLTGFETNN 

KYEIKNSFGQRVYFAAEDTDCC 

TRNCCGPSRPFTLRJIDNMGQE 

V1TLERPLRCSSCCCPCCLQEIKS 

LDEQCVVGKISKYWTGILREAF 

TDADN FG IQFPLDLD VKMKA V 

MIGACFLIDRNCSPAMEQSWM 

ENYFDEMTEIGFRRSVITNFSEL 

KEHVLTHCKEANKNLDKMLDE 

WLTRKNSVEKTLNELMEVKTI 

NEKLTIGKISKYWSGFVNDVFT 

NADNFGIHVPADLDVTVKAAM 

1GACFLFAFRLGSELFTN 


18637 


49005 


B 


18746 


277 


2415 




18638 


49006 


A 


18747 


102 


196 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


18639 


49007 


A 


18748 


897 


1656 


SNAGLRHVCRTSCQSGRARSCH 

VGLHTPWVS*VPWHPWG1RWR 

GDPQKSQRSRXCC V PGG A P/QK 

GGDPEPQPSLSVSWNWLSGSCA 

GFRAVLPRKPQRKVWLFASSA 

GTAATEPPR**LAWKADSGGDP 

WQQ PQQS A RPH A * T WT WRG D 

VSSGRSRGSPQTGFQALQSCLE 

A R PPVV A rWPH P A T. A 1 da AA 
noivivrr V V /\1^1N r nr AuALr AAy 

AGNRATLMTGSCLQMPIMYEE 
AQLRLEELCTKARLNCQWFL 


18640 


49008 


A 


18749 


756 


884 


CLQRLLPPGFRRQPSKYRRMRG 
KSGKG*RPSPVATWQPDYNI 


18641 


49009 


A 


18750 


1826 


2772 


RRVLEAMGPSRAAKVLSVCVR 

SRIGPLICSQRHPATSKTKPQGR 

PPGEQGTPRDNPRRNNRPARSA 

TPRGA/PQGAPPRPGEEPNAPQT 

1DKGPPSPPSRGHTRRLARSGNQ 

PPERHTPAAGGKTRYVRQSVL 

HRARGGEPVRMPRJLPRIAEA/P 

APDRVECF*VVQSPAR£MHSCQ 

ADSMCPVW*GRJWRSAGSC*SR 

SEKILVWIPQSGLQAHACPSEA 

tl IvlVH'O IN r K Ukj Li ICivo o r O O 

k r npDPi r \/mr , CTTD attcdhc 
IvOt/lvivrv V £,vjLio 1 1 KAu 1 oKJJb 

VQk' p u A \iT\>ir: cn a Ar.cvuDor 
V orvivrl/\lN 1 IVIO tV^A^utlvnrKu 

TV*k r Tk'PPnPk'nr\TDr.Tl' A Dec 
IV rv 1 IsJvKljr rs.vjV^ I KO I KAr til 

ctcd ppprTH PI 


18642 


49010 


A 


18751 


196 


322 




18643 


4901 1 ! 


C 


18752 


189 


650 




18644 | 


49012 


A 


18753 


1 


53 




18645 


49013 


A 


18754 


31 


449 




18646 


49014 


A 


18755 


1 


389 


GMPTSTIASCSQDGRVFIWTCD 

I WorrvLLnivr INL/ V V W tl 

v^w^TTAisin Av^ir;r;n7Njk"\/TPr; 

VkJ W ol I /\1N I L,/\ V ovJVJL-JiNJS. V 1 tZ>KJ 

QQN EQ* QDR WGL A P H PP A PG L 
PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRLI1CLNVIGNAL 


18647 


49015 


a ; 


18756 


1 


1041 




18648 


49016 


B 


18757 


15 


782 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18649 


490 1 7 


A 


18758 


1 


1425 


EVKK1KNAHTIGCNAVSWAPA 

VVPGSLIDHPSGQKPNYIKLRFAS 

GGCDNLIKLWKEEEDGQWKEE 

QKLEAHSDWVRDVAWAPSIG/ 

LWPPSTf ASCSQDGRVFMWTL** 

CPQAITVVPLNCLHKFNDVVLG 

MLNWGPSQPTSLAVSGGDNKN 

GTNTVCPTGWLQDSNTLVHLV 

TYKMPRSLGLGFLWCQLLSPR 

KYREGTSPVSLWVGEVWFINP 

DWWGSIRVYHPSPSGSYRTHKP 

PLKNLSCDTSIIRELLKGKKFLL 

FVSVYPVPSTVLGRKKVSVINT 

VDTSHEDMIHDAQMDYYGTRL 

ATCSSDRSVKIFDVRNGGQILIA 

DLRGWPRASRYQQGHQDLFIL 

RSDLPSQVFIRDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 


18650 


49018 


B 


18759 


323 


1583 




18651 


49019 


A 


18760 


3 


419 


PSASSSPARIPAATRQGRRSPRIP 

PAPSNEAPRJLPADREFLEQQPPR 

FPKPTIQASG ADRA VDCG 1 LKL 

QKSXPARLARPRWPRRPSKRFW 

SAAGSVEEQPKPPRRRAKSPEQ 

SPQLSVLPLVTITPQASGASFEK 

MK1M 


18652 


49020 


A 


18761 


2 


385 


WGRGGGRGLLYGRRHFVRRRR 

RGGRSPGESPALTVT*GAV\PSA 

AFRESAQPGPRSSEAHISTSPKR 

TDGGRDS*PGLPRSSLTPSLPRP 

ASFSTSPGRVSAPHRLPRHS/AG 

PGLSG SS* PQP YSDPT 


18653 


49021 


A 


18762 


242 


422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


18654 


49022 


A 


18763 


2 


992 


AREKKQKTRRQNKNIPRQINKT 

QRJCC*QSCLTMTQDFFWPLCQ 

GHSRGAPCLLVPPGLSLTCAPA 

QPAARPGVSQLTCAIACTHIQW 

FPSSCPPSEKNGDTLTV\KTPSA 

SSSPARIPAATRQGRRSPRIPPAP 

SNEASPAPGRPRVPGAAVPPRFP 

KPTIQASGADRAVDCG1LKLQK 

S\P A RL A RPR WPRRPS K RF WS A 

AGSVEEQPKPPKAP/PAKSPEQS 

PQLSVLPLATITPQAYGASFEK 

IV A AS "KIT I/' T i~> r> f> /-> r% c* Tfc limp tm -,, v m nn 

MRNLK 1 KRGGRSRWHFPFNVIP 
QAFSLKWGFQTSDASSAEVFH 
VDRSLASHKMGPGRRPRSPLW 
A PPFCE A AA A RRQEPG VCIM VE 


18655 


49023 


A 


18764 


292 


348 




18656 


49024 


A 


18765 


2 


466 


LITVVKLLDTMVDTFLQKLVA 

AGSYQRFTDCYKCFYQLQPAM 

TQRIYD1CFIAQLQTSIREEISDIK 

LbGNLEAVLNALDKIVEEGKVR 

KEPA/WQRDTLRRHVQKQEAE 

NQQLADAVLAGRRQVEELQLQ 

VQAQQQAWQALHREQRELVA 

VLREPE 


18657 


49025 


A 


18766 


2 


511 


FNMAEASSANLGSGCEEKRHE 

GSSSESVPPGTTISRVKLLDTMV 

DTFLQKLVAAGS/YSTPSLGRK 

CWSXRLPSGGQSVKQAFSWAAC 

RLPQGRKEEISDIKEEGNLEAVL 

NALDKIVEEGKVRKEPVAWRPS 

GIPEKDLHSVMAPYFLQQRDTL 

RCHVQKQEAENQQLADA 


18658 


49026 


A 


18767 


224 


748 


NRPSVGRRAGYHRGGSYQRFT 
DC Y KCF YQLQP A\M TQRI YD\K 
FIAQXLQTSIREEILFDNQKQEGE 
PRKLSWNALG*KFVGTKGKVR 

i/cn A \1/TJ ncr IDXCLTM Tio\ r \ a a n 

IU:rAWlU'oulr\ci\ULnbVMAP 
Y FLOORDTLRRHX VOKOE AENO 
QLADAVLAGRK\QVEELQLQV 
QAQQQAWQALHREQRELVAV 
LREPE 


18659 


49027 


A 


18768 


1 


421 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


18660 


49028 


A 


18769 


666 


1445 


AGITTIEAAKRTIQVLHLQAND 

AQERAXERSQREFREERRAREPG 

LRLK*SFLNRRIQ\LVEEEL\DRA 

QERLGHLPCKKL*RS*KKLADE 

SERRY*RLFEN\RALKRLKEKIG 

TSREIPTQKKLKHICRKEADVRK 

YEEV\ARKLGDHLKEDLEPTE\E 

RA\ELAESRC*E1DEQIRJLIDQNL 

QCLSAAEDKYSQKEDKVAEEE 

M K I\LTN K L RE A ET\RA EF A ERS 

VAKLKKTIDDLEDKLKCTKEEH 

LCTQRM LDQTL LDLN EM 


18661 


49029 


A 


18770 


2 


158 


SAAPGAVPPPEADSTSAGMSRR 

PCSCALRPPRCSCSASPSAVTAA 

GRPRPSDSCKEESSTLSVKMKC 

DFNCNHVHSGLKLVKPDDIGRL 

\VSYNP\AYLEGSCKDCIKDYER 

LSCIGSPIVSPRIVQLETESKRLH 

NKENQHVQQTLNSTNE1EALET 

SRLYEDSGYSSFSLQSGLSEHEE 

GSLLEENFGDSLQSCLLQ1QSPD 

QYPNKNLLPVLHFEKVVCSTLK 

KNAKRNPKVDREMVLKEIIARG 

NFRLQNIIGRKMGLECVD1LSEL 

FRRGLRHVLAT1LAQLSDMDLI 

NVSKVSTTWAKK1LEDDKGAFQ 

LYSKAIQRVTENNNKFSP\HAST 

REYVMFRTPLASVQKSAAQTSL 

KKDAQTKLSNQGDQKGSTYSR 

FTNEFSEVAKTLKKNESLKACIR 

CNSPAKYDCYLQRATCKREGC 

GFDYCTKCLCNYHTTKDCSDG 

KLLKASCKMGPLPGTKKSKKNL 

♦RLHVGWHEPAPLQLRPTATPL 

LLQRQPQRSDSRRAPSTLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


18662 


49030 


A 


18771 


4 


1276 


RKAASSYVSRMALPI1VKWGG 

QEYSVTTLSEDDTVLDLKQFLK 

TLTGVLPERQKLLGLKVKGKP 

AENDVKLGALKLKPNTK1MMM 

GTREESLEDVLGPPPDNDDVVN 

DFDIEDE/R*FEVENREENLLKIS 

RRVKEYKVEILNPPRJEGKKLLV 

LDVDYTLFDHRSCAETGVELM 

RPYLHEFLTSAYEDYDIVIWSA 

TNMKWIEAKMKVKPLGVIWG 

KFSEFYSKKNTIMFDD1GRNFL 

MNPQNGLKJRPFMKAHLNRDK 

DKELLKLTQYLKEIAKLDDFLD 

LNHKYWERPRVRCHIFHGKED 

KYUrCr'MUACSCKTVCl 1 NLA 

LFALPLGSMKNGQPCRNVIGQK 

GYALTV1NSGPQQGLFVRJLLG 

LF1RDFFPAGCGARPFWNEGLM 

AYh^KRl LVUVMLVLSSSKSFK 


18663 


49031 


c 


18772 


i i j 


/ 




18664 


49032 


A 


18773 


143 




HHUrVrrrKGLIS*HSLHCPCPT 
PGGKNVFFFCEYFLKLAG1ETT 
NCSADKRGKKVCCLIPR 


18665 


49033 


A 


18774 


3 


432 




18666 


49034 


C 


18775 


112 


192 




18667 


49035 


A 


18776 


3 


1015 


SSRPVRPRPAARLSAMSSTQFN 

KGPSYGL\SAQ\VKNRLL\SKYD 

PQKE\AELRTW\IEGLTGLSIGPD 

FQKG\LKDG\T1 LVCTLMNKLQP 

G\SVPKINRSMQN\WHQLENLS 

NF1KVAMVSYGMNPWDLFEAN 

DLFXESGNMTAQVQVSLLALGG 

KRPKTKGAAEGGLDIGVKYSE 

KQERNFDDATMKAGQCVIGVL 

QMGTANKCASQSGMTAYGTRR 

HLYDPKNHILPPMDHSTISLQM 

/'"I TA xii/r 1 A C/^\\//^ \ \A"T A \ r>^Trr> Dill 
VC VA A /'IXIDTCr'AXICCA /l\Ci /~\\~K * 

Y o Y v«/AON F 1 bCDN rbM\SLQ\M 
GYTQGAQTQSGQVFVGPGRPDI 
*TPSTCPQGTI\ADGAPSGTGDC 
PDPGEVPEYPPYYQEEAGY 


18668 


49036 


A 


18777 


2 


110 




18669 


49037 


A 


18778 


74 


289 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /—possible nucleotide 
deletion, \~possible nucleotide insertion) 


1 8670 


49038 


A 


18779 


138 


2039 


GAAMAAAGRLPSSWALFSPLL 

AGVALLGVGPVPARALHNVTA 

ELFGAEA WGTLAAFGDLNSDK 

QTDLFV/LAGKK*LNRLFGRPE 

CTRILNPK*RYLSRITVH**QV*S 

LGAYDGDSQMDVLLTYLPKNY 

AK\MN*ELLSSGDKIKH*ILTI*P 

YSIGL/LQDEPLIMDFNGDLIPD1 

FGITNESNQPQILLGGD/CYHGI 

QH*PLQVKCEFH1/PHAFIDLTE 

DFTADLFGATLNGTTSTFQFE1 

WENLDGNFSVSTILEKPQNMM 

VVGQSAFADFDGDGHMGSFTC 

QGCGR*K/CAKRVPSYLVRSGM 

KQWVPVLQDFSNKGTLWGFVP 

FVDEQQPTEIPIPITLHIGDYNM 

DGYPDALV1LKNTSGSNQQAFL 

LENVPCNNASCEEARRMFKVY 

WGADRPKSN/SKGAMVATFFDI 

YEDGILDIVVLSKGYTKNDFAI 

HTLKTsTNFEADAYFVKVIVLSGL 

S\SNDCPRKITPFGVMQPGTLYH 

VYNCRCKWVSEKWIRWPNSAQ 

SAHLALQLPYNVLGFRVGSANF 

LDHUSLGIPRPSWRKIFYGKQE 

WTAIIPNSQLIWIPYPrTOVPPKL 

GVPNC1LYTKLILFWLTAIAL1R 

CLC FQSLA IN WH FTLG REKFCAG 

WIEEKRTRKAHRFPFWMAMW 


18671 


49039 


A 


18780 


1 


966 




18672 


49040 


A 


18781 


1 


1035 


RPPFPVPGVQKCPLPTRGGLH1G 

RWLRDRAGPPEAQDGTGGRSR 

SRRRPPALPNSRPSPVASGREM 

VVLSVPAEVTAVILLDI\EGTTT\P 

IAFVKG/D1LFPYIERKMLKVEYL 

QTHW\EEEEFQ\QDVSLFEGNK 

A\EEDAHLDG\AVPIPGKHLGIG 

V\DD\LQQMI\QAVVDNVCWQM 

S L D RKTT A L K\Q LQG H\M WRA A 

FTA G RM K\A EF F A D V V PAW RVK 

WREAGVMKVYIYSSGSVEAQKL 

LFGHSTEGDILELV\DGHF\DTKl 

GHKRRJWKVTRKAIADSIGCSTA 

NKHFVFWTDVTSRRASAGLRE 

AGCCTLAVV\VRPG\NAGrNR*L 

RKTYYSLITSFQWNYYLPSST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


18673 


49041 


A 


18782 


1 


528 


DNELLDYEDDEVETAAGGSMS/ 
EAPAKKDVKGSYFSIHSSGFRJD 
FLLKPELLRAIVDCGFEH\PSEV\ 
v^HbClrv^AILLrMDrLCQAKSGM 

f~l T a \ /C\/l ATT rrr*\ TTS~* /~\\ J 

vjn 1 AVr VLA 1 LQQLbPVTGQV 
SVLVMCHTR£LAFQTR*KTRPF 
WNVTVCPSGEDTRVGVKETLL 
PPPLTAPTPWLPSFASPPLLNPH 




4004? 


A 


1 O / OJ 








18675 


49043 


A 


18784 


85 


348 


PPHSALLPFPTPFLPPSQLE1FVD 
DETKLTLHGLQQYYVKLKDNE 
KNRKLFDLLDVLEFNQVS*TSS 
RGMSIGALQL*QKPGY*VHFY 


18676 


49044 


A 


18785 


1 


930 


CCCRHTRSPCLVMAENDVDNE 

LLDYEDDEVETAAGGDGAEAP 

AKKDVKGSYVXSIHSSGFRDFLL 

KPELLRAIVDCGFEHPSEVQHE 

C 1 PQ A I LG M\D VLCQ A K SG SG E R 

QAVF\VLATLQHLEPV\TGQGV 

CAG*CCHTRELAFQISKEYERFS 

KYMPNVKVAVFFXGGLSIKKDE 

EVLKKNCPAYPSVGTPGRJLAXL 

A dxii^ci xii i/uit/i ir"ii r\p/~>pvi/» * 

AKNKSLNLKHIKHr ILDECDKM 

LVEQLDMXRRDVQE/IFFRMTPH 

EKQVMXMFSATLSKEIRPVCRX 

FMQDVNTLLPSLPPLPARCLLPF 

LALFLRLPCHSSAKKAACAQLG 


18677 


49045 


A 


18786 


96 


1618 


LFTPCFHLFCENPSRSPFPSSPAG 

PVMAENDVDNE\LLDYER*MR 

WETAAGGDGAEAPAKUCDVKG 

SYVS/LSHSSGFRDFL\LKPELLR 

A I\VD\CG FEHPSE VQHECIPQ A I 

LG\M\D V LCQG KSGVM GKTA VF 

VLATLQQLEPVTGQVSVLVMC 

HTRELAFQISKEWERFSKYMPN 

VKVAVFF\GGLSIKXDEEVLK/R 

RNCPHI\VVG\TPGRJLS/LWVRN 

KSLNLKHIKHFILDECDKMLEQ 

LDMRRD VQE1 FRMTPHEKQ V\ 

MMFQCYLG AKEI RPVCRKJAM 

QDPMEIFR/VDDETKLTLHGLQ 

Q\YY\VKLKDN\EKN\RKLFDLL 

DVLEFN\QVVIFVKSVQ\RCIAL 

A PA Y* WEQNFP A\l A I\HRGDAP 

RKERLS\R*SSSFKDFPTNEILIG 

YPTLFGRRHGTSEAGETIAF*FM 

TsiMP*nii kt\ prHRW/r.PFnriRP 

in ivir vjibix i ijrv^ni\\vvjrDyUi\r 

GHPRGL\AITFVSDEE*LPRSCD 
DVQGSALRVKFSELPDEIGHLP 
PTLEQDTGRRLAHFGNVDRLFL 


18678 


49046 


A 


18787 


1 


363 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18679 


49047 


A 


18788 


78 


714 


GTTEG1CRQEAVGYLCVLPLTTL 

PLVTRLPPQVADTMLPPMALPS 

VSWMLLSCLILLCQVQGXEETQ 

KELPSPRISCPKGSKAYGSPCYA 

LFLSPKSWN\DADLAC\QKRPSE 

KLVSVLSGAEGSFASLLA\RSIS 

NSYSYIWIGL\HDPKKG\SEPDG 

DG* E WSSTDVMNYFA WEKNPS 

TILN PGHCGSLSRSTGFLKWKD 

YNCDAKVLPYVCKFKD ; 


18680 


49048 


A 


18789 


52 


186 


QSEVHHGIISYTTGQGENLSEPI 
WKSWQRSQDL*QENHPEIYSLT 


18681 


49049 


A 


18790 


666 


2732 


KQLIKMCYFILLLLILSSHIGKD 

KA1DKNGILVQYWQE*KLVEPF 

* KA 1 WPPCMETLN VDTPFPQP V 

CLG1YPNE*ICLSK/CFKP*APKV 

YFHGCL*Y*NHWEPTETIPPVK 

GWIK*ILF 


18682 


49050 


A 


18791 


1 12 


340 




1 8683 


49051 


A 


1 8792 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSHXSPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


18684 


49052 


A 


18793 


1 


994 


APSYRA/RLVRSVASVYAGPGS 

SGSRISMSRSTSFQGGLGSRSM 

AA/GMAGGLAGMGGIQNEKET 

MQSLNDRLASYLDRVRSLEMG 

NWKLESKIWEHLEKKGPQVRD 

WGHYFKTIEEDLTQIFTSTVDN 

TCIILQIDNAHLAADDFRVKYE 

TEPATCQSVEND1HGLHKVIDD 

TSVTQLQLETEIEAL\KEALLFL\ 

KKNHEEES/WRHTVQALE1DLD 

WMKNLEASLENSLK/EGVEAC 

YTLQMEQLNGILLHLESELAQT 

WAEGQGQAQEYQALPN1KVKL 

EAEIATYRRLLEDGEDFNFGDA 

L DS SN STQTI Q KTPTC/ RT V DG K 

VVSETNDTKVL 


18685 


49053 


A 


18794 


3 


377 




18686 


49054 


B 


18795 


54 


136 




18687 


49055 


A 


18796 


149 


419 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


18688 


49056 


A 


18797 


83 


1402 


AEKAGGKKGEAPSYRA/RLVRS 

VASVYAGPGSSGSRJSMSRSTSF 

QGGLGSRSMAA/GMAGGLAG 

MGG1QNEKETMQSLNDRLASY 

LDRVRSLEMGN WKLESKI WEH 

L EKKG PQVRD WGH YFKTI EED 

LTQ1FTSTVDNTCI1LQIDNAHL 

AADDFRVKYETEPATCQSVEN 

DI HGLHK VI DDTS VTQLQLETEI 

EAL\KEALLFL\KKNHGEEIKGL 

SRRQIASSGVDPWRVDAPKSSG 

PSPK1MGRHPGPKYDELVARKR 

TREE\LAKYSSQ\QIEEST/TQLV 

TNTSLL/GGLELAETNLHRS*TY 

KSRSLEDSTLDSIEKS*KAQAW 

kTWOPl kT^W/k'ADI DDI DHU/CI/ 

1VJSA^I^Jsajl!> W NArLKrLrUWoK 
I OILAC 1 r bbKAONK. 1 KARG 
TSAPGPQEL*GPLLKHQKVKAG 
GLRSPTLPARLLEDAEAL*SLV 
DPLDSKQLPCNTIQKTTTPPG*V 


18689 


49057 


C 


18798 


140 ! 


283 




18690 


49058 . 


A 


18799 


2 ! 


783 


VVQFARREKPSSSKVSQRHPCT 
EAVREVLHG\NQRKSPQRSWET 
VELQISLKNYDPQEGQSAFSGT 
RQALSPLPRP\KFSCVCPGGTQQ 
H\CDE A\fCA RG ISPPHGTFEG A * 
KNLNKE*KNWSKKAGPRKY*L 
RFFGPQKSLDQSKIPPNPSGPGF 
N. KAOivYr rr r Wr 1 HlN\fc.NivlO(j 

PKLDEGEVPPIQVFQMKERCLC 
L\AVAV\GHV\KMTD\DELVYNI 
HLGCQLSWVSLLKEKNW\QNV\ 
RALY1KSTHGQSPKRLIFKAHFE 


18691 


49059 


C 


18800 


239 


555 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unkno\vnu 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18692 


49060 


A 


18801 


401 


3014 


TRASS TMSKSFQQSSLSRDSQG 

HGRDLSAAG1GLLAAATQSLSM 

PASLGRMNQGTARLASLMNLG 

MSSLLNQQGAHSALSSASTSSH 

NSQSIFNIGSRGPLPLSSQHRGD 

ADQASNMLASFGLSARDSDELS 

RYPSDTITPENLRPILLQLKRRR 

TEEGPTLSYGRDGRSATREPPY 

RVPRDDWEEKRHFRRDSFDDR 

GPSLNPVLDYDHGSRSQESGYY 

DRMDYEDDRLRDGERCRDDSF 

FGETSHN Y HKFDSEYERMGRG 

PGPLQERSLFEKKRGAPPSSNIE 

DFHGLLPKGYPHLCS1CDLPVH 

SNKEWSQHINGASHSRRCQLLL 

EIYPEWNPDNDTGHTMGDPFM 

LQQSTNPAPGILGPPPPSFHLGG 

PAVGPRGNLGAGNGNLQGPRH 

MQKGRVETSRWVXHIMGFSTE 

GKTLRYQLLQLVEPFGVHFKFI 

*FLNKNLLRAF1EMATTE\DCFK 

AAV\DYYTTTPA\LVF\GKPVRV 

HLSQKYKRIKKPEGKPDQKFDQ 

KQELGRVIHLSNLPHSGYSDSA 

VLKLAEPYGKIKNYILMRMKS 

QAFIEMETREDAMAMVDNHCL 

KKALWFQGRCVKVDLSEKYK 

KLVLR1PNRGIDLLKKDKSRKR 

SYSPDGKESPSDKKSKTDGSQE 

AERSTAEGKEQEEKSGEDGEKD 

TKDDQTEQEPNMLLESEDELLV 

DEEEAAALLVESGQFSGETSTDL 


18693 


49061 


A 


18802 


3 


1013 


NCRAAWRAKLEGCLSLRRNAC 

QCFLIWTQTPDREQSYSLDQLP 

REVLNQEEKSISIWDIYLHLEM 

GNGLSDQTSILSNLPSFQSFHIVI 

\LGLDCAWKRQLSYTRLQFQLN 

L*NT\VPYPKGFNTEK1*/RVTLG 

NSKTV\TFHF\WDVGGQEKLRP 

LWKSYTRCTDGIVFVVDSVDV 

ERMEEAKTELHKITRISANRGV 

PVLIVAN\KQDLRNSLSLS\EIEK 

LLAMGELSSSTPWKLQPTCAI1G 

DGLKEGLEKL\HDMI\IKRRKML 

RPTRKRKDEYQFPNIICVGVGF 

LWSDFDKNRRVSTAGVCLSAPP 

WMLLKLCFVEQFRCPTRVALW 

KMSKCSAS 


18694 


49062 


A 


18803 


3 


1 103 




18695 


49063 


B 


18804 


34 


734 1 




18696 


49064 


A 


18805 


1 


1741 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


18697 


49065 


A 


18806 


6460 


6635 


RTSTERSHLKTRYQRTSCSSNR* 
LNSSSSKTSFRCSLTTSLFWRHT 
IFNMLLINRRLL 


18698 


49066 


A 


18807 


5567 


5853 


imiT FA*I 1 PXII pxt n Q I W A 1 \/rvA 

1 vJ I LrHz/A LL-IV1N L rl\ Uo 1 1\. A L V L/ A 

♦YKSLLSAVERCSFMVLFGEPM 

NKPPLAILR1QSGVNRPPVISIM 

ALIGPLVTPSASTYSGVTNADLS 

CAW 
O/A I rv 


18699 


49067 


A 


18808 


664 


992 


ov^/\l>m ri vj i rl rvvj iNo jIN JN JL/oiN L-l r 

kf otmr rir^T Mxrr^ un\i i-j Qr^^in /r\ 

Ivy 1 ANIVJL^l^l^lNlNvJli v^/lN rl IN vj/ VJ 

*PQPQR**QLTLQNLMQHQ*KQ 
QYPLPQHQQQE*RTR 


18700 


49068 


A 


18809 


3 


1 6QK 

J KJzrO 




18701 


49069 


B 


18810 


227 


883 




18702 


49070 


A 


18811 


180 


373 


PDTLRS1LPMLLEQLFCRTFGLL 
SP**RDTSLHLGHKTEQHT*LV 
MG S WF YLL ASQQPRCC Y AC 


18703 


49071 


A 


18812 


495 


701 




18704 


49072 


A 


18813 


138 


418 


A YRl T I C\ VVQPnPVNylHI ppA 
r\ I IvLLLV^L V I oCur Y 1V| rlL,n,r \£ 

in rvLv I nv^/L. v r uivLWnr w\ivolI\. 

1? P<vi v*pp\xavi?\\/* virt'i wtd 
rvroii rr W i KW YILKLINnuK 

i rinvir^vnsJT+r'i-iFi Q*r:i u*tid 

LV^Ll V Ikj V IfM 1 LnrLo ULri 1 Ir 

p.IUD I 

vjinrvL 


18705 


49073 


c 


18814 


62 


I7S 




18706 


49074 


A 


18815 


644 


828 

OZ.O 




18707 


49075 


A 


18816 


j 


1 107 




18708 


49076 


B 


18817 


84 


342 




18709 


49077 


A 


18818 


3 


1399 




18710 


49078 


B 


18819 


1 


1377 




1871 1 


49079 


A 


18820 


1 


546 




18712 


49080 


A 


18821 


855 


1000 


VTf VQPvnuDQ\/Drvr:i vi tcu 
V I Li ot T vJrtro Vrvfc YuLYLl ^ri 

R1FPI Ff^VT-IPTI *PVT 1 Q\yfr*DC\/ 
JVI CI LCL V 11 rv 1 L r V LLoMl^ro V 

t PYYFnnr.vPAPv*? nppruu 
QRTSSL*DLLKQLLQ 


18713 | 


49081 


A 


18822 


1 


1680 




18714 


49082 


A 


18823 


1 


3951 




18715 


49083 


A 


18824 


2 


6446 




18716 


49084 


A 


18825 


2497 


21785 


SSPYPFTKQSSTNNFVFDGNELF 

NSRDRLSQRLFYILQSSVHLINR 

Q/LEGYVQHHLNLAEI*HHGLG 

KDAY1AAMYNNDDGATFQMEI 

GGIHTNAALAAGDKLQCIWRY 

LDVNGNAPAAENEFEVVSYEG 

FGTSNFSVKCKGMLPGKFIGCD 

r\r I vj rv I Ly 1 U\J r 1 rvv^ V Uj V rv W 

FTNLTVSGSGRJCQLGQRKYPQ 
VVMGMGMTSGFDDGYNLTPE 
RQVKMAYGLGYRDWWTTYIG 
MSHYWKGLTAFQDKETGELI 


18717 


49085 


A 


18826 | 


31 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18718 


49086 


A 


18827 


255 


1002 


SQFSLSQVLVDSAEEGSLAAAA 

ELAAQKREQRJLRKFRELHLMR 

NEARKLKHQEVVEEDKRLKLP 

ANWEAKKARLEWELKEEEKK 

KECAARGEDYEKVKLLEISAED 

AERWERKKKRKNPDLGFNSDY 

AAAQLRQYHPV*PKQIKP\DME 

TYXERLREICHGVEEFFPTSNSLLH 

G\THVAFHRGKFDRVVLRSGKN 

QFEKRD/KF* ARRRPYlsl DD A D 1 

D\YPNERNAQFNKXAERFY\GK 

YTAEIKQNLERGTAV 


18719 


49087 


C 


18828 


91 


225 




18720 


49088 


A 


18829 


3 


212 




18721 


49089 


A 


18830 


88 


239 




18722 


49090 


A 


18831 


865 


1898 


QQQQQQQHRRYPRRRSPRAWC 

SHPRSPLLFLPSLAPWPDQLTEE 

Q1AEFKEAFSLFDKDG\DGTITT 

KEL\GTVM\RSLGQEPNKKLEL\ 

QDMINESGMLMGXNGTHLTFPR 

IF*LMMARKMKDTDSEEGN/LR 

EAFRV\FAKDGNGYISAAELR\H 

VMTNLGEKTTRF/KKVDEMIRE 

AVDIDGDGQVNYEEFVQMMTG 

KMEDLTFQLPFSPPLEESNWNL 

LLTFLQKKJEKKKKVHLFHSCFL 

YSKTECQKYLLVHTHQNLHVL 

VGGPCPLKDQATHQFYNINTCT 

NLNDNGLLKRSILLM1NTLFGL 

ASFFHACSFDDWSTSQGLWYL 

KLENGKNQISKPIPNGVLVHFV 


1 R7? i 


49091 


A 


18832 


\ 


330 


WVVLKNCVGVGLLIAT*MWFI 

SNKYLVQRQSRDYDVEWGYAF 

DVHLNAFYPLLV1LHFIQLFFIN 

PLPFLKNTVILLYPFAPLILLYGL 

SLALGWNFTHTLCSFYKYRVK 


18724 


49092 


A 


18833 


1 


534 


VPSNSVNSLVQGNGVLNSRDA 

ARH/TAGAKRYKYLRRLFRFRQ 

MDFEFAAWQMLYLFTSPQRVY 

RNFHYRKQTKDQWARDDPAFL 

VLLS1WLCVSTIGFGFVLDMGF 

FETIKLLLWVVLIDCVGVGLLIA 

TLM/WHCHFWKKQVILLYPFAP 

LILLYGLSLALGWNFTHTLCSF 

YKYRVK 


18725 


49093 


C 


18834 


295 


570 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18726 


49094 


A 


18835 


418 


1567 


SFTLKNCVLQRVSSJLPSNTAEV 

DFPSWTTQSDWQQTRAQVLLQ 

ARARAALRLVLIILRHDGASPP 

MRTRLSPTATLATGSGASEAPV 

SGDRKPAATTSGGPRRKMLPST 

SVNSLVQGNGVLNSRDAARHT 

AGAKRYKYLRNRLFRFRQMDFE 

FAAWQ\MLYLL\TSP*RVYRNF 

H\YRKQTKDQWAR\DDPAFLGF 

PFKYSGFCVSTIGFG\FVLDMG\ 

FFETIKLLLWVGLIDVCVGVGLL 

\IATL\MW\FISNKYLVKRQS\RD 

YDVEWGYAFVDVHLNAFYPLL 

\ 7 I f 1 1 pi /~\ I pp|\ri i"» /~v tt T"r\.T>I~»\ I y—* * i 

VILHFIQLFF1NHVNLTDTR1GY 
L VGNTL\ WLW A VG YYILR* LSL 
GYSVGLLFFSSIAHF*KNT\VILL 
YPF A/PL * FLPPTG FPL ALG WNF 
THTLCSFYKYRVK 


18727 


49095 


A 


18836 


1 


888 


MPGLLLLRGSQNLKQQAEILCG 

LGLALVISAVKPLSKKFMLPNP 

TSMKPESDGIYSITsILKRTWEKL 

LLAGHAIVV1ENSADVSV1SSRN 

TGQKAMLKFAAATGATPIAGH 

FTPGTF/TNQIQAAYWEPRLLV 

VSDPRADHQSLTEASCVNPPAI 

ALCNTDSPLCH/VDIAITCNNKG 

APSVGQMW*MLAWEVLHMRG 

TISCN/SPWEVMSNLYFYRDPEE 

TEKEEQ A A AEKA VTKKEFQGK 

WTVSAPEFTVTQPEVADWSEG 

MQICNLGKAQQGQLSSDAEDD 

FWSLESLDGYSHTVTFR 


18728 


49096 


A 


18837 


74 


848 


REIFINVRSLLMACFVKEEDVL 

KFLAARNP/HVGGTNLDFQME 

QYIYIRKSDGIYIIRLKRTWEKL 

LLAARA I V A I ENPADVS VISSRN 

TGQRAVLKFAAATGATPIAGRF 

TPGTFTNQIQAAFRE\PRLLVVT\ 

DPRADHQPLTEASYVNLPTIAL 

CNTDSPLRYVDIAIPCNNKGAH 

SVGLMWWMLAREVLRMRGTI 

SREHPWE VMPDL YF Y RDPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADWSEG 


18729 ; 


49097 


A 


18838 


72 


528 


DEACGVCCYSPGASPMPP*GRT 
RKEG RT A G K VR P K E RPKTP VN\ 

IxOVJVJV^U rivIvMN W o 1^. I\y IvT IVL/I\, 

L\NN\LVLFDKA\TYDKLCKEVP 
NXYKLITPSLWSPER1AICIRGSLA 
KGKPFQEAP*VKGLI/RNLVSKH 
RAPSNFTPGNYQGWEDAPSLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18730 


49098 


B 


18839 


6 


125 




18731 


49099 


B 


18840 


249 


291 




18732 


49100 


A 


18841 


128 


669 


RPGHAQTLGSPSLALGMAGQF 

RSYVWDPLLILSQ1VLMQTVYY 

GSLGLWLAWVDGLLRISPSLD 

QMFDAEILGFS/TPFQGRLSMM 

SFILNALTCALGFAVISSGEEKQ 

CLDFTVTVHFFHLLGLLGSNSS 

PFSPSGG*TLVGLGPKPVVALH 

SLA VIGEYLCM RTELKEiPLNSA 


18733 


49101 


A 


18842 


1 


818 


MAELTVMRFHTEPQGSEGLRLP 

RISGSKPKQMHVTWLEPLENGI 

CNGNTGNAQLLIPPGVIFHKYP 

SHYVTAMLKSLKWPPLQTELTS 

SSGQALWGLVGGGSPHRQAST 

EKLFSEKVPKTAENFPCSELSCF 

HGENGFGL*GVPCFHRLFPRVY 

AVRGGDFHTAINGTXGGKSHPM 

GKKFEG*ETSSLKHTG\PGDLVP 

WQNAGPXNTNGSPVFLTSCTAQ 

ELSGLDGKPCGVLAKVKEVGM 

N 1 V E AMERVFG SR\NG KTS KKITI 

AXDCGTTPNKV 


18734 


49102 


A 


18843 


4 


454 




18735 


49103 


A 


18844 


1 


978 


MRWACDFTKLLSSTWTL1QYPE 

NAMIIARWALLADCPEKTKAL 

RTTEDG 1 V DA AN FEQFLQE RJ K 

VNGKVGNLGGGVVTIEKSrCSKI 

TVTSKG\PFNSM*I*GSASSFVEK 

KRLLEF*KLLSSTWTLIQYPENA 

MIIARWALLADCPEKTKALRTT 

EDGIVDAANFEQFLQER1KVNG 

KVGNLGGGVVTIEKSKSKITVT 

SKGHFQFYVNLRISFL1CGKEKA 

VGILEEIVLNLLIIFSS1DILTVKG 

TCSGCERGFFLEIYDEVEDSSYD 

NHLKDDDPKREGPGAEQALST 

PPCC PLEKRPIN DQTL 1 1 S WSG ST 

NVIEEAGRHSVVQEGWGALGV 

LRTTLPSLPQITGGAGFVGSHLT 

DKLMMDGHEVTVVDNFFTGR 

KRNVEHWIGHENFELINHDVVE 

PLYIEGRAENQLSHTVPGPVDL 

SDRIVNGYFLSL 



BNSDOCID: <WO 0175067A3_!A> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18736 


49104 


A 


18845 


167 


1440 


RDIWLSASAAAMVPVRKLV/AE 

GGQKTKQVLRFTLGCTHPJEDG 

I1DAANFEQFLQERIKVNGKVG 

NLGGGVVTIEKSKSKITVTSKGX 

PFNSM* I*GSASSFVEKKRLLEF 

* KA EN LSS KN WNKTRMPTFTTL 

TQVAPNPITGYTSKGKKISTLKR 

YLAFCLRCCHGA REKACGEGG 

QKTKQVLRFTLGCTHPIEDGIID 

AANFEQFLQER1KVNGKVGNL 

GGGVVTIEKSKSKITVTSKGHF 

QFYVNLRISFLICGKEKAVGILE 

EIVLNLLIIFSSIDILTVKGTCSSC 

ERGFFLEICDEVEDSSYDNHLK 

DEDPKREECRK RD A YAPLKDQ 

GNAEKRRHNVRKSWPLLSAKL 

LKIRTNLTGTEEAELHANHIQQ 

VPIKCLSYKLTERKNGTQKHLH 

YALILHVKCDRRETSKFTKFYG 

THPLTALFVPRAWDGPPSALPE 

SELAVFLVAYEGNTLLHLFLSG 

A "P (~\ I> /^i XI Q Q 1 LTD APD A DCCLir\D 

Ac^KUNooLKtKAuKAKJronQR 

Q A \/UPMQnDT\/\lA/r\\yf D A UTOI O 

o/WrirlNol^r 1 VWVUMrArirLb 
Q YL VPARKTVLPI WYGNSCPD 
VIFGSLSDSKLSEGKEFALPLKF 


18737 


49105 


c 


18846 


713 


OJ 1 




18738 


49106 


A 


18847 


2 


303 




18739 


49107 


A 


18848 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
♦HRALPCLPLWSPKCPSRWPWF 
G 


18740 


49108 


A 


18849 


229 


359 


MKWVYCSVTGMGKGQHRMP\ 
SKG*GWVQRYNRDGIPSPRVLE 
LF 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18741 


49109 


A 


18850 


1 


I 185 


MSTIDDPRLQGRRMCLMLRGT 

PEQKALVIGGEACMWGEYVDN 

TNLVPRLWLCPPSTQDLANEGI 

REMT1LHRHIPDRGKGVMRSCS 

FRTPRPFTLACGPEKSLMDPQS 

QSNSEGASSSLVVKLADTDRER 

ALRRMQQMAGHLGAFHPAPLP 

LGACGAYTTAILQHQAALLAA 

AQGPGLGPVAAVAAQMQHVA 

AFSLVAAPLLPAAAANSPPGSG 

PGTLPGLPAPIGVNGFGPLTPQT 

NGQP\APTRSTITGSPLI/SGWSQ 

SRPILRIMKYAEQRJPTLNEYCV 

VCDEQHVFQNGSMLKIQPDTII 

QVWREDIPVNYMKELELVTKA 

GFRALLSAPWYLNRISYGPDW 

KDFYIVEPLSFEGTPEQKALV1G 

GEACMWGEYVDNTNLVPRLW 

AHRJQL 


18742 


49110 


A 


18851 


231 


416 




18743 


491 11 


B 


18852 


184 


594 





BNSDOCID: <WO 0175067A3_IA> 



2332 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18744 


49112 


A 


18853 


247 


2296 


PVYLS1FMSCVGENGGSHIENW 

HSILRNGLVNASYTKLQDIKGQ 

FWNDDDSEGDNESEEFLYGVQ 

GSCAADLYRHPQLDADIEAVK 

EIYSENSVS1REYGTIDDVDIAL 

HIN\ISFL\DEEVSTAW\KVLRTE 

P\IVLRLRFF\LSQYLDGPDPS\IE 

VFQPSNKEGFGLGLQLKKILGM 

FTSQQWKHLXSNDFLKTQQEKR 

HSWFK\ASG\TIKKFRAG\LQHSF 

SPIPKS\PSFPYS*Q\DSMAGKGK 

LGWPELRVGRLMNRS1SCTMK 

NPKVEVFGYPPSPQAGLLCPQH 

VGLPPPARTSPLVSGHCKN1PTL 

E YG FL VQI MK Y AEQ\RI PTLN E Y 

CVVCDEQHVFQNGSMLKPAVC 

TRELCVFSFYTLGWMSGAAEE 

VATGAEVVDLLVAMCRAALES 

PRKSIIFEPYPSVVDPTDPKTLAF 

NP\KKKNYE\RLQKAL\DSVMSI\ 

R£MTQGS\YLEIKKQMDKVWIP 

L\AHPLLQWIISSN\RSH1VKLPL 

SRQLKFMHTSHQFLLLSSPPAK 

E A RFRTAKKL YGSTF A FHG SHI 

E\NW\HSIL/RGNGLVQWHSYTK 

LQLHGAAYGKGIYLSPISSISFG 

i oOlvlON.Ov^nKJVli'olvUJbL V(^)K 

LNCI\ALC\EVITSKDLQK\HGEH 
LGCCPVFRPMSCTRFLPL*YED 
GVQVGDAQHY I PHGPQRVHERE 


18745 


491 13 


C 


18854 


122 


486 




18746 


49114 


A 


18855 


1 


535 


KNAAGNFISPT/ERLSPNAWKT1 
TDIVLNGTAFVTFLSITTIYAET 
GSGFVVPSASAKAGVEAMSKS 

JL.rY.r\r> W \J IV I vjIVIJvt IN V lyr url rv 
i iwj/-vr OJVLUr I vj i r lL r\JZ> 1 Vl lO iv 1 r 

CGRLGTVEELANLAAFLCSDY 

ASWINGAVIKFDGGEEVLISGEF 

NDLRKVTKEQWDTIEELIRKTK 


18747 


49115 


A 


18856 


3 


356 




18748 


49116 


A 


18857 


1 


1581 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


18749 


49117 


A 


18858 


2 


1242 


RRLGPSPRPIPRRPRQRFQPREL 

CSFCPAPCGPTACGGFRPEFWRI 

NMKLPAKVFFTLGSRLPCGLAP 

RRFFSYGTKILYQNTEALQSKFF 

SPLQKAMLPPNSFQGKVAF1TG 

GGTGLGK\GMTTLLSSLGAQCV 

IASRK\MDVLKATAEQISFSNW 

E1KVH A IQCDVRDPDM VQNTV 

SEL1KVAGHPNI V1NNAAGNFIS 

PTERLSP*CWKNQ/ITNIV*NGT 

AFVTLEMGKHLTKAQKGAAFLX 

SITT\IYA\ETGSGFCRYPSASAQ 

SRVWEAHGASLLQLEWG*NM 

GLR1PIVDSNQGPIKTKAGALYPS 

GPPTGTFGEKKMIGQKFPCGSP 

WGLVEELRKSLPAF\LCSDYA\S 

W\FNGAVIKFD\GGEEVLI\SGDF\ 

NDLRKVTVKEQWDTIEEL1RKT 

KRFLRPLWPSSWLQKRE 


18750 


491 18 


A 


18859 


8 


432 


NSKL PP V VTSQQM RFM Y/DPQT 

DQHMKRFPEQLPLDEFLQKTDP 

KDPANY1LHAVLVHSGDNHGG 

HY V V Y LN PKGDG KWCKFDDD 

VVSRCTKEEAIEHNYGGHDDD 

LSVRHCTNAYMLVY1RESKLSE 

VLQAVTDHDIPQQL 


18751 


491 19 


A 


18860 


1 


211 




18752 


49120 


A 


18861 


1 


242 




18753 


49121 


A 


18862 


3 


733 


LVHSRDNHGRHYVVYLNPKGD 

GKWCKFDDDVVS/QLVERL*EE 

KRINAQKVDRVRQEVHLYMQA 

QVASEDQFCGHQGNDMYDEE 

KVKYTVFKVLKNSSLAEFVQN 

LSQ1MEFPQDQIQLWPMQARSN 

GTKRPAMLDNEADGNKAMIEV 

SDNENSWTIFLETVDLELAASG 

VTLPKFDKAHDVMFFLKMYDP 

KMRSLNYCGHIYTPISCEIRDLL 

PVMCNRAGFIQDTSLILYEEVK 

LNLTERIQD 


18754 


49122 


A 


18863 


261 


659 


KHLFYLFIT*EITLYPDKHGCVR 

DLLEECKrCAVELGEKASGKLR 

LLEiVSYKIIGVHQEDELLECLS 

PATSRTFRIEEIPLDLLEECKKA 

VELGEKASGKLLRLLE1VSYKIIG 

VHQEDELLECLSPATSRTFR 


18755 


49123 


A 


18864 


107 


407 


CVFFADTSWRSEATFQFTVERF 

SRLSESVLSPPCFVRNLPWKIM 

VMPRFYPDRPHQK\SVGFFLQR 

NAESDSTEDSLNDATTNPHIVA 

FHYWKPNLNSLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18756 


49124 


A 


18865 


2 


3698 


YVRVSLPPPPPAAGRPGAAVAD 
DA REEEEE AAPPPPPPPPPRLAA 
ARPPG SQPRPPA AG EAQA A A D 
MN HQQQQQQQKAG EQQLSEPE 
DMEMEAGDTDDPPRJTQNPVIN 
GNVALSDGHNTAEEDMEDDTS 
WRSEATFQFTVERFSRLSESVLS 

• r\_r VKNLrWivIJVjVjVlrKrYPDK 
rM^N\i vur r LO\CN AESDSTSW 
SCHAQAVLK1INYRDDEKSFSR 
RJSHLFFH KENDWG FSNFMAW 
SEVTDPEKGFI DDD 


18757 


49125 


A 


18866 


16 


450 




18758 


49126 


A 


18867 


3 


26 


QSGHSMDMRVPAQLLGLLLLR 

LRGARCDIQMTQSPSSLSASVG 

DRVTITCRASLDISRWLAWFQL 

KPG\EVPKLLIYAASTLQSGVPS 

RFSGSGSGTDFTLTISSLQSEDIA 

MY Y L^YNN W/SbAPYTFGPxG 

1 K V fclK 1 KL WAAXPSVLHLPGPS 

DEAVENLGTAFCLCALLEKTSN 

PQSRPKSTSGRVDVNALPNGGK 

LPQGECSQKQD*TAWT 


18759 


49127 


A 


18868 


3 


694 




18760 


49128 


A 


18869 


47 


1712 

( 

\ 

i 


FPTKMAAVGRVGSFGSSPPGLS 

STYTGGPLGNEIASGNGGAAAG 

DDEDGQNLWSC1LSEVSTRSR\S 

KLP AG * N VLLLGEDG AG KTSL I 

RKIQGIEEYKKGRGLEYLYIAN 

VHE*MTGNDQTRCN\VWILDG 

DLYHKGLLKFSLDAVSLKDTL 

VMLVVDMSKPWTALDSLQKW 

ASVVREHVDKLKIPPEEMKQM 

EQKLIREFXQEYVERGEDFPASP 

QRRNTASQEDKDDSVVLPLGA 

DTLTHNLG 1 P VL V VCTKCD A I S 

VLEKEHDYRDEHFDFFQSHIRK 

FCLRYGAALIYTSVKENKNIDL 

VYKYIVQKLYGFPYKIPAVVVE 

KDAVFIPAGW\DNDKKIG\ILH\E 

NFQTFKRQEDNFWTCDIITKPPV 

RKFVHEKEIMAEDDNQVFLMKV 

^QSLLSKSKPP/TTEAGRPVDA\S 

PKESQGGSPPNTKIESVSS*CCQ 

ACHPIPCWGQKXIDPNMESWE 

LTSGRAFLGKFSFNSFV*VKRL 

GSPRRPLVVSGG*PCRVGLGGG 

^SSG\LPP\STKKVQAYKPV\LDV\ 

tfAELDRI\TR*PV\TVS\PTTPTS\P 
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seo m 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for lasl amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vu, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18761 


49129 


A 


18870 


3 


885 


LVCLVRELLGPRRFFLKVFFLPT 

FPGWPAPVLTATLPFFHPEGRL 

YQVE\YAFKA\I*PGGPLPSLAV 

RGK\DWAVIV\TQKKST*PNYL 

DSS\TVTSLFPR*LKNIW\CVMT 

GMTS*PADSQV\QRAR\YEA\AN 

WKIQSMGYEJPVDXMLCKKNCP 

IFLQVYHTEMLKMKASLRCXCM 

IFNWV1DEEQGPSRYIRC\DPA\G 

YYCGV*KPTASGS*TKLRSTGF 

LEKKKCKKKFD\WTF*TRQWET 

AIXTLPCLTVPIQLDFKTFQEIEV 

GVVTVENPKF\RILT\EAEIDAQL 

VAPSICRRD 


18762 


49130 


A 


18871 


1 


471 




18763 


49131 


A 


18872 


1 


1524 




18764 


49132 


A 


18873 


2 


719 


RPQRAGPVRRAGVMALLDLAL 

EGMAVFGFVLFLVLWLMHFM 

A 1 1 YTRLH LN KKATDICQPYSKL 

PGVSLLKPLKGVDPNLIMNLET 

FFELDYPKPLFFSVAPMKRIEKT 

QM**P*CSTY*YEVLLCVQDHD 

DPAIDVCKKLLGKYPNVDARLF 

IGGKKVGINPKJNNLMPGYEVA 

KYDLIWICDSGIRGTMEMPMSL 

EQSYDPNVRDPIYRNNGDADG 

QHLVLHDFYQQGSGPKCSLINA 


18765 


49133 


A 


18874 


200 


370 




18766 


49134 


B 


18875 


323 


448 




18767 


49135 


A 


18876 


2 


421 


FVGPGPGDPPPSETHKLVVVGG 

GGVGKSALTIQFIQ/1LDTAGQE 

EFGAMREQYMRAGHGFLLVFA 

INDRQSFNEVGKLFTQILRVKD 

RDDFPVVLVGNKADLESQRQV 

PRSEASAFGASHHVAYFEASAK 

LRLNVDEAFE 


18768 


49136 


A 


18877 


2 


236 




18769 


49137 


A 


18878 


1 


763 


MTPHSALRARGKGGGTGGGSE 

G SSSGG DM SSGAASGTG RG RPR 

GGGPGPGDPPPSETHKLVVVGG 

GGVGKSALT1QFIQSYFVSDYD 

PT1EDSYTKICSVDGIPARLDILD 

PAG\QEEFGAMREQYMRAG/HT 

GFLLVFAINDRQEFSTRWGKLF 

HADFCGFKDRDVDFPWVLVGN 

KAD\LESQRQVPRSEASAFGAS\ 

HHVAYF\EPSAKMRF\NVDEGF* 

RSWCGVVREIPRNKELPPSPPK 

CPPGRMGGGCPCVLL 
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SEQ IO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18770 


49138 


A 


18879 


2 


403 


RFLARRTNSTFNQVVLKRLFMS 

RTNRPPLSLSRMIRJCMKJLPGRE 

NKTAVVVGTITDDVRVQEVPK 

LKVCALRVTSRARSRILRAGGK 

1 LTF/DE V YRH FG KA PGTPH SHT 

KPYVRSKGRKFERARGRRASR 

GYKN 


18771 


49139 


A 


18880 


1 


1006 


PKLR*PEPSRNQVI LTRPQ1AVH 

F/LLSRLLQFFPRPARSRAFLSRK 

PKPGPGKKPMALIVEFIGELPTG 

VHARPPSHVETLCNTFSSQIEW 

HNLRTDRXGNAKSALALIGTDT 

LAGDNCQLLISGADEQEAHQRL 

SQWLRDEFPHCDAPLAEVKSD 

ELEPLPVSLTNLNPQIIRARTVY 

SGRAGGIQTPISSLDLNALGNLP 

AAKGVDAEQSALENGLTLVLK 

NIEFRLLDSDGATSAILEAHRSL 

AGDTSLREHLLPVGQCANAASS 

TNHPFVTKKRQQCFVFRQRLA 

NGRNDSGWQITHAFWFRFHQH 

SRIMKYLYGFTARLKEHQPKLR 


18772 


49140 


A 


18881 


1 


716 


VCCEFCRAERRHHGEWT1RHN 

K\DRKGSGARDPKEPGFLL*RC 

CVKLYRFSGPEEPNSNIQPRLW 

LKRLFMSVRTANRPPSVPFSRDES 

GKMKASLARGKQDRPVVVGG 

PLT*LMLRVSGRVPKTERYVAL 

RRGPSPGPQAAFLQGQGGK1PS 

LFDQ A WPLG L PLKG LL AL V PG S 

SGSLGKGAREGGTRQFSAKAP 

KETPQKPHQNPYVRXSKGRKFE 

RARGPTGPARGYKKLTLGSYSL 


18773 


49141 


A 


18882 


3 


168 




18774 


49142 


a ; 


18883 


23 


2669 




18775 


49143 


A 


18884 


279 


396 




18776 


49144 


C 


18885 


960 


1250 




18777 


49145 


A 


18886 


52 


925 


EVLEPRLGVFSNGCFQGLSSVM 

ALGLKCFRMVHPTFRNYLAASI 

RPVSEVTLKTVHERQHGHRQY 

MAYSAVPVRHFATKKAKAKG 

KGQSQTRVN1NAALVEDIINLEE 

VNEEMKSVIEALQG*FQ*GLSl* 

GPHQDPIDKIAVVTA*REALL*T 

RFSQISMKSPQLNFG*IWASFPE 

CTAAAIKAIRESGMNLNPEVXEG 

GQTEHQQGPKTLLREGFRTQLN 
EQAGRNPKD/N SLQEDT1 RLTEK 
QISQMADDTVAELYRHLAVKT 
KELLG 
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SEQ ir> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18778 


49146 


A 


18887 


2 


389 


DSGSHCHAPPTTARRAFPIPFGS 

KSNMATLKDQLIYNLLKEEHTP 

QNKITAVRVGADGMACAITI L 

M/KDYNVTANSKLVI1TGGARQ 

QQGESRLNLVQRNVNIFKFIIPN 

VAKYSPNCKLL1RSNPVDI 


18779 


49147 


B 


18888 


217 


423 




18780 


49148 


A 


18889 


27 j 


1217 


ARRPTRPPDL1ATRPRRPARRCI 

SRFPFGSKSNYWQPLKDQLIYN 

LLKEEQTP\QNK1TVVGVGAVG 

MACAISILMKDLADE\LALVDV1 

EDKLKG\EMMDLQHGKPFSFR 

NTKVLSSGKRL*M*LANSKj\GS 

FITGWGHRQQEGKKAVLILVQ 

AVNVNIFKFI1P\NVVKYSP\NCK 

LLIVSNPVD1LTYVAWKMSGFP 

KNRVIG\SGCNL\DSA\RFR\YLM 

G\ERLGSSPH*ACHGWGPWGEH 

GRFPVLPVMGVGLNVAGVSLE 

DFWHPDFRTDKD*E\QWXE\VH 

K\QVVE\SAYEVIKLK\GYTSLG 

LIGLSCKPD\LAE\SIMEESFRRV 

HPS/SSHHGLKGLYGNKRMNVS 

LSVPCILGQNGIS\DLVKG\TLTS 

EGRGPVGSKSAD1WSWGSTKK 


18781 


49149 


A 


18890 


1 


264 




18782 


49150 


A 


18891 


3 


736 




18783 


49151 


A 


18892 


81 


1065 


GKGPVAAFIDQSNIFLTDPK1FL 

GQWREEPKMPLLLLGETEPLfCL 

ERDCRSPVDPWAAASPDLALA 

CLCHCQDLSSGAFPNRGVLGG 

VLFPTVEM VIKVFVATSSGS I A I 

RKKQQEVVGFLEANKIDFKELD 

IAGDEDNRRWMREN VS* REKP 

Q\NGIPLPSQl\FNEE\QYCG\DFD 

SFFSAKKENIIYSRLGWAPLPDS 

KGSEKAEEG\GETEAQKEGSED 

VGNLPEAQEKNEEEGETATEET 

\EEIAMEGAEGEAEEEEETAEGE 

EEPGEDEDFLGLFMLHFFHFSQ 

KMEAMKQHSNVLSTNQTETEY 

FGLKPAHPRVTEDIMLPDL1R 


18784 


49152 


A 


18893 


19 


445 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18785 


49153 


A 


18894 


1 


622 


QAAWILKARALTEMVYIDEIDV 

DQEGIAEMMLDENA1AQVPRP 

GTSLKLPGTNQTGGPSQAVRP\ 

TSHSEKPITGFLRPSTQSGRPGT 

MEQAIRTPRTAYTARPITSSSGR 

r VKLU 1 AoML 1 bPDGrr IN*SRL 

NLTKYSQKPKMAKALPEYIFHH 

ENDVKTALELAALSTEHSQYK 

DWWWKVQIEKRYYRLGMYRE 

AEKQLISAMKQ 


18786 


49154 


A 


18895 


1 


1651 


MKAEICKSRTVKDWHNHQKLG 

EGNKTDSPPQPSEGTNTANTLIL 

DFWPLEMIACCWETFPQRLTAE 

LFMM PTHRWHGYKNQSVG AL 

RAPLGQGPSRRGLPGRVGRRQL 

FTPRPPLSWSAGPSLAAPAAMS 

SEMEPLLLAWSYFRRRKFQLCA 

DLCTQMLEKSPYDQEPDPELPV 

HQAAWILKARALTEMVYIDE1D 

VDQEGIAEMMLDENAIA/PSSTP 

ITQAGRPITGFLRPSTQSGRPGT 

MEQAIRTPRTAYTARPITSSSGR 

FVRLGXRLGMYREAEKQFKSAL 

KQQEMVDTFLYLAKVYVSLDQ 

PVTALNLFKQGLDKFPGEVTLL 

CGIARIYEEMNNMSSAAEYYKJE 

VLKQDNTHVEAIACIGSNHFYS 

DQPEIALRFYRRLLQMGIYNGQ 

LFNNLGLCCFYAQQYDMTLTS 

FERALSLAENEEEAADVWYNL 

GHVAVGIGDTNLAHQCLRJLAV 

VNbNNHAbAYNNLAVLGDAEG 

AD I—I \ / C/~\ A T> A T I A CCIPTnvi / * 

/KH VbVjAKALLQ I ASSIS I PYV* 
TAFLILQQSLIRFGDLQRSYVAA 
QKSEAAFPDHVDTQHLIKQLRQ 
HFAML 


18787 


49155 


A 


18896 


2 


295 




18788 


49156 


A 


18897 


1 


4470 


MLGLGLLRLRQGSHAVTRCRP 

LPVRREGRRDGSPWRSVVCRY 

CRCSRQTGASVTTVSLPSSSSSP 

GLDPRGPRQASVKKPAEANPV 

LRPLVRHGTPYRDSEEGKREGL 

SRL R A VCRRAGPRG RGSFSPRD 

ARASPRLHFLVAAVTTGAASRR 

ORGARVROPSPSSSRRAKRI RF 

CERRSLH APPA M DASYDGTEV 

TVVMEEIEEAYCYTSPGPPKKK 

KKYKIHGEKTKKPRSAYLLYY 

YDIYLKVQQELPHLPQS 
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SEQ ID 

NO: ! 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


18789 


49157 


A 


18898 


89 


810 


QRRSGCVLRMTEWETAA\PAG 

GQRTPDIKALWGSGAPDDVAR 

SM>JISLQ\DYIAS*RRKLCPSYLP 

\HSCQGGYAAKNLSR1CAQ\CPI\ 

VERVLTNSPMMMHRPQQPARK 

LMTVRJVQA/HAFEI1TPCSQAE 

NPL\QVLGEPPS1NSG\PREDSHT 

HLGAAGTVRRQAVDV\SPLRRV 

EPGPFWVACCTRRLVKGLAFPG 

TFKTIG*VAWAD\ELI\NACQGA 

PSNS YCL* EEGRV AFLEH V AKS 

NR 


18790 


49158 


A 


18899 


1 


365 


DTHFK7DSHHRTSTAHLL\SLSQ 

GPSPPNLPLGVPIS\GMGLGPRG 

EGRANPI PT VLKRDQEGLG Y RS 

APQPRVTHFPAWDTRAVAGRE 

RPPRVATLSWREERRREEKDRA 

WERDLRTYMNLEF 


18791 


49159 


A 


18900 


203 


427 




18792 


49160 


A 


18901 


95 


482 


ALQSPKLWGYFSGRKVFLNYFF 

SSQQVSEAVVATGSPRAWLTC 

L1LPLPGIIFSVLPKAMSRPLLITF 

TPATDPSDLWKDGQQQPQPEK 

PESTLADGLAAKLFYEALIGDES 

SAPDSQRSQTEPARERKR 


18793 


49161 


A 


18902 


348 


1660 


GVTHLFLFGKRKLRNGIAGRIK 

GPGWIFFSYCRSLRLWLLTGSP 

LSLALPCLILPLPGIIFLKFSQKAI 

VPGPLLITFTPATDPSDLWK\DG 

QQQPQ\PEKPESTL\DGAAARAF 

YE\ALI\GDESSAPDSQRSQT*T 

WPEERKRKKRGLLKAPAAEAL 

AEGVASGRPVQGRSLEADDPMT 

YRILTSAQEGD\LP*LM\RLLEPH 

EAGGAGGNINARDAFWWTPL 

MCAARAGQGAAVSYLLGPGVA 

AWVGVCELSGRDAAQVLAEEA 

GFPEVARMVRESHGETRSPENR 

SPTPSLQYCENCDTHFQDXSNHR 

\TSTVHLLSLSQGPQPPQLPLGV 

PISTPRF*ILLLGGVGSPGMGLG 

PRGEGRANPHPQLILK*GPRKG 

LGWKISTPSPEVTHFPSFGIPRA 

VAGRERPP\RVA\TLNWICE/ERR 

RREEKDRA WERDLRTYMNLEF 


18794 


49162 


C 


18903 


135 


299 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=lfnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18795 


49163 


A 


18904 


3 


2074 


ERSRPVALRAAVPRMNPSTPSY 

PTASLYVGDLHPDVTEAMLYE 

KFSPAGPILSIRJCRDLITSGSSN 

YAYVN FQHTKDA EH A LDTMN F 

DV1KGKPVRJMWSQRDPSLRKS 

GVGNIFVKNLDKSINNKALYDT 

VSAFGNTLSCKVVCDENGSKG 

YGFVHFETH\EA\AERAIEKMNG 

MLXLNDRKVFVGRFKSRKEREA 

ELGARAKEFTANVYIKNFGEDM 

D\DG RL KADLFG KF\G P ALKC E K. 

LMTDESG KSKGFGFVSVFERHE 

DAQKAVDEMNGKELNGKQ1Y 

VGRAQKKVVERQTELKRKFEQ 

M KQDRJTR YQG VN L\Y VKNLD 

DG\IDDE\RLRKEFSPFGTIQLVP 

KVMDGGLVAAKGLGFVCFSSP 

E\EATKAVTEMNF\RIVATEPL\Y 

VALAVQRKEERQAHLTNQYYG 

RGM\ASVTEAVPNPV\IQPLPGQ 

APPFRFTFMGRFSHRFRNRAVAY 

YP\PSQIAQTKTKFLRWTGQGA 

RT\HPF\QNMPGCYPAQLAPRPP 

I*GTM\RPASSQ\VPR\VMPTQR\ 

VANTSNTDKWVPRSCSLQAAA 

AYVLVRPAPFPQYKYAAGVRNS 

\QQHL\NAQPQVTMQQPCCSMV 

rt\ vk^kj 1LW lCL,rIVI VUHLrrroK 

SKSQMLGWNGLFPSYSKPMHP 
YSLLVKSLG\MLLEIDNSEL\LH 
ML\ESP\ESLPF* R VDEA V AGTTS 
PPQAKRGLAQKAG*QVPTGVP 


18796 


49164 


A 


18905 


1 


988 


MAEDGEEAEFHFAALYISGQW 

PRLRADTDLQRLGSSAMAPSRK 

FFVGGN\WKMNGR\KRRLGELI 

GTLNAAKVPADTEVVCAPPTA 

YIDF\ARQK\LDPKIAVAAQNCY 

KI\TMGAFTGEISPG\MIKDCGQ 

PWVVLGHSERRHVF\GESDELI\ 

GQK V A\H ALA EG L\G V1RLHLG 

RS * DERGSLG ITAEK V V FE\QTKV 

IRR*T*KJ}WKQ/VVVLGLMSPV 

WGLWLLARLATPQQAVQEVHR 

RSSRGWL\KSNVS\DAVASEPPV 

TIYG\GSV\TGATLQRSLAKPSP 

DVDGLPLWGGASLQARNSWDI 

IQCHNNEPPSHLSLPLRCQAQG 

LKQTQKPK 
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SEQ ID 

NO: 


S£Q ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X— Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \- possible nucleotide insertion) 


18797 


49165 


A 


18906 


46 


468 


TG PTHASAAILVPRSLHKMPGE 

ATETVPATEQELPQPQAETGSG 

TESDS/GKSPASDTYIVFGEAK1E 

DLSQQAQLAAAEKFKVQGEAV 

SNIQENTQTPTVQEESEEEEVDE 

TGVEVKDIELVMSQANVSRAK 

AVRALKNNS 


18798 


49166 


A 


18907 




360 




18799 


49167 j 


A 


18908 


52 | 


513 


QLGPHGHRQGPGGPAVPHPRG 

LVPLPPALLPSGPRRGRTQAPR 

HSGPAL*GHPASDTY1VFGEAKI 

EDLSQQAQLAAAEKFKVQGEA 

VSNIQDVNTQTPTVQEESEEEEV 

DETGVEVKDIELVMSQANVSR 

AKAVRALKNNSND1VNA1MEL 


18800 


49168 


A 


18909 


1 


422 


RSLCQTG L RQ/VTG/VTKVTI GN 

LENLFVI/TKPDVYKSPASDTYI 

VFGEAKIEDLSQQAQLAAAEKF 

KVQGEAVSN1QENTQTPTVQEE 

SEEEEVDETGVEVKDIELVMSQ 

ANVSRAKAVRALKNNSND1VN 

AIMVSVQAFVP 


18801 


49169 


B 


18910 


427 


529 




18802 


49170 


A 


1891 1 


122 


252 




18803 


49171 


A 


18912 


44 


189 


SKLDYKSSKRHRKPVSFNFITSF 
QIWD*FLFFF*LKCQLQPRVFSQ 
PN 


18804 


49172 


A 


18913 


2 


609 


PFLPEAHLGNQKCQNCNSTSGI 
CRVS VKVC PG PWVHAKJLCA PT 
LMSRDVTLPDA P VKKPCG EGG 
A KXKKQ V LKFTL\DCTH P\ VED 
G\1MDAAQF*ASFCKERJKV\NG 
KAGNL\GGGVVDPSKGARGKIT 
VT\SEVPFSKRVF*KYL/TPKKY 
LKKNNLR* PGLPRSLPNQPKEK 
LPNFRYFQ1NQGRRJCEGGRRGF 
KFPLSGKILL 


18805 


49173 


A 


18914 


107 


524 


AGTHLPPFLPVAVRQPMALR\Y 

P\1AVGLKQGPTKVTQEP*ASPR 

HHVRRGRL\TKHTKFVRDMIRE 

VCGFSP\YE\RRAMELLKVSFCD 

K\RALrCFIKKVRVGTHIRAKRKR 

EELEQQYWPAIEEKLACQERLE 

PLPLPSPLK 


18806 


49174 


A 


18915 


39 


465 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18807 


49175 


A 


18916 


439 


1586 


TWGPPARRLPSGSHVPSA/ASSR 

LPSHPREEPQLPQPAPVTITATM 

SSEAETQQPPAAPP\GAPALSAA 

DTKPGTTGSGAGSGGPGGLTSA 

APAGG\DKKVIATKVLGT\VKW 

FNVRNGYGFINRNDT\KEDVFV 

HQTA1KKNNPQKYLRSVGDGE 

TVEF\DVVEGEKGAE\AANVTG\ 

PGGVPVQG\SKYAADRNHYRR 

YPRRRGPPRHYPQ\NYQNS\ESG 

EKNRGIGRVLPEGQAQQRRPYX 

RRRRFPPYYMRRPYG\RRPQY\S 

NPPVQGEVMEGADNQGANGEQ 

n R PV R OKI MVPr,V(?PCC\DDr.D\ 

PRQKTA*ERAAMEEDK\ENQGV 
WDPRFGSPPQ\RRYRRNF\NYR\ 
RRRPQKTPKPXQDGQKRPKAAG 
SHPA*EFVPLPEAE\QGGAE 


18808 


49176 


A 


18917 


■ 


651 


MTAFNSGKVDIVAINDPFIDLN 

YMVYMFLYDSTHGKFHGTVK 

AENGTLVINGNP1TWQDQDPS 

KIKWAP/LAKVIHDNFGIIEGFM 

TTVHTITATQTINGPSG\NCHVM 

VIPELNGKLTGMAFHVPTANVS 
VADLTCRLEKPA/KYDDIKKANT 
HSSTFDAGAAIVLKDHSVKLIS 
WYDNEFGYSNRVVHLMAHNA 


18809 


49177 |A 


18918 


2 


5264 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18810 


49178 


A 


18919 


3 


1466 


PRSAPRAASWLEDPREVRSVCL 

SAPPVRQSAAiFFCVASRATSLR 

TPMGKVKVGVNGFGRIGHLVT 

RAAFNSGKVDIVAINDPFIDLN 

YMVYMFQYDSTHGKFHGTWK 

AENGKLVrNGNPITIFQE\RDPSK 

IKWG\DAGAEYWVE\STGVFNQ 

PWRKAGAHLQGG\AKRVI\ISAP 

SG*MPPMFVMG\VNHEEV*QTA 

FKIISN\ASCTNQLA*QPLAKG*F 

HDNFG*SWEGLMTTVPWPSLG 

N PRKTVD\GPSRG\NCG P WMG R 

GGFSRNIFLCLYWALPRAVGKXJ 

HP*A*TGKLTG\MAFPVSPTA>J 

VVSGWTLTCRFRKNLPKYXDDl 

KEGW*KQAFGGAPSKGIPGLQL 

SHQVV\SSDFNSDT\HSFHPFDA 

GA\GIA\LNDHFVKL\ISWYDNE 

FGYSNRVVDLIGPHGLQGSKTP 

WTTEPQARSKKGKERPSLLGSP 

CHTQTPTTLNLPSSQLPCRPLEE 

GRGLWEPHLVMYPSNKVSLCS 

TKKKKKKKKP 


18811 


49179 


A 


18920 


3 


364 


STVIN1HSETSVPDHV/VLVPVQ 

HPLLE\RCCLGFIAFAYSVKSRD 

RKMVGDVTGAQ/ALCLHRQVP 

EHLGPDSGHPHDHWIHPVTG1R 

LCDSLPYYVTDNTGKTGLLVA 

AHSLQPLHSTVQCW 


18812 


49180 


A 


18921 


41 


696 


PDRRWSSLGHHESHCPNHSSLL 

STVASPPNYEDAQGR*SR/EVA 

VLGAPKNP\APPTSTV\IH1RQSR 

PPWPDHVVWSRVQHPLQ*TPA 

C\LGFIAFAYSVKSRGQGRWLG 

DVNTGAQGLMPPPAKVPETIWG 

PDFWGILNDHFWHRHPQWLIFP 

G\HGIDQGRHHWRJ>GALPI/VTC 

IPRLLPTASIPRPAPRSPKSC1SPY1 

LTRFSTMAFNKSARVSGKKKK 



2344 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possih!e nucleotide insertion) 


18813 


49181 


A 


18922 


127 


1016 


SNLILRNLFCPHLALASSAFDKC 

QEEETVEKTELLAERRGLTENH 

PGNPITAGHHEPHCANLLSCQQ 

RPRLPN YEM LKEEQEVAMLG A 

PQKPCLPECPPVIHYPQARPPWP 

DHVRLGPCFNNPLQ*TTCCPGL 

SLGISAYFRGSFRGTGKJVMGD 

VEPGPQGLMPPTAQVAP*TSGA 

PDFLGSLHEPILAHQSSPPKCW 

v v rur AlIJv^bYA^LKrXGAvLPVT 

C\l PRTLASSI PSPLPPE ARELLPFD 

LYSTYSTFHSSPCPHSRVLHQPF 

1 LTRFSTMA FN K V Y M FL VKKK 

KKKKJCKV 


18814 


49182 


A 


18923 


115 


652 


VSESTDLVSiGRLVTRA\AFNSG 
KVDIVA1NDPFIDLNYMVYMF\ 
QYDSTHGKFHGTVKAENGKLV 
1NGNPITIFQEVRDPSKIKWGDA 
u \Ac,\ i V V fc,c>/ 1 Lu V r 1 1 MbKAA 

C A D \ / 1 II f 1 DDT a 

UUorLKUuAKKVlriLLrrLA*C 
inyacm^I I IN\LLArLAc) 1 UAAKGC 

/~lf~\f~l II DI7 A 

Ov^Kjrir'fcA 


18815 


49183 


A 


18924 • 


91 


399 




18816 


49184 


A 


18925 


26 


304 




18817 


49185 


A 


18926 


18 


203 




18818 


49186 


A 


18927 


23 


355 




18819 


49187 


A 


18928 


1 


21 1 


kllk V KO rrb PRr POTP AG RQ A 
RHTAPVPARASPSTPPRKLKER 
APALASPERGSHSAAEG*RAPQ 
VPPK 


18820 


49188 


A 


18929 


2 


800 




18821 


49189 


A 


18930 


1098 


1560 


VSCPFTVIIFCYNFCRGGFSTTA 
VMARAKSMFLMLKGKAGPDF 
vjiivr L Aoou Wr i rtUKYALHN 
\/7vT A/TNT A CC\/r. a VWfis A Annrrr 

v in iviiN A fc,i> V O AU V 1\J\ Ab\Ur OS 
LIMEEIYLPTQFFNMEEPSLFWK 
QMPERTFVICPKGFFPDHCNKE 
RP WH FC KRKSLTDTR V ATPCG 


18822 


49190 


A 


18931 


33 


211 




18823 


49191 


A 


18932 


110 


624 

1 
] 


CILSKMLRSPQELARLPGGQRQ 

LTRW*QRWPLWT1ALVLVLWR 

VKSGP*S*RVPSPSP/PVEPWVT 

LNMAGAPHGNPAFPPGGPPHP 

VPQPGYPGCQPLGPYPPPYPPPA 

PGIPPVNPLAPGMVGPAVIVDK 

(CMQKKMKKAHKKMHKHQKH 

UKYHKHDKHSSSSSSSSSSDSD 
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si:q id 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18824 


49192 


A 


18933 


2 


664 


CEPLRISGRPTRPGERSKPRRRL 

E R * W G WRT H L N M WN PN A G Q P 

GPNPYPPNIGCPGGSNPAHPPPI 

NPPFPPGPCPPPPGAVPHGNPAFP 

T\GG PPH P V PQP\G Y PG\CQPLG P 

YPPPYPPPAPG\IPPVNPLAPG\M 

VGTKQLISRQEDCRRKLKKLAS* 

KRCHKA/HQKHHKNYHKHGKH 

FLLFPPPSFQAVISGLEYRALDP 

SLKSHQFCSP1KLQMPCCTGGM 


18825 


49193 


A 


18934 


3 


409 


QTQVVIDAG/ALAVFPSLLTNPK 

TN IQKEATWTMSNITASR7QDQ1 

QQVVNHGLVPFLVSDLS/KDFE 

TQKEAVWA/GGTVEQIVYLVH 

CGIIEPLrvTNLLPAKDTKIILVILD 

AISNIFQAAEKLGETEKLSIMIEE 

CGGV 


18826 


49194 


A 


18935 


133 


400 


VLGPHGLGDHLGQFHSCQSRA 
EPP1AGEDIHAGLDEPDCLTKDF 
LRPLQLSTQLHAGQEEEDQNV 
VPETTSEGYTFQVQDGAPGTFN 


18827 


49195 


A 


18936 


218 


863 




18828 


49196 


A 


18937 


106 


1879 


TQSALQPLIPPASPSPWKAQARF 

GAFSLCLITMSTNENANTPACP 

VVHRFKNKGKDSTEMRVRRRIE 

VNVELVRKAKXDDQMLKRERL 

*AHFLDDATSPLQEN\RNTsfQG/T 

LLNWSVDD1VK\GINSS\NVENQ 

LQ A TQ A A R\K LLSREKQPPI DN 1 1 

RAGLIPKFVSFLGRT\DCSP\IQF 

ESAWALTN1ASG\TSGQTKAVV 

DGGAIPAFIFSGWASSHAHISEQ 

AVWALGNIAGDGSVFRDLVIK 

YGAVDP\LLALLASS**CQSLAC 

GYLR\NLT\WTLSNLC\RNKNPA 

PP\1DAVEQILPT\LVRLLHHDDP 

GSVRQDTACWGYFPTLLDGSK 

WNGIGHGWV/VKQGVVPQLVK 

LLGASE\LPIVTPA\LKSP*GKNW 

HLGTDEQTQVVD/IDAGALAVX 

FPSLLTNPKTNfQK\EATWTMSN 

ITAGRQ\DQIQQV/V*NHGLVPF 

PLSVFLSKADFKTQKEAWWAV 

TN YTSGGTS*TEL V YL V\HCG\l I 

EPLMNLFYCKRLPRIILLILDAN 

FKISFQPAENLV\DLEKPS1NLE\ 

ECGGLRPKLKALPKPMKMESV 

YKASVKA*FEKYFPCRGKEGRJ 

KTVVP\ETT\SEGYTFPSSRMGPP 



2346 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 8829 


4QIQ7 


A 


I 07J o 


Z 


Zj 1 


KV i NVKDGTTHXQTSLELFMYL 
NEVAGKHGVGRJD1VENRFIGM 
KSR/GM1MVQGDYEPTDATGF1N 
INSLRLKEYHRFQSKVTVK 


18830 


49198 


A 


18939 


1 


888 




18831 


49199 


A 


18940 


1 


1155 


MSSKGSMVLAYSGGLNTSCILV 

WLKEQGYDVTAYLANTGQICE 

DFEEARKKALKLGAKKVFIEDV 

SREFVEEFIWAAIQSSALYEDH 

YLLGTSLTRPCIAHKKVETVQR 

VGAKYEGPWRAPWRMPEFYN 

WFKGRSDLMEYAKQHGIPILVT 

PKNLWSIDKNLMHISYKAGILE 

NPKNQVPPGLYTKIQDPAKAPN 

TPDILKIQFKKGVPVRVTSVKD 

GTTHQTSLELFMYLNEVAGKH 

GVG/YIAIVENIFTRQRP\SPECEF 

VRPCIAKSQEPAEGKVQVPVLK 

GQVYILGWESPLSLYNEELMSV 

NVQGDYEPIDDTGFIN1NSLRLK 

EYHCLQSLLEFAGCRLQTLFAW 

VSPAGAAEQQRLLPVPSSGNFIP 

EGHLPDASWSSPV 


18832 


49200 


A 


18941 


1 


993 


MSSKGSVVLAYSGGLDTSCILV 

WLKEQGYDVIAYLGQAVKGN 

QLLPVSLVKRKTTPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AGNDQVRFELSCYSLAPQIKEM 

GSLKVRNE/LQEVSTVPMPAST 

QLPADTQCKLAE/LSAPVKK*T 

LGLSKT* QTQ VMSSQS ADSMPR 

AWYRN * LFTN PT VRRLGNSP VT 

GSSLPRLPG/RGIYETPAGTILYH 

A H L D1EAFTMDRE VRK I KQGLG 

LICFAELVYTGAECKLLVASVPE 

PWRGRGGVEEGGRDIKFVOFH 

GSDSAESSTHPPASRPGEGCLA 

CIFCGKWRHLNTPLSCERYPRH 

SRDHRPH 


18833 


49201 


B 


18942 


324 


1035 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO. 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18834 


49202 


A 


18943 


29 


1516 


KQIPDAGNSRLQSQTLLSSKGS 

VVLAY\SGGLDTSCILVWLKEQ 

GYDVIAYLANIGQICEDFEEARK 

KALKLGAKKVFIEDVSREFVE\E 

FIW\PAIQVQAHLY\EDRYLPGH 

LSLPGPCIVARKQVGNSPSGRGA 

KYVVPTGATGKG\NEQV\RFEL 

S\CYSL\APQ1KVIAP\WR\MPEFY 

NR\FKGRNDL\MEYGKATLGFPI 

PVTPKNP\WSMDENLMHI\SYE 

AG ILENPKNQ A PPG L YTK\TQG P 

SQKPPTPLDILGDSSFKKGVPVE 

GGPTFKDG\TTHQTFL\ELF\MY 

LNEVAG\KHGRRAVFD1V\ENRF 

\IGN*SPRG1LRRTP\AGHHSFYH 

AHLDIRGLSPWDRGSCGKIKQG 

PGAWKFAEL\VYTGFPAQAPE\ 

CEFCPPTG1AKVPRKPSGKGKV 

QVVRSFKGPQVY1/LSGREIPHC 

LLLTMRELVKHGTCKGDYWRP 

IDGHRGSSKHQIPFKAEGNYHR 

LPRAKVTCQIDPVYNEELGPPQ 

FSGSPQVTGANCCDNL 


18835 


49203 


A 


18944 


1 


560 


GRARTPANMALRVVRSVRALL 

CSLRALWAPAVPCLPRPWQLG 

AGAIWTLLTGPVLLWVCKFTE 

KHEW1TTENGIGTVGINNFANE 

ALGDVVYCSLSEVGTKI*TKPS 

WSLVLLE\SVKAASEL\FSPLSG 

E V PDFNEAL A E\N PG\L VTKSRY 

EDG\WLIKM\TLSNPFRT*MHL ! 

MSEEAYEKYIKASIEE 


18836 


49204 


A 


18945 


-» 
j> 


108 




18837 


49205 


A 


18946 


1 


845 


MAIPGIPYERRLLIMADPRDKA 

LQDYRKKLLEHKEIDGRLKELR 

EQLKELTKQYEKSENDLKALQS 

VGQIVGEVLKQLTEEKFIVKAT 

NGXPRYVVGCRRQVIELPLTNPE 

LFQRVGIIPPKGCLLYGPPGTGK 

TLLARAVASQLDCNFLKVVSSS 

IVDKYIGESARLIREMFNYARD 

HQPCIIFMDEIDAIDIDLPNEQA 

RLDILKIHAGPITKHGEIDYEAJ 

VKLSDGFNGADLRNVCTEAGM 

FAIRADHDFVVQEDFMKAVRK 

VADSKKLESKLDYKPV 



BNSDOCID: <WO 0t75067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18838 


49206 


A 


18947 


3 


1 181 


LL1MADPRDKALQDYRKKLLE 

HKEIDGRIKELREQLKELTKQY 

EKSENDLKALQSV\GQI\VGEVL 

KQLT\EEKFIVKATNGPRYVVG 

C\RRQL*QKVSLKPG\TRVAL\D 

MTTLTI\MEDILPR\EVDPLVYN 

MS\HEDPG\DVSYSEIGGLS\EQI 

RGI*GEV1GLPLYKPQSYFQRVG 

11PPK\GCLLYG\PPGTGKNT/LLA 

RAVASQLDCNFLKVVSSSIVDK 

YIGESARLIREMFNYARDHQPCI 

FFM\DEIDAIGG\RRFSEGTSADR 

EIQRTLMELLNQMDGFDTLHR 

VlsJvllIVlA 1 iNKrUl LCjrVALLRPG 

RLDRKIHIDLPNEQARLD1LXKIH 

AGPITKAHGEIDFESNC*SFRMG 

FNGADL\RNVCT*SQACSP1RAD 

r r ^ Y KtUr\IVlK^\ VKJs. V A 


18839 


49207 


A 


18948 


1 


zzu 


V N MKDRh OC^I M IbN LRRRQCE L 
AGVETCKSLESXRIESLEFLDEM 
*/LLEQLM/RHYCLCWATKGGN 
ELGLKEITY 


18840 


49208 


A 


18949 


1 


645 




18841 


49209 


A 


18950 


10 


1226 


AAPAEPGRALPSSVAFSLWLAP 

SPAARRPRFHVPGGAQLPGTVH 

ARWPARQR\ESSI\TSCCSTSSCD 

ADDEGVRGTCEDASLCKRFAV 

S IG\Y W\H DP YIQDL\ VRL S KQR\ 

KAPEINRGYFARVHGCSVQLIKA 

AFLRXKTECHCSNCSNLGGQGM 

GSPPFWXRLKDEDLSSQVNIFEV 

DFPMIVTXRKLHSIKWLAFPLSS 

PILELHSEDTLQMASDCIC\DGH 

ILDSKRYAVIGADLRDLSELEE 

KLKKCN MNTQL\PTP* I A EC VL 

VYMTPE\QSANLLKWAA\NSFE 

RAMF1\YYQQVNMGDLFGQIMI 

clNLKUKrV/LULAu Vt 1 \LlvoLb 

SQK£RLLS\NGWENKHRPVRT* 

LEFVPPGLPSKLK*SRIESLEI\LD 

ENWELLEQLIP\HYCL\CWATQR 

RK*SLGLKEITY 


18842 


49210 


A 


18951 


3 


502 


TEANTLN* RGLQNM E/ARLAE/ 

RKFM/NPFNMPNLYQKLESD/P 

RTRTLLSDPTYRELIEQLRNKPS 

DLAj 1 KXv^UrRHVl I 1 LSVLLGVD 

LGSMDEEEEIATPPPPLPSSSMS 

LSPAPSCCLGCSPIVGFFFIWGS 

GHVMGRGGGSSSLRSQLSHVV 

YSASPSPIKQASWAWL 


18843 


49211 


B | 


18952 


1 


1071 
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SEQ II) 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


18844 


49212 


B 


18953 


67 


1026 




18845 


49213 


A 


18954 


2 


1910 


PVASSMFQKAARAVGNAERTD 

SIQRCSGPRCAMEQVNELKEKG 

IKALSVGN1DDALQ\CYSEAI*/R 

LDPHNHVLYSNR\SAAYAKKG 

DYQKAYEDGCKTVDLK\P\DW 

GKGYSRKAAALEFLYRFEEAK 

RT YEEG LK H E ANN PXQLKEG LQ 

N\MEARLAK\RKFMNPFNMPNL 

YQKLLESDPRTRTLLSDPTYRELI 

EQLRNKPSDLGTKLQDPR1MTT 

LSDLLGVDLGSMDEEEEIATPA 

PPPPAKKETKPEPMEEDLPENK 

KQALKEKELGNDAYKKKDFDT 

ALKHYDICAKELDPTNMTY1TN 

QAAV\WFEKGDYTMKCRELCEK 

AIEVGRESVREDYRQIAKAYAARI 

GMSYFKEEKYKDS\IHF\YNKSL 

A EH RTPD VLKKCQQA EKILKEQ 

ERLAYINPDLALEEKNKGNECFX 

QKGDYPQVAMKHYTEAI\KRNP 

KDAKLAYSIRAACYTKLLEFQL 

ALKDWEEWYQLEPTFIKGYTR 

KA\AALEA\MKDYTKAMDVYQ 

KALDLDFSCKEAADGYQRCIM 

AQYNRHDSPEDVKRRVAMADP 

EVQQFMS\DPA\MRFILKQMQK 

DP\QALSE/HL*RNPLLPREIQKL 

MDVGSDCKFGDDLFIPAFLCPS 

CGKRSWDRGEQAARSGRESST 

ERKG EQG ERRPSSP Y I YT 


18846 


49214 


A 


18955 


2 


293 




18847 


49215 


B 


18956 


53 


182 




18848 


49216 


A 


18957 


2 


403 




18849 


49217 


A 


18958 


3 


1646 




18850 


49218 


A 


18959 


3 


408 




18851 


49219 


A 


18960 


1 


2458 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possinle nucleotide insertion) 


18852 


49220 


A 


18961 


88 


151 1 


LWPLGMASNSSSCPTPGGGHL 

NGYPVPPYAFFFPPMLGGLSPP 

GALTTLQHQLPVSGYSTPSPATI 

ETQSSSSEEIVPSPPSPPPLPRIYK 

PCFVCQDKSSGYHYGVSACEG 

CKGFFRRSIQKNMVYTCHRDK 

NCIINKVTRNRCQYCRLQKCFE 

VGMSKESVRNDRNKXKKEVPK 

PECSESYTLTPEVGELIEKVRKA 

HQ\ETFPALCQLGKYTT\NNS\SE 

QRV\SLDIDLWDFCFSELSTKCII 

KNGEGRQGRLPGFTTLTIVADQI 

TLLK\AACL\DILILRICTRYTPE 

AGTP*PSWDGLTLNR\TQMHMA 

G\FGPL\TDLVFAF\ANQLLPL\E 

MDD/ARETGLLSAICLICGDRQ 

DLEQPDRVDMLQEPLLEALKV 

YVRKRRPSRPHMFPKMLMKIT 

DLRSISAKGAERVITLKMEIPGS 

MPPLIQEMLENSEGLDTLSGQP 

GGGGRDGGGLAPPPGXSCSPSLS 

PSSNRSSPATHSP 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18853 


49221 


A 


18962 


143 


2159 


LTHSSTWLGRSCNHDRRQMGS 

KVMSYVVAGRGTCAQETPIYT 

TIRYLEDKJEQYGGSLGVDSVLA 

RLFSGASVLFISGPPFSSYLSGVP 

PGHPMEDSM\DM\DMSPL\RPQ 

NYLFGCELKAADKDYHFKVDYN 

DENE\HQLSLR\TVMLGGLVAK 

G*VAHLLKAEAIEFTEASPNLK 

VTTWAT\LKM\SVPAQRVFPLG 

GLLKITPTRWVLKGLKVWVQG 

PVHISGTA L* * L WEGRCQSPEDE 

E\EEDVNRVLFMKPKGRGLKH 

MFGDLVCSWKLAA1ETQSSSSE 

EIVPSPPSPPPLPR1YKPCFVCQD 

KSSGYHYGVSACEGCKGFFRRS 

1QKNMVYTCHRDKNCIINKVTR 

NRCQYCRLQKCFEVGMSKESV 

RNDRNKKKKEVPKPECSESYTL 

TPEVGEL1EKVRKAHQETFPAL 

CQLGKYTTNNSSEQRVSLD1DL 

WDKFSELSTKC1IKTVEFAKQLP 

GFTTLTIADQITLLKAACLDILIL 

RI CTRYTPEQDTMTFSDG LTLN 

RTQMHNAGFGPLTDLVFAFAN 

QLLPLEMDDAETGLLSAICLICG 

DRQDLEQPDRVDMLQEPLLEA 

LKVYVRKRRPSRPHMFPKMLM 

KITDLRS1SAKGAERVITLKMEI 

PGSMPPLIQEMLENSEGLDTLS 

GQPGGGGRDGGGLAPPPGSCSP 

SLSPSSNRSSPATHSP 


18854 


49222 


A 


18963 


748 


1075 


ILPTSLFFLFCFVFFVCF*DRVLL 
LSPG\WSAVARSWLYCNLSLRG 
FKG FSCL SLLSN WD Y RCTPLRS 
ANFVFL/CRDRVSPCWPTSVSNS 
*PQ\VIHPPWPPKVLGITRV 


18855 


49223 


A 


18964 


3 


674 


GRRRLLRDAEGPEETVRLWPA 

ARA AMDA AE V EFL AEKELVT1 1 

PNFSLDKIYLIGGDLGPFNPGVLP 

VEVPLWL/ARLNLKQRQK\CRL 

LPPEWMDVEKLEKMRDHEXRK 

EETF\TPMPKPFTTWELT\KLL\L 

NHA\SDNIPKGRTEFRDPGSRVF 

WGHSY*AKFRVFG\DSF\VRQQ 

EAHAKLD*LGPWMGDQQPAVT 

FLTQA\LNPHVTNSRTNPPSPLE 

STSVLRTS | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 8856 


49224 


A 


18965 


261 


876 


VAQKIDMPEYQGEPDEISIQKC 

QEAVRQVQGPVLVEDTCLSFN 

ALGGLPG PY I K V/ WFLEKLKPVE 

GLHQLLA\GFYEDKSA\YALCTF 

CTQAPGDPS\QPV\RLVSGGRDL 

RGRIRWHPEGCQ\DFGWD\PC\F 

QPDG\YEQTYAEMP*GGRRNA 

V\SH\RFRAPCWEPAREYFWQV 

WPSLTSAS WKEG PSRPGDLGK 

GLAPKPSPHRGRAPP 


1 8857 


49225 


A 


18966 


2 


181 


TAEKMAVLAPLIALVYSVPRLS 
RWLAQPYYLLSALLSAAFLLVR 
KFPPLCHGLPTQREDGNPCDFD 
WRE V El LMFLS AIL MM KN RRSS 
T K* A H PTRRR 


18858 


49226 


A 


18967 


5331 


5454 


ETEA*RINDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


18859 


49227 


A 


18968 


5186 


5308 


ETEA*RINDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


18860 


49228 


A 


18969 


4570 


4691 


ETEA*RINDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


18861 


49229 


A 


18970 


5666 


5788 


ETE A* RINDLL* LL EFFCN I *QN * 
P* IRPTVIRSSLKYNT 


18862 


49230 


A 


18971 


5630 


5752 


ETE A * RTN DL L * L LEFFCN 1 * QN * 
P* IRPTVIRSSLKYNT 


18863 


49231 


A 


18972 


224 


456 




18864 


49232 


A 


18973 


5543 


5665 


ETEA*RINDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


1 8865 


49233 


A 


18974 


4602 


4725 


ETEA*RTNDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18866 


49234 


A 


18975 


3 


313 




1 8867 


49235 


A 


» OAT/" 

18976 


5480 


5602 


ETEA * RINDLL* L LEFFCN I *QN* 
P* IRPTVIRSSLKYNT 


18868 


49236 


A 


18977 


269 


394 




18869 


49237 


A 


1 8978 


5322 


5445 


ETEA*RINDLL*LLEFFCNI*QN* 

r» )fc ff T* TiT , \ 7¥T"i OOI f/\/\IT 

P* IRPTVIRSSLKYNT 


18870 


49238 


A 


18979 


164 


434 




18871 


49239 


A 


18980 


5364 


5487 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18872 


49240 


B 


18981 


18 


1904 




18873 


4924! 


A 


18982 


1296 


1973 


RILPGGQQNSSWNFSEDTVISIL 

NTINEVIAENLEAAKKLRETQGI 

EKLVLINKSGNRSEKEVRAAAL 

VLQTIWGYKELRKPLEKEGWK 

KSDFQVNLNNASRSQSSHSYDD 

STLPLI * PGPKNQI RNLIGKKFR* 

A Til / F > »/^\'T'/™SX 1 1 I * TTP /r""\V/ C" 1~>X T I"? T> /~* 

AI WUQ I (jNH'1 1 /UYb 1 PNbKGD 

HNRTLDRSGDLGDMEPLKGTT 

PLMQDEGQESLEEELDVLVLD 

DEGGQVSYPSMVCPSVTPK1VL 

EEGGS 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


1 RR74 


40749 


A 




S844 


5967 


ETEA*R1NDLL*LLEFFCNI*QN* 
P* I RPTVI RSSLK YNT 


18875 


49243 


A 


18984 


5781 


5904 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSL1CYNT 


18876 


49244 


B 


18985 


1 


1477 




1 KR77 
1 oo / / 


4074S 


A 


1 RQRf* 
I o^ou 




1539 




18878 


49246 


A 


18987 


5571 


5694 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18879 


49247 


A 


18988 


4551 


4674 


ETE A * RIN DLL* LLEFFCN1 * QN * 
P*1RPTVIRSSLKYNT 


18880 


49248 


A 


18989 


2 


1043 


GVRLRYSP1AVVMVGEAGRDL 

RRRRAVAVTAEKMAVLAPL1/S 

LSVYSVPR\LSRWLAQPYYLLS 

A\LLSAAF\LLVRKLPPLCHG LP 

TQ\REDGNP\CDFDWRE\VEILM 

FLSAIVMMKNXRRSITVEQHIGN 

1FMFK7SKVANTILFF\RLDIRMG 

LLYITLCIVFLMTCKPP/LSPYM 

GPEYIKYFN\DKPFDEELERDNR 

VNW/ILLEFFGNWSNDWQSFAP 

1YADLSLKYNCTGLNFGKVDV 

GRYTDVSTRYKVSTSPLTKAQLP 

TL\ILFQGGQGGQCGRPQI*QGK 

GR/ALFSWDLL*GT*KEGQENVI 

RE FN LNELYQRAKKLS1CAGDNI 

P\EEQP V ASTPTT VSDGVEN KKD 


18881 


49249 


A 


18990 


1 


1105 


MESTGEDAVNIVEMVTEDLVY 

RLVVLKSLQVWLSPGDFMGSE 

GTECMLIGPWVAMGRPSESTLS 

SHSGPRSPHGTGSPAPRLQAVH 

VLKCPKSRGVQGGWGLASQCL 

PEHRHTQLSCDSTQAWPQLCSA 

QSLRHNRSGQGAGAVTSEPAG 

AGGLPRPPRTQGCLGAES/PAG 

QLHSQQRGGPEEGRLLSDVDHP 

DLSSSQQRGPEGP/QVAGGWCV 

SAAWSSTHLAGPQQRWDQEEA 

RQWEQrPLSLLMMGDPPGYSR 

APGDPGPQPQPRQLQLCLGSSH 

PTNS*GAELPPVPGSAECAALT 

VLPSLHLPQWWQVGRPGPT*V 

DPRVGLPGQQAPEQRVYSLTHP 

EQLPVLQVPLLIYRYSSTYNGV 


i oool 


49250 


c 


18991 


105 


393 




l OOOJ 






1 8992 


38 


230 


LYWQKRKGKLLNNLTQGIVAD 
PVR*KKFHFKCPSNCPKIHNTES 
AYAVSFMKYSAHVLGSLYEM 


18884 


49252 


A 


18993 


487 


747 




18885 


49253 


C 


18994 


179 


649 




18886 


49254 


A 


18995 


3 


3187 




18887 


49255 


A 


18996 


274 


423 





2354 

BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ IO 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18888 


49256 


A 


18997 


1333 


2243 


RCWRPRTLGFASPPTRPCSPTH 

APGCEMTPRDWHRVLSFASPLR 

IEE1FQGYDKTFGLKNKKGAKQ 

QICFIKAVTHQVKFGQ/SKSTSGS 

TE* S WKRKLKKDDKKKELQEL 

NELFKPVVAAQKI/RVKGADPK 

SVV\CAFFKQGQCTKGDKCKFS 

HDLTLG EKMXEKRS V YI DARDE 

ELEKETKSSLIQADTMDNWDE 

KKLEEVVNKKHGEAEKKKPKT 

^IVLKHrLEAIhNNKYGWFWV 

CPGGGDICMYRHALPPGFVLK 

KDKKKEEKEDEISLEDL1ERERS 

ALGPNVTKITLESFLAWKKRKR 


18889 


49257 


A 


18998 


1 


322 




18890 


49258 


A 


18999 


1 


822 


MGKAKEEVFLADELVHAKTNR 

NKECDYSVTANSKIVVVTAGV 

RQQEGESRLNLVQRNVNVFKFI 

I PQ I VK YSPDC 1 II V VSNPVDILT 

YVTWKLSGLPKHRVIGSGCNL 

DSARFRYLMAEKLGIHPSSCHG 

WILGEHGDSSDHPGRPRPHPVPI 

KPPETLPGRDTSSWTSRGAHWR 

RNTQAAGRREHIDRHQQAIDR 

WNNVGFGRGGQRRARLLSDLT 

PTGKPSSYSVSLLAPPSAESYFH 

SIKPCIHSPS*CMQRPIEIKN/RD 

YSVTANSKIVVVTAGVRQQEG 

ES RLNL VQRN VN VFKFII PQ I V K 

YSPDCIIIVVSNPVDILTYVTWK 

LSG LPKHR VIGSGCNLDS ARFR 

YLMAEKLGIHPSSCHGWILGEH 

GDSSDHPGRPRPH P VPIKPPETL 

PGRDTSSWTSRGAHWRRNTOA 

AGRREHIDRHQQAIDRWNNVG 

FGRGGQRRARLLSDLTPTGKPS 

SYSVSLLAPPSAESYFHSIKPCIH 

SPSPREIQFFGYTKARNPRVQK 
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SKQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Dnknown, j 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


18891 


49259 


A 


19000 


1 


1337 


MEKPKRLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

KITVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMMDLQHGSLFLQTPK1VADK 

DYSVTANSK1VVVTAGVRQQE 

GESRLNLVQRNVNVFKFIIPQIV 

KYSPDCIIIVVSNPRDI\LTYGTW 

KLSGLPKHRV1GSGCNLDSARF 

RYLMAEKXGIHPSSCHGWILGE 

HGDSSVAVWSGVNVAGVSLQE 

LNPEMGTDNDSENWKEVHKM 

VVESAYEVIKLKGYTNWAIGLS 

VADL1ESMLKNLSRJHPVSTMV 

KGMYGIENEVFLSLPCILNARG 

LTSVINQKLKDDEVAQLKKSA 

DTLWDIQKDLKDL 


18892 


49260 


C 


19001 


462 


728 




18893 


49261 


A 


19002 


1 


1033 


MSGSFLMFLPKADMPAPMLVQ 

PAERFDSWVWAGPEQLHSNQL 

PGDADALLLGRNLTKGTRRLC 

TEEQVKIPQPEPGPPQKLCVLSA 

AGGQACLVLTFPRWTVWEEPP 

PPGLVGVKACARWWGKGEPD 

RKAPAPPPPPPGTEKVDQTSE\E 

RGTLIQRPPAPALPGWVRKTGR 

P/PPPA/TGRLQQVPLLGASTQPE 

/PPGRGV/PPGVSPGLGEDVE/N 

DGMSLSYLAE*PQATSQRAP*G 

ENTVALSGRLGRNSSSYTCRPA 

GERNFHPRGGPSSTAALHLRK 

MPGTPQCEGRRAVPRALPET*M 

LQGPGTTR*T/PPGPLAFSPPSSP 

TGPQKVKSLGNSSARTILPPKW 


18894 


49262 


A 


19003 


2 


212 




18895 


49263 


A 


19004 


1 


425 


PTRPAAVAEDGGLKKCKISSYC 

RSQPPARLISGEEHFSSKKCLA 

WFYEYAGPDEVVGPEGMEICFC 

EDIGVEPENXCDCTEICLQNKFDF 

LRSQLNDISSFKNIYRYAFDFAR 

DKDQRSLDIDTAKSIVTLALLLGR 

TWPLFSVFY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18896 


49264 


A 


19005 


229 


1028 


GASKRTGTPFPGFPAHPAREGR 

KMPVKKKRKSPGVAAAVAED 

GGLKKCKJSSYCRSQPPARL1SG 

EEHFSSKKCLAWFYEYAGPDE 

VVGPEGMEKFCEDIGVEPENII 

MLVLAWKLEAESMGFFTKEEW 

VKG\MTSLQCNLHRKGYKPNF 

DFFAAHS*1DISSFKNIYRYAFDF 

LLUcUnUrLroWr Y ^VrUvjyb 

KYRVMNKD\QWYNVSEFSRTV\ 

HADLSNYDEDGVAWPVLLDEF 

VEWQKVRQTS 


18897 


49265 


A 


19006 


3 


373 




18898 


49266 


A 


19007 


3 


418 


GRAGSRKWLLLTGSLASTSPSL 
LSGQGPWAPLQRAMKPPGGES 

rVjr 1 tier V^iNlL.lS.f\. 1 [N rru V VJOVJ 

FFnPQTP\/ATDHU T XIDD/^\/^I^"TO 
lr LlCo IrVyj Kv^r1L.IN r ru\uK. 1 

Ulrvjor V I A I oKJUAri r N rvrRUri 


18899 


49267 


A 


19008 


1 


684 




18900 


49268 


A 


19009 


3 


81 




18901 


49269 


A 


19010 


1 


465 




18902 


49270 


A 


19011 


120 


344 




18903 


49271 


A 


19012 


<■* 


1334 


SPQLISSASRPAVRNSRHDATRP 

VVFQ1MSGGSADYNSREHGGPE 

GMDPVDGVIESNWNE1VDNF/D 

VTMNLKESLLARG I\Y A YGFEKP 

SPIQQKA\IIPCIKGY*CGLLKLQ 

SGTGKTATF/SLISILQPVGRLSF 

KETQSTSYWAPTRELVAQQIQK 

VILALGDYMGATCHACIGVGTN 

VRNEMQKLQAEAPHIVWGTPG 

RVFDMLNRRYLSPKWMKMFVL 

DEADEMLSRGFKDVQ1YEIFQKL 

NTS1 Q V VF A S ATM PTD V LE VTK 

KFMRDPIRILVKKEELTLEGIKQ 

FYINVEREEWKLDTLCDLYETL 

TITQAVIFLNTRRKVDWLTEKM 

tiJAtKDr 1 V oALttOIJiVllJ^JVtlKJJ V 

1MREFRSGSSRVLITTDLLARGI 
DVQQVSLVINYDLPTNRENYIH 
R1GRGGRFGRKGVAINFVTEED 
KRFLRD1ETFY\NTTVEEMPMN 


18904 


49272 


A 


19013 


75 


540 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18905 


49273 


A 


19014 


774 


1529 


RWGER1LLTWRKRQLQVPPSAL 

EAGGSSGLEDVLPLLQQADELH 

RGDEQGKR£GFQLLL/TQQAW 

CMEAGRTFLWRLARAYSDMCE 

LTEEVSEKKSYALDGKEEAEAA 

LEKGDEE/SLTCHLWYAGALW 

SAG*AMRASRRRIQELALTFKE 

HCGQKJ>FALQP\KTPMAHFLLG 

RWCYQVSHLSWLEKKTATALL 

ESPLSATVEDALQSFLKCYREL 

GKNSEARWWMKLALELPDVT 

KEDLAIQKDLEELEVILRD 


18906 


49274 


A 


19015 


97 


452 


GTERRTGKLPALLTPNLVQLRJR 
LLFPG1QTI*VPAQGRGHLLQRP 
AAA/RPRTRSAPPAAAAAPPQV 
EARPP*LQPTRQEEAAELQTAR 
AGLWELWAGPQSPRDLNSLESI 
RJTCSPTP 


18907 


49275 


A 


19016 


1299 


1800 


FWGGRSGTVGYGADMGKFKN 

NTTNNQS*K*YRNTSRNPDHKD 

*FLKGMDPKFPKNMHFA*KHN 

EKGLEKMQDNNMRAEAIKA/L 

PKPMEVQPRVPKSASRKLD/LA 

YTAHPKAGKHARAHIATGLRL 

CWPKAKAKDQTKAQASASAA 

APASVLAPAQASKGAQAPMKA 

LE 


18908 


49276 


A 


19017 


410 


1323 


RQEGTLIGVF1PAAAAAAAVAA 

AAAAAAAAVAAAAAAAAAAV 

AAAAAAAAAAVAAAVAAAAA 

AV/GTSFSKPHKLMKEHKEKPS 

KDSREHKSAFKEPSRDHNKSSK 

ESSKKPKENKPLKEEK1VPKMA 

FKEPKPMSKEPKPDSNLLTITSG 

QDKKAPSKRPPISDSEELSAKK 

RKKSSSEALFKSFSSAPPLILTCS 

ADKKQIKDKSHVKMGKVKIES 

ETSEKKKSTLPPFDDI VDPN DSD 

VEENISSKSDSVPGQSPVTNIFF 

TSSSTPTILKSYQLDNSDQQGA 

QEASDKQIEGYFSGEVPAYRQG 

ELILVASRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18909 


49277 


A 


19018 


91 


890 


G A ERLPEG PGKRM VFRRFV E V 
GRVAYWSFGPHARK/MWVAIV 
DVF*SEQGLLVE*PCTQVR\RQA 
\MPFRCMQLN*FHPSRFPNSAQP 
ESMFRQAWQK\AD1\NTKWGSP 
HDGAKKIEAQRKGKPKDDQIF 
DVRFKVMEGQKKMREQE* SKE* 
S* RSFKRAALLEKLSPKKKHLG 

T"* * /"» X/ /"""* I Till A A A A A A A AAA 

I *GYCCLLLLLAAAAAAAAAA 
AACCLLACCLKVPSKKRSPAAS 
KKAPAQKVPAQK\ATG\QKAAP 
APKAQKGQKAPAQKAPAPKAS 
GQESISGNHKK 


18910 


49278 


A 


19019 


280 


1249 


SLTMEG1MYAQP\VTNTKEVK\W 

QKVXLYERQPFSLDKLWWDRRF 

LGRSSGKNIHAPENTQY\WGCG 

*FESSV\VIQQLCSVCVFVVIR\W 

YMDEGLLAPHWLVGTGLASSL 

IGYVLFDLIDGGEGRKKSGXQTR 

WADL*ELP*SFITFTYG\FSPVLK 

TLTEFCSALTPIYAMSVFMLLR 

HLIFFDYG\ANAAIV\SST\LLVN 

MAIFAS\VCWASRLP\RS\LHAFI 

MVA\FAIQIFCPGGPML\QKKLK 

\ A /'""* p T" > ri\ rk PV\/1 \ /T"T \ ¥ A F~»<-1 A 1 r/M 

\ACTP\RS\YVGVTL\LFAFSAVG\ 
ULLMbAVGAWLLAXLLLMSISC 
LC\PFYLHFACSLFKENI/HMGP 
WDEA\EI\KEDLSPGSLS 


18911 


49279 


A 


19020 


1 


310 




18912 


49280 


A 


19021 


2 


411 




18913 


49281 


A 


19022 


374 


1275 


VLTRLIRKRERRKAQSQRERCR 

CVLAKDFLAGGVTAAISKMAV 

APTE/RVKLLLQVQSASKQITAD 

KQYTGVVDCMVRIPKE/QGVLS 

LWHXGIQFWHKFAGSLASGGAP 

G ATSLCFV YPLXDF A RTRLAAD 

VGKAGAEREFRGLG* PAG LRI Y 

KSDGK/LRGLYQGF\NVSVQGIII 

YRAAYFGIYD\TAKG\MLPDP\Q 

N 1 HI Vli> WMIAC^ 1 V 1 AVARVDF 

PIPFDTVVRRRNE* MQSRA PKEL 

TIHVHQARFDCWAEGLLRDEG 

GVKAFFKGVAWVPMFLRGHGVG 

ArCALbLYGWKSKEGTHKLIS 


18914 


49282 


A 


19023 


461 


705 


TERKKXGILPGNGNGFM 0 .! RRT 
IRVWRNTPNYLGTNAVSP\RQD 
♦IGKKGVCQRKQAGPCPPSNIQ 
GILEWRKHRISETKP 


18915 


49283 


A 


19024 


2 


408 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino nod 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18916 


49284 


A 


19025 


1 


885 


MTQHAGKRDSELPVIVQDTET 

VPSVMDGKEYQAGRFARGLRL 

QCFRRRRKRRRTRRRRRKEEEE 

EEEEEEEEEEEEVEEEGMKKEE 

EGRRRKKKKKKJCAEEEEEKKK 

KEEEEKKRRRREEPPRPRNDDD 

ARRRRXEEEEGRRJISM/LGKRD 

SELPVIVQDTETVPSVMDGKEY 

QAGRFARGLRLQCFRRRRRRR 

RTRRRRJUCEEEEEEEEEEEEEEE 

EVEEEGMKKEEEGRRRKXKKK 

KKAEEEEEKKKKEEEEKKRRR 

REEPPRPRNDDDARRRRKEEEE 

GRRRSMKKEEEEEEEEEEEEEE 

EEEEEEEEEKKKRRIGPASKMM 

GGFEELRRGLNVGPTMAIFFLQ 

SAALAPAILYFCPSLKSNISKCN 

FQFLMFCQLLGRVTIPFLVSQRS 

R1EVGRHSLSTLNAETAHELYL 

GRTEPDECGKTAGLGTGLDLK 


18917 


49285 


A 


19026 


1 


378 




18918 


49286 


A 


19027 


36 


3415 


ESAANAQVLAAPSPCSPFAFTL 

SKVNMSLKNEPRVNTSALQK1A 

ADMSNIIENLDTRELHFEGEEV 

DYDVSPSDPKIQEVYIPFSAIY1M 

TQGFKEPNIQTYLSGCPIKAQVL 

EVERFTSTTRVPS1>JLYTIELTH 

GEFKWQVKRKFKHFQEFHREL 

LKYICAFIRIPIPTRRHTFRRQNV 

REEPREMPSLPRSSENMIREEQF 

LGRRKQLEDYLTKILKMPMYR 

NYHATTEFLDISQLSFIHDLGPK 

GIEGMIMKR 


18919 


49287 


B 


19028 


37 


147 




18920 


49288 


B 


19029 


10 


264 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


18921 


49289 


A 


19030 


3 


1255 


HASGGRAANMAADRGAVQQQ 

SQDMMEVDRRVESEESGDEEG 

KKJ-ISSGIVADLSEQSLKDGEEP 

G\EEDPEEEHELPVDMETINL\D 

RDAEDFXDLNHYRIGKIEGFEVL 

EES*RLSCLRQNL1\KCL\ENLGR 

ELPESFRELDLYDNQIKKIENLE 

ALTELEILDISFNLLRNIEGVDK 

LTRLKICLFLVNNKISKIENL\SN 

LHQLXRMLGAGDLNRIRGQFSK 

Y PTTLVTN L\ ES WFLGKKTK I TN 

FQNPGCASPNLTVLSMQSNRLT 

KIEGLQN\LVNLRELYFSHNGIE 

VIEGLENN\NKLT\MLDIASNR1K 

Ki*ls.lbAr-iL 1 bL\ybr WDOTT IPL 

KSWSDLDELEGEPGALEDSVP 

WGGNPLARRTPKYRRK\VMLA\ 

LPSVRQDRCPRSVRFLKSFLGSL 

MWSLSSEELPSHGVFNPPCCS 


18922 


49290 


A 


19031 


138 


564 


YRE VM VS ES* ETP AG A RGRPYY 

FSAPGTAPVPAINVHPPPPSLSAT 

PHPPQPQPPPPHQHNAKARVAT 

IRTKRTSNCRJRSRKVRKSPPEK 

W VG FNRRPKASCPSPPG A ARV 

D VOuh J tRRbQAA APGEMGK 

WARPGEEYFHS 


18923 


49291 


A 


19032 


1404 


1586 


ENESRFSDRNQASAGLGYLSDS 
L*QW1VGNGHATDLWQNCSTS 
SSGNVHHCFSSSPNGSG 


18924 


49292 


A 


19033 


187 


701 


AELAARMLLLLLSIIVLHVAAL 
VLLFVSTIVSQWIVGNGHATDL 
WQNCSTSSSGNWHHCFSSSPNE 
WXLQSCSRGTM DP VDSSFSILSL 
r LrrLQLr 1 L 1 KGGxRFYITGIFQ 

Tt A /"* I f^\T\ N 4C A A A IVT\/DUnPun 

ILAOLL VxJVIoAAAl Y 1 VKHrtW\ 

XT I XICPWCiDT? A * l\f Kwr\.f k t?r*i v 

ALLovj V 1 Y V ILKKKh 


18925 


49293 


A 


19034 


i 
i 


nyj 




18926 


49294 


A 


19035 








18927 


49295 


A 


19036 


32 


302 




18928 


49296 


B 


19037 


119 


641 




1 8929 


49297 


A 


19038 


496 


653 




18930 j 


49298 


C 


19039 


568 ! 


747 j 




18931 


49299 


A 


19040 


522 | 


656 


ESSQSHGKNFYMGKR1KLSLY 
WNVWRMLNSKSETTNCPLIRH 
RLSKRVGAPFLPAVLVLTKITIY 
QT*KFQIRNHKLPSNKTSAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18932 


49300 


A 


19041 


1 1 1 


277 


RHVVA VVLGDVGRSPRMQYH 

ALSLAMHGFSVTLLGFCNSKPH 

DELLQNNRJQIVGLTELQSLAV 

GPRVFQYGVKVVLQAMYLLW 

KLMWREPGAYIFLQNPPGLPS1 

AVCWFVGCLCGSKLVIDWHNY 

GYSIMGLVHGPNHPLVLLAKW 

YEKFFGRLSHLNLCVTNAMRE 

DLADNWHIRAVTVYDKPASFF 

KETPLDXRTHRLFTKLTNMHSPF 

RARSEPEDPVTERSAFTERDAG 

SGLVTRLRERPALLVSSTVSWTE 

DEDFSILLAALESRV*TTDS/SIG 

HNLPSLVCVITGKGPPREYYSR 

LIHQKHFQHIQVCTPWLEAEDY 

PR/ILGSVDLGVCLHTSCSGLDL 

PMKVVDMFGCCLPVCAVNFK 

WQEQNPNLSGDSFTDPPLRRKQ 

CRASCPQ*GPAPGLHELVKHEE 

NGLVFEDSEELAAQLQVLFSNF 

PDPAGfCLNQFRXNLRESQQLR 

WD*SWGSATPNPMMSSCRTTE 


18933 


49301 


B 


19042 


1 10 


2294 




18934 


49302 


B 


19043 


81 


1538 




18935 


49303 


A 


19044 


21 


1158 


AVVAALPTSSSSRHSLTQKPGS 

RRLR1ESLLPPSSCE1FLIFSYIFR 

LCEKPYHQTRSASNVTNKTDPR 

SMNS\RVFIGNLNTLV\VKKSDV 

EAIFSK\YGKI\VGCSVHKGLCLS 

VQVMLMRRNAPGLL*QGE\DG 

RMI/ALGQVLD1NLAAEPKAVNV 

REKSSVKRSAAEMYG/SQ*QNT 

LLRPLYFSSSFDLDYDFQRDYY 

DRMYSYPARVPPPPPIARAVVP 

SKRQRVSGNTS\RSGPRGFNSKE 

WNSGVSSKFWKR*KGDDLQ\A1 

KEELTVQINQKWDSLLENILEKIE 

KATGANKQLEMK\ND\KSEEEQ 

SSSSREGKMRTNVKDGV*GGV 

PDDSAEGGGPTWMNDDNVKS 

GGMTSWELI\KDDEKEAEE\GE 

DD\RD\SANGGG 


18936 


49304 


B 


19045 


93 


303 




18937 


49305 


A 


19046 


1 


246 




18938 


49306 


B 


19047 


123 


487 





2362 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=posstble nucleotide insertion) 


18939 


49307 


A 


19048 


584 


1664 


sglflflffyseiflifsy1frlce 

kpyhqtrsasnvtnktdprsm 

ns\rvfignlntlv\vkksdvea 

ifsk\ygkivg\cscfik:gfafpfk 

*c**eempraccsgrrvgridll 

gqvldi*pglaepk\vnprekpg 

VETILPAGDVRGQ*QNTLLRPL 

YFSSSFDLDYDFQRDYYDRMY 

SYPARVPPPPPIARAVVPSKRQR 

VSGNTSRRGKXSGFNSKEWNSG 

VSSKFWKR*KGDDLQ\AIKEEL 

T\QFNQK\VDSLLENLEK1EKLAT 

UANKA^LbMKVNDKASEEEQSSSS 

REGKMRTNVKDGV*GGVPDDS 

AEEGGPTWMNDDNVKSGGMT 

SWELI\KDD\EKEAEE\GEDDKR 

QGPMARNDS 


18940 


49308 


A 


19049 


158 


1001 


KRLGSSAISMSKYKLIMLRXHGE 

GAWNKENRFCSWVDQXKLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRAIPTARIAILXEELGQ 

E WVP VESS WRLN ERHYYGALU 

G LNREQXM A\LN HG E\EQ V RL\ W 

RRSYNVTP\PPIEE\SHPY\YQE1Y 

NRPGGIKVCDVPL\DQLPRSES\ 

LKJJVlAbKJ* LPY WXNERIAPEVXL 

RG\KT1LISAHGK*AVGALLKHL 

GRYPSGLKTSINIYSFLLGVPILL 

\E L D\ ENLRA VG PH\QFLG DQE A I 

QAAIKKVEDQGKVKQAKK 


18941 


49309 


A 


19050 


1 


521 


SASWVGVAMASRVLSAYVSRL 
PARFAP* PRVRML A VARHXLST 
ALCSEGTQTRLGTLQPALVLAX 

V r W * t L, H M LCKv? Y SDM P/PRL 
TLEGIQ\DRVRLA*LKTLSDKVD 
PREAFQ*ILHFMKDLGLDSLDP 
KWKI1\MALED\EFGFEIP\DI\DA 
EKLMXTPPRKLVDLHCQDKKD 


18942 


49310 


A 


19051 


1 


516 


I RA LTM1 WRRA LLAGTRL V WS 

RSGSAGWLDRAAG\LR\DCG\TA 

ASGMESNTSSSLENLATAPVNQ 

l\^>fc 1 lbUNCVVIrSKTSCSYCTM 

AKXVLFHDM\NVN\YKVVELDL 

LEYGN\QFQDASLQK*LVERTV 

PRJFVNGTFIGGATDTHRLHKE 

GKLLPLVHQCYLKKxSICRKEFQ 


18943 


4931 1 


A 


19052 


825 


1080 


KRKIHONFHKLSLKKAIFKDY^ 
ESGSSVNQYKRIRPTDNVVIKQ 
YXWPGAVAHTCNSSTSVGQGR 
WIT*GQEFETSLANVVKPHLY 


18944 


49312 


A 


19053 


80 


429 
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SEQ ID 

NO: 


SEQ !D NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion. \=possiblc nucleotide insertion) 


18945 


49313 


A 


19054 


3 


752 


FKNAVGNLAMEGGGGIPLETL 

KEESQSRHVLPASFEVNSLQKS 

NWGFLLTGLVGGTLVAVYAVA 

TPFWTPALRKVCLPFVPATTKA 

QIENVVKMLRCRRRDPLWDIGS 

GGRDGIVHRRLRRKGFTAVGF 

MEFKPMG*FWVFPRY\RAWRE 

GVHGSAKFYISDLWKVTFSQYS 

NVVIFGVPQMMLQLEKKLERE 

LEDDARVIACRFPFPHWTPDHV 

TGKGIDTVWAYDASTFRGREK 

RPCTSMHFQLPIQA 


18946 


49314 


A 


19055 


157 


829 


TWGKGDPKKPRGKMSSYAFFV 

QTCRGG\HKKKHPDASVNFSEF\ 

SKKCSERWKTMSA+R/EKGKFE 

DMAKA\DKARY\EREMKTYIPP 

QRGRQKRKFKDSQLHPRRPPSG 

LLSSSCSEYRPKIK\GEHP\GL\SI 

GDVAKKLGRDVGFNTAAD\DK 

QP\YEKK\AAKLKEKYEKDIA\A 

YRA\KGKPDAAKKG\VVKAEKS 

KKKKEEEEDEEDEEDEEEEEDE 

EDEEDEEEDDG 


1 RQ47 




A 


19056 


85 


267 


GHLSHAWCGTYKPWPSPKEQS 
RAWKKDGLLFPPPP/PLFPTGLK 
VRGRESF*SVELIRPQG 


18948 


49316 


A 


19057 


1 


1158 




18949 


49317 


A 


19058 


452 


517 




18950 


49318 


A 


19059 


93 


1069 


YEGVTTSRJLPELPRGCLVLQEQ 

ELVQMSGMEATVTIPIWQNKP 

HGC/SLRSVVRRIGTNLPLKPCA 

RASFETLPN1SDLCLKRCAPSSL 

PWL\AWLGFLAE*KGSQKARV\ 

RSDTRPLRHTWKPSPLIVMQRN 

ASVPNLRGSEERLLALKKPA/L 

ASPKAALLSCRTS*ATLRTK1CK 

DSGKLMQLRLH*RQISYLQEVQ 

MSLLPLPCFGSSFHSTTSFCH**/ 

PSPRRQRWRSLSFHQSPCFVLP 

ALNVANQNTKLPAVRLKRMTA 

SLCPRPAALQDMMGILKGLFTG 

MKQSQDLNRSLLKEEDPAVLIS 

EVLRRKFALKEEDISRKGN 



2364 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18951 


49319 


A 


19060 


162 


1410 


GQASCPPPALGQQTPASSYTVQ 

IQTYAPSSPHPRQGPGQGSSDPR 

GLRGAIPRGRQGQGV*QQGPRC 

RPPSSPVLPH1PQLSCCGHDGRD 

PEEGLG I L ELTLLH HAH P WSPN 

SW*KDS\PSPHGEFPAHSEPHSR 

DQTSPMATTKHEVQPLPQASLS 

QPSLGIGCLVDWLRQI RTTQGS 

/PQDAAQDSTWERP*DAS/GKP 

WLL*PGVPTPGPPCQAKERKPP 

FMGNCPL*SRVPWPSRLPEEL/P 

AMPLAPPVAGEAAGPASSHQSL 

SPSQDPTPLPG ADRREKERGG E 

EG S S WPQTPR LTTH TTSPPPE KQ 

QQIESPPIRLSSFKTGFHLASSGH 

SYAIKPNSKTKAEKVGQVRVPR 

SHTIREQRQGKRPGEHHRRTER 

DAKPQGEEDHQATVVSQKLGT 

DRRLIKKQRTSVLSATAES 


18952 


49320 


A 


19061 


1 


340 


GSVGSGTTLNQLGFWSSPGTSP 

LEPPCPWLDSHIFPVPFWKDVA 

FG EG VCLPPG APQPRR1CPRRG 

QQPEFQQEEPETIPERTPADPGV 

LPP AFPG ICLPRRLRAPPDPGP A 

A*AVPPVADA*GSVGSGTTLNQ 

LGFWSSPGTSPLEPPCPWLDSH1 

FPVPFWKDVAFGEGVCLPPGAP 

QPRRICPRRGQQPEFQQEEPETI 

PERTPADPGVLPPAFPG ICLPRR 

LRAPPDPGPAA 


18953 


49321 


A 


19062 


3 


396 


IPLASLHLALPGHQRGPPPGRLP 

SCSSQGTV PPPRAG PYQA G CPG 

TAPAPAAPASAPWSAPQASATG 

GTAHAAGPGSGGARSLPPARA 

HPPARCWQGRPLRSLLL*PSSVP 

ETGGPEKARLVKALSPNTAP 


18954 


49322 


A 


19063 


563 


1269 


LEESTGRITHFKATLHCTMSNN 

L A WGGTK WLQESRVFFH I RRLP 

SDASAGPGCVYRVVPDGGSQG 

RPQGAPP*AAQA/GTPRGRPP\P 

GAPSALLPPPPSGTSVGPGGLQ 

QRRPPTGQEDSPTEPGFWKPRL 

WRSHLATSLATRCTMOGFPA R 

AHPPGGRGPAASEERHQRGPPP 

GGCFAALRYCATPRPDLSGRCP 

GTAPAPAAPASAPWTRLRHQPL 

AAQLMQPGQVWWGPAASW 



2365 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SLQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown ? 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18955 


49323 


A 


19064 


1 


1158 


MELIOUCARELREECRSLRSRCD 

QLEERVSVMENEMNEMKREG 

1CFREKRJKRNEQSLQEIWDYVK 

RPNLHL1GVPESDGENGTKLEN 

TLQD1IQENFPNLARQANIQ1QEI 

QRTPQRYSSRRATPRHIIVRJTK 

VEMKEKMLRAAREKGRVPHK 

GKPIRLTADLSSETLQARREWG 

PIFNILKRIFSFPQRGGTGGRRM 

VKLTAELIEQAAQYTSAVRDRE 

LDLRGYKIPVIENLGATLDQFD 

AtDFSDNEIRKLDGFPLLRRJLKT 

LLV7sI/NNRIC/RVLDFQKVK/LK 

ERQEAEKMFKGKRGAQLAKDI 

ARRSKTFNPGAGLPTDKKKGG 

PSPGDVEAIKNAIANASTLAEV 

ERLKGLLQSGQ1PGRERRLGPT 

DDGEEEMEEDTVTNGS 


18956 


49324 


A 


19065 


2 


431 


RKLDGFPLLRRLKTLLVNNNRI 
CR1GEGLDQALPCLTELILTNNS 
LVELGDLDPLASLKSLTYLSILR 
NPVTNKKHYRLYVIYKVPQVR 
V L D FQ K V KL KFYN PG AG L PTDK 
KKGGPSPGDVEAIKNAIANAST 
LAEVERLKGLL 


18957 


49325 


A 


19066 


92 


303 


NCFLVFSPARSTVGEFASMSSE 
ECPMHVVFLFPLTLCVVSLYER 
QEAEKMFKGKRGAQLAKDIAR 
RSKT 


18958 


49326 


A 


19067 


208 


293 


LLLLWWFPLG PTDDGEEEMEE\ 
DTVTNGS 


18959 


49327 


A 


19068 


22 


904 


ARNPWSTHASGWREATGFPQR 

GGTAGCTMGKLTA E\LI EQ A AQ 

YTNAVRDRELDLRGYKIPVIEN 

LGATLDQFDAIDFSDNEIRKLD 

G FPLLRRLKTLLVDTTRJ\CG IGE 

GLDQAXLPCLTELILTNNSLVEL 

GDLDPLASLKSVAYXLTYLRNP 

VTHKKHYRLYAIYKAPHVRVL 

DFQNVKLK\ERQKAEKMSKGK 

RGAQLAKDIA\RRS\KTF*FPGA 

GLPN*PKRKGGP/SLPGDVEAIQ 

ECP*QNAFNSGLKVERLKGVCC 

KSG\Q1P\GRERRSG\PTDDGEEE 

MVEEDTSHQTGS 


18960 


49328 


A 


19069 


1 


395 


AINYNEKIYELRVMETKPXDKA 

VSIIECDMNVDFDAP/LGYKEPE 

RQVQHEESTEGEADHSGYAGE/ 

LGFRAFSGSGNRLDGKKKGVE 

PSPSPIKPGDIKRGIPNYEFKLGN 

EAGGRFVAFSGEGQSLRKKGR 



2366 



BNSDOCtD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SKQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


18961 


49329 


A 


19070 


1 


1 108 




18962 


49330 


A 


19071 


353 


693 


Pi Vk'PPPPPD/nvnucci tc 

UoLrLVN.KKcrtl\/V^Vv^nttL 1 fc, 

GEADHSGYAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGKTPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


18963 


49331 


A 


19072 


2 


1112 


RLGAAAAAAAAGRAVGGVSSL 

HCPERSGVCQVVSIMFSFNMFD 

HPIPRVFQNRFSTQY\RCFSLS\M 

LAGPNDR/SSIGEKEGKIIMPPLG 

PGTKLSRL*HYR!PMLFK\LTNK 

NSGPHGRHCGVAGSLWA**GA 

SAYLPHWDDGRTYSLGRKAA ! 

WVQGGRSVNLSSGPL1SNFQPQ 

SP\DFL\DITNP\KAVFEN\ALRNF 

ALS*PPGDVI\AINYNEKILRNCV 

VMETQTPTRPVSHH*SVNH*TV 

EL*LLPPGATKEPRKDQVQP*G 

VRTPn pqp pucnw a vwci /^cd 
V rv 1 DUcoi\rnou\ Y A WKbLur r 

RFSRGSG\NR\LDGKKKGVEPSP\ 
SPIKP\GD1KRGIP\NYEFKLGKIT 
F/VSRNSRPLVKKVEEDEAGG\R 
FVAFSGEGQSLRKKGRKP 


18964 


49332 


A 


19073 


1 


415 


SGGGRNRSATGSWVGTMAGIT 
TIEAVKRKIQVLQQQADDAEER 
A fc IvU KJfc V fc O fc. KKA KJb\ Ku M Jv 
V Ifc.rvJKALlvlJfcfc,KJVlfc,L^fcl«^L 
/\ is. rt 1 Afc,c,ALJfvrv Y be V A KJs. L V 11 

fc,fc,fc,L,IVfN V 1 


18965 


49333 


A | 


19074 


1 


421 




18966 


49334 


A 


19075 


3 


388 




18967 


49335 


A 


19076 


1 j 


1332 




18968 


49336 


A 


19077 


49 


483 




18969 


49337 


A 


19078 


227 


1030 


AVSWVGTMAGITTIEAVKRKIQ 

VLQQQADDAEERA\ERSQREFR 

EERRARE\QA\EAEVASLN\RRIQ 

\LVEEEL\DRAQERLGHCPCKKL 

* RS*KKLADESERRY*RLFEN\R 

ALKRLKEKIGTSREIPTSKKPKH 

HCRKEAD\RKYEEV\ARKLGDH 

LKEDLERTE\ERA\ELAESRC*EI 

npfMPi ttvymi f~\r^i c a Apnvvc 
l^fcv^ll\J^ll^V^NLv^H^Lc> A A fcDiv Y o 

v^rvfcL>l\. W XfcCfclVlIVlL, I UNLIvtAfc, 

THAELAERSVAKLEKTIDDLED 
KLKCTKEEHLCTQRMLDQTLL 
DLNEM 


18970 


49338 


A 


19079 


50 


864 




18971 


49339 


A 


19080 


1 


1014 
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BNSDOCiD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


18972 


49340 


A 


19081 


1 


1650 


MGFHHVGQAALELLTSGFSQT 

QELQKFLFLLFLLVYVTTIVGN 

LLIMVTVTFDCRLHTPMYFLLR 

NLAL1DLCYSTVTSPKMLVDFL 

HETKTISYQGCMAQIFFFHLLG 

GGTVFFLSVMAYDRY1AISQPL 

RYVT1MNTQLCVGLVVAAWV 

GGFVHSIVQLALILPLPFCGPNIL 

DNFYCDVPQVLRLACTDTSLLE 

FLMISNSGLLVIIWFLLLLISYTV 

ILVMLRSHSGKARRKAASTCTT 

HIIVVSMIFIPCIY1YTWPFTPFL 

MDKAVS1SYTVMTPMLNPMIY 

TLRNQDMKAAMRRLGKCLKG 

PAVAVGPG PGPGDAEAAAEER 

RVKVSSLPYSVDALVSDKKPPK 

EASPVPAKSASSGATLRLLLLP 

GHGAREAHSPGPLIKPFETASV 

KWENSVQDGAA WMQEPC*\YSP 

PPRHK\HKTNPKPRTAFTTSQLL 

ALEGKLLQKQYLSIAEGADFSS 

SPNLTETQ V Kl L FQN RRA KTKR 

LQESELEKLKMAAKPMLPSSFS 

LPFPISSPLQAASIYAASYPFHRP 

VLP1PPVGLYATPVGYGMYHLS 


18973 


49341 


B 


19082 


62 


440 




18974 


49342 


A 


19083 


1 


902 


METEALMPGLGVAVAGAQVTL 

GFLALETQLPFTGHKRJLRLFFS 

SPRDPPHVPSKGLKRKWGARR 

GRTFALREAEPQRLPSLSRAFG 

TL A RP Y ARL VRPGN PV V PFPL A 

GSAEAARAAATCERQARTCPM 

PGVTVKDVNQQEFVRALAAFL 

KKS * V\G KLK VPE WV DT\ VKL A 

KHKELAP\YDENWFY\TRAAST 

AQAPCTIRGGAGWGSMTKIYG 

GRQRN\GVMP\SHFS\RGSKS\VA 

RRVPPKPWRG*KM VEKGTKNC 

GPQNLTPSRDKRDFGTEFAGQV 

AAANKEALEQIHCFGLIKLAHS 


18975 


49343 


A 


19084 


1 


673 


AGPDAEASERVPEGPEAPGAGP 

SRPLEPRPRASGRPGHGRCLGV 

TVK\DV\NQQEVRHELWAAFLS 

KSLR/LRVS*TVPEWL\DTVQAG 

QAQKSLLPYDEXNWFYHAELAS 

TA\RH\LYHPGSALGVGSMTKIY 

GGTSDETASMPKPLSARGFQEI 

WARRVXLQSPGRGLKMGGKRD 

QELRAAKLDTFKGQKRFWDRI 

RRNRLAVAYICEALEQTMAGV 

NKLPQFVKKKKK 
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BNSDOC1D: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


18976 


49344 


A 


19085 


1 


427 


HPVRJTVHRGPH/VDFSLEVVS 
QWYELVVFTASMEIYGSAVAD 

vs i rvxiODCn i/Dr>\/\/r>Ai i/^ti t->i 

KLDNbKMLiCRRYYRQHCTLEL 

GSYIKDLSVVHSDLSSIVILDNS 

PGAYRSHPDNAIPFKSWFSDPSD 

TALLNLLPMLDALRFTADVRSV 

LSRNLHQHRL 


1 8977 


49345 


A 


19086 


2 


832 


WNSAELGRGGPGAGGAGVIGM 

MRTQCLLGLRTFVAFAAKLWS 

FFIYLLRRQIRTVIQYQTVRYDI 

LPLSPVSRNRLAQVKRKILVLD 

LDETLIHSHHDGVLRPTVRPGT 

PPDFILKVVIDKHPVRFFVHKRP 

HVDFFL\EV\VSQWYELVVF\TA 

SM\EIYG\SAVGRLNWDNSRSIL 

*uGRY\YRQHCTLELG\SYIKDP 

LLWrHbL)Lb\GIVlL\DNSPGAYR 

SHPGYGGRvDNAIPIKS WVSVTP 

ANTA1LNLLPMLDALRFTADVR 

SVLSRNLHQHRLW 


I 0 7 / O 






1 Qfi£7 
i y\Jo i 


07 






1 R070 




A 


i 7U55 


J IZ 






18980 


49348 


A 


19089 


635 


826 


QWISLWKCYKPEESGGQYLIFL 
KKSIFNDEFHVKPN* AS*GKEK* 
TPLQTSNC*GILSPPGLP 


1 RQR1 


H7JH7 


c 


1 QOQO 
i y\jy\j 


i 
i 


ion 




18982 


49350 


A 


19091 


336 


551 


ARPLGSLASAPFPAPM*NVYPT 
GP*\YNADCPNVTAPVCASNGH 
TFQNECFFCVEQREFHYRIKFE 
KYOK.LD 


18983 


49351 | 


A 


19092 


76 


309 


KGRF VI ALTFTT* H SNLEKSCSK 
ICKIK\NKSLVCKHQLAKSIQSPS 
* * WNGMNN*FTTLFICCHNTEK 
TFIHCGKRP 


1 8984 


49352 




J s\JZ7J 


181 


447 


xi \s \/f\Tr\*Ki its i cr\\tr\T t , t/~*li/^v , t > /^> 
INKY^l UNlKLJiDNUL I IGHQ lG 

N 1 I AHC/KYIMLrRSFQQMAI 1 T 

ILS*YRKNIYPLWKETLKRMWQ 

RHREKVGSFEKVNDIKILFHHW 


18985 


49353 


B 


19094 


1 


639 




18986 1 


49354 


A 


19095 


1 


160 


NLHSQMLWNQRIR*LTSV*LEL 

LCKNPNRVATRDQLLCLSGHL 

GMGRILELGG 


18987 


49355 


A 


19096 


2 


456 


YKNTITDYYEHLYAHKLENLEE 
MNKRRASTICTETI PKKLRRRD 
SSI THSMRARRT ^VnVkTPOnR^ 

RGPSECTIFRAGVPEGTRGALW 
LPHFQTESDPGSKPAITLLVIHP 
DELQIYVRTKTC/T/RMFIAALFI 
IAKT*KQPRYPSCLITST 
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BNSDOCID: <WO 0175067A3_IA> 
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seo n> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18988 


49356 


A 


19097 


138 


1 193 


LCFFGQHAPIYCSLRHSLLSYTR 

PASLICCLPGSHRYLEFVLLLLK 

HHRLHEDLNHCPIGSRSGRDVR 

SQTTQEQHV1AMPFPLRKLEPL 

HSGLYSHSCCSRYLAGWLALA 

TGGAARSPPAISILQPQEPSVTPS 

DTQRACGRSTEAFESKEQKASV 

RVETTVSFSCSIKVDGGLLEPKR 

ADTG WHGHHCRPASITPAGWV 

PARY LL Y VFFSRQC VLSM VCGP 

QYTRGEIPGAVLKEECLPSLLT 

GRFDLSGRARRLSVDVKPQDRS 

RGPSECTIFRAGVPEGTRGVLW 

LPHFQTESDPGSKPAITLLV1HP 

DELQIYVRTKTC/T/RMF1AALFI 

IAKT*KQPRYPSANTLLL 


18989 


49357 


A 


19098 


3 


247 




18990 


49358 


A 


19099 


1 


1048 


MQLKPMEINPEVSARCTATRRA 

RGRGRGSRVADRFGFAFFFAFA 

FQMLNKVLS\RLGVAGQWRFV 

DV\LGLEEESLGSVPAPA\CALP 

ACLFPLTAQ\HENF\RKKQIEE\L 

KGQEVSPKVYFMKQTIGNSCG 

TIGLIHAVAQ*SKTNLGFE\DGS 

VL\KQF\LSETKKNVPLKDRAKC 

F\EKN\EA1QAA\HECRGTRKGQ 

CRVDDK\VNFHFYSG*PTVDGP 

PSMMLDGVRMPFPRGPMAPSVQ 

GDTLLEGRFPRSCRRISPRREQR 

RSPASSARGFSCKGSLNALWGG 

TWLISPLSPQHENILPPHASLKC 

FSTCETQAVLLFCQTRPSPQPHP 

RHLSTSRVHSCPLGHCGVSFRW 


18991 


49359 


A 


19100 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 

A LC RA WG GT/C RG ALTGTS 1 SQ 

VPRLAPVRGLHCSA/ASVSSEQS 

LVPSPPEPRQR/PPGGERDKASF 

LQTVQKFA DTSVVDSG H I DFI Y 

LALRKMREYGVERDLAVYNQL 

LNIFP 


18992 


49360 


B 


19101 


307 


390 





2370 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


18993 


49361 


A 


19102 


431 


1267 


SGTRTTSTAARTSRTWRS*TPLL 

ACTPRPCGSAKLATATSRTCIRP 

♦SPSATQTLTVTKVPLPKDSTG 

AADPPQPH1V/GAQGMYVSTPG 

IQSPDQQAALARHNPARPVFVE 

GPFSLWLRNKCVYYHILRADLL 

PPEEREVEETPEEWNLYYPMQL 

DL E Y VRSG WDN YEFDINEGKE 

QH VTJ/LCSSGEC* 1LRRRQNV*R 

LLDW/LAGKALTSPTCAPKITC 

VPLALPTPYCSGQNLNSSCSMT 

SVSDHLSPVPTLLSTISKAHGTP 

PPNTKVVTKVTVRQ 


18994 


49362 


B 


19103 


49 


691 




18995 


49363 


A 


19104 


89 


95 


VGDCLTSRGMSWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQSL 

VPSPPEPRQRAHQGSWCPLR/VP 

VLGQGAGLGERGQGRAFL/LD 

GCRNLRTTSVRKRGPH/VDLFY 

LALRKMRE\YGVERG/DLAVYN 

QLLNIFPKEVFRPRNIIQRIFVHY 

PRQQECGIAVLEQMENHGVMP 

NKETEFLLIQIFGRKSYPMLKLV 

RLKLWFPRFMNVNPFPVPRDLP 

QDPVELAMFGLRHMEPDLSAR 

VTIYQVPLPKDSTGASKIPPKPH 

IVGI/QRSPDQARPPLARHNPS\R 

PVFWEGPFSLWLRNKVCV/YY 

HILRNADLLPPEERVRA* SKACV 

GAGEWAGTTLRVHGRGWRRE 

TERALASDPACTPHLGXEEVEET 

PEE WNL Y Y PMQLDLE Y V RSG W 

DNYEFDINEVEEGPVFAMCMA 

fi A HDO\ ATM A K WlOfAT OFTMP 

TIAAQIPRGLSAFAGSTRKLQTS 
SAGLEEPP/HCPRTTKEEDDNLQ 
RQSRAQS* SPC AGIRAQQQDRA 
GLESAAGRVSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18996 


49364 


A 


19105 


1 


1199 


EFGALRRTRLGSSFPRRRDSSA 

MESYDVIANQPVVIDNGSGVIK 

AGFAGDQIPKYCFPNYVGRPKH 

VRVMAGALEGDIFIGPKAEEHR 

GLLSIRYPMEHGIVKDWNDME 

RIWQYVYSKDQLQTFSEEHPVL 

LTEAPLNPRKNRERAAEVFFET 

FNVPALF1SMQAVLSLYATGRT 

TGVVLDSGDGVTHAVPIYEGFA 

MPHSIMRIDIAGRDVSRFLRLYL 

RKEGYDFHSSSEFE1VKAIKERA 

CYLVSINPQKDETLETEKAQYYL 

PDG\STIETGPS RFRAPELLFRPD 

LIGEESEGIHEVLVFAIOKSDMD 

LRRTLFSNIVLSGGSTLFKGFGD 

RLLC\*VKKLAPKDGRIRISAPQ 

ERLYSTWIGGS1LASLDTFKKM 

WVSKKEYEEDGARSIHRKTF 


18997 


49365 


A 


19106 


I 


3288 


MPSGGDQSPPPPPPPPAAAASD 

EEEEDDGEAEDAAPPAESPTPQI 

QQRFDELCSRLNMDEAARAEA 

WDSYRSMSESYTL/EGSGLWLP 

RGLFGHPGHCTGLLLLLRSGCV 

RSQPSDRACR* EKACHSSHLIEFF 

NKMKKWEDMANLPPHFRERTE 

RLERNFTVSAVIFKXYEPIFQDI 

FK YPQEEQPRQQRG RKQRRQP 

CTVSEIFHFCWVLFIYAKGNFP 

M1SDDLVNSYHLLLCALDLVY 

GN A LQCSN RKEL V 


18998 


49366 


A 


19107 


56 


3552 


GPAAQGCAMPSGGDQSPPPPPP 

PPAAAASDEEEEDDGEAEDAAP 

\PAESPTPQIQQRFDELCSRLNM 

DEAARAEAWDSYRSMSESYTL 

EGNDLH WLAC AL Y V ACRKS VP 

TVSKGTVEGNYVSLTR1LKCSE 

QSLIEFFNKMKKWEDMANLPP 

HFRERTERLERNFTVSAVIFKK 

YEPIFQD1FKYPQEEQPRQQRGR 

KQRRQPCTVS*NFSIFCWVLFIC 

AKGNFPH*LSDDLVNSYHLLLG 

ALDLVYGNALQCS 



2372 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863.1 



SKQ ID 

NO: 


SEO H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18999 


49367 


A 


19108 


1 


1 193 


GRRRRFWWRKRIGGGGGGMA 

MPAEAPWMASSFNGFLSLPPG 

WLLLPPPSDRNPPLQPSSRPPLC 

VRMWMNAFTPLISLFFWASLV 

SSGARRLHP1QPQPCREQAPMP 

APGAARSAVAASMSDCTVAGP 

CTGSHTPCHSTSDSQSP/CGGVG 

SSLVV*AERSCAQCRMSPRKGH 

XCCCCCCCCCCCC/SCCCYCHYC 

CCYCCCCCCCCCCCCCCCCCC 

CCCCCCCCCCCYCCCRCYCCC 

CCCYCCCCCCCRCCCCCCCRC 

CC*HYCCCCCCCF/GCCCCRYC 

CCCRYRRCYCFCCCCCCCYCY 

CCC*RTAHAWPSMNKSOCVLP/ 

C1CKVPLGRLAVTTGCPGFG*G 

GCWEDCMFPAKGPSIRLEQWFS 

TTAILLPSGPGDFWQYLGTLLV 

VTTREEVLLESGG 


19000 


49368 


A 


19109 


1 


762 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK* LLI * SI KLC * Q1GG SS I FITS 

D*KNSCLPLIVQQCLLFLRILP\L 

FADRVPKASQKIFVALSXTGEKG 

FWL*GVPCFHRLFP\GFYVSRGG 

DFHTAINGTG\GKS1LWGENLK 

DFNF1U KHTG\PGI\l SMANAGPV 

NTNGSPVFLTSCTA\KT\EWLDG 

SLGPRMGKTVSNKFTIADCGOL 
R1KPDLVFYL 


19001 


49369 


A 


19110 


95 


240 


LHSEITVCL*GSEHHFFENGTYI 
PHRSCHDPLEARAEDFL 


19002 


49370 


A 


19111 


1 


1644 




19003 


49371 


A 


19112 


237 


632 


A1GFPSYSSMQLVNIFGLLNLFS1 

ISSSFRHQG*HS*ELP\YPLEPGA 

EDFLR*GP\LAGHGHTGSQPFFC 

RVSEA/CGSHLVNSSRAALKRW 

AGV*RKIWPRGSPETPRNLKDL 

SVLEYENTPDTSGKKALED 



2373 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/LJS01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19004 


49372 


A 


19113 


274 : 


2704 


GISVLHGCGYRFQPRGMAAPGP 

FSEKPVPGCDAGDLQTPALSSW 

TQTFIISHEQG1KJFLNQRWSCWS 

KERNHGHCRVRGHVTAAQCDL 

FGNGLKHNLDLHIHDRNDASK 

NVKKSTNYGKMSFYTYCECTP 

TGEKLWDHNQHRK11GYKPASS 

QDQK1YSGEKSYECAEFGKSFT 

WKSQFKVHLKVPTGEKLYVC1 

ECGRAFVQKPEF1THQKTHMRE 

KPYKCNECGKSFFQVSSLFRHH 

RIHTGEKXYECSECGKGFPYNS 

DLSIH E K IHTG ERH HECTDCG K 

AFTQKSTLK1HQKI HTGERS YIC 

IECGQAF1QKTQL1AHRRIHSGE 

KPYECNNCGKSFISICSQLQVHQ 

RVHTRVKPYICTEYGKVFSNNS 

NLITHEKIQSREKSSICTECGKA 

FTYRSELIIHQRIHTGEKPYECS 

DCGRAFTQKSALTVHQRIHTGE 

KSY1CMKCGLAFIRKAHLITHQI 

1HTGEKPYKCGHCGKLFTSKSQ 

LHVHKRIHTGXEKPYMCNKCGK 

AFTNRSNLITHQKTHTGVEICINFI 

CSKCGKAFTQRSDLITHQRJHT 

GEKPYECNTCGKAFTQKSNLNI 

HQKIHTGERQYECHECGKAFN 

QKS1LIVHQKIHTGEKPYVCTEC 

GRAFIRKSNFITHQRJHTGEKPY 

ECSDCGKSFTSKSQMT\EH*A\V 

HSG*KPYV\CAECGKAFSGRSN 

LSKHQKTHTGEKPYICSECGKT 


19005 


49373 


A 


19114 


3 


180 




19006 


49374 


A 


19115 


95 


433 


PVLRTHPGPQSLPRVPGVPCGG 
LLEPLSRAEVSPRJLGLRRDLLG 
GM APSGSST\ VFXLLALTI I ASTW 
A LTPTH YLTK H D V ERLICAS L DR 
PFTNLESAFYSIVGLSSLGAQVP 


19007 


49375 


A 


19116 


196 


706 


ISISNETKDLLLAAVSEDSSVTQI 

YHAVAALSGFGLPLASQEALSA 

LTARLSKEETVLATVQALQTAS 

HLSQQADLRSIVEEIEDLVARL\ 

DELGGVYLQF\EEGL\ETTALFV\ 

AATYKLXMDHVGTEPSIKEDQV 

IQLMN\A1FSKKNFE\SLSEAFSV\ 

ASAAAVLSH1MRYH 



2374 

8NSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ lO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


19008 


49376 


A 


19117 


275 


2192 


MVVSPQGSSTVFLLALT1IASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTKRLC FS WTTTC VTT * H * LFP 

TV*KACTYIRSKSLPCLPQIAKT 

CSKTLCLP1LS*ISISNETKDLLL 

AAVSEDSSVTQIYHAVAALSGF 

GQVRECVSG*NKTCHSLGFYSL 

PSRTVDSGSCISFLLLLDIQHISV 

LLWQDLVARLDELGGVYLQFE 

EGLETSTAVALPPSQQRKRNSCI 

SHFFQDQVIQLMNAIFSKKNFE 

SLSEAFSVASAAAVLSHNRHPR 

NKILCSCSLCCNK*FFIYFQLQV 

TNVLSQPLTQATVXKLLFVISMT 

F/RT*VLAKPIVILNRDVFELNF 

MNVKFYICM*IPEHPP1DLATVF 

SIFL*LRVKISTDIFSACSQRYTD 

PL*RLTLYASFRVTYPAKAKGT 

FIADRDSMLGPGRILKLSDERL 

YYSS1*TFVRLHNQKTGQEVVF 

VAEPDNKNVYKFELDTSERKIE 

FDSANIIY*VSPTSLPLCFYRLSL 

FF*ADVVINPGIHGCPYWEGHIL 

KSSWCVFRQHLFREPEKSWHG 

LCCFPFKF*CLFNLFLPIIQWILT 

FLNRRASLCFI*LDVMTPLLAA 

MLGLMYVYWTQLNMFQTLKS 

LAILG\SVTFLA\GN\RMLA\QQA 


19009 


49377 


A 


19118 


3 


413 


PRKEAPSTFLSQ/NLFTPKQEIQV 

HLF\REPEKR\PPTVV\SNTFTALI 

L5>r\LLLLr ALWIKIGAXN VSNrT 

FGLPSTI\IFHWG\HAAMLG/LSM 

YVY*TQAQPCSQTLEVPWPILG 

QCDRFLAGQSGMLAQRTAVQE 

NQHN 


19010 


49378 


A 


19119 


2 


535 


GRVDPKAKKEAPAPP*SLKPKA 
* A F KGPRKA VLK\G V\H SPQKA 
GRSRTSTPPFRAGRKTTA DSRR 
PAPKI I LRKSRVPGGNKLDXH YA 
\I1KFPADH*SASAVKKIEDN\NT 
L\VFIVD/VLKANKH\QIKQGCE 
RSL YDIVDVGQGQHP Wl RPD\GE 
KKAYCSTWLLDYDGFGMFAN 
QNWGSI 



BNSDOCID: <WO 0175067A3_IA> 



2375 



WO 01/075067 



PCT/US0 1/08631 



seq in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


1901 1 


49379 


A 


19120 


159 


801 


GAAGRRRLPEGEGEDEASAWR 

RLARCLMPKKNRJAIYE\LLFKE 

G\VMVAKKDVHMP\KHPE\LAE 

VKNVPQPFMVMKGHAGLSSPR 

G\YVKGTSFA\WRHFLTGTLTQ* 

GVSQYSPWITLHLAPGRFVPCP 

PLRPVARPRRMGRPXRPKKVLG 

GVEATWRGFHKRGEVVDRGYL 

TRRSACCQLGAVDKKSRGWGL 

GSSNPNFQFRG\GF\GCGRGQ\PP 


19012 


49380 


A 


19121 


334 


989 


EPPAETLPVAARDPTGLSPTYLS 

SHKHEKFQQVRHFPVLLGYPIA 

SSGASPEVRQRRTTFFRFRPGES 

LCGDMKLLTITNLLSSHVPAGG 

SLPFSGGMVGRGPVLA*TP/LAL 

QATEGRUCPVEINPQLRGRVMI 

P*KWKWS\AF\LEAGPDKLAV*I 

PGARKGPG*GDMRENEEFS*GP 

WHHLACWEVGSD*EGTL\QVP 

GN LGR YFSPFKPRGSPN M L AE 


19013 


49381 


C 


19122 


61 


177 




19014 


49382 


A 


19123 


4 


191 




19015 


49383 


A 


19124 


1902 


2187 




19016 


49384 


A 


19125 


55 


340 


GELVLKALSAFIRAFRCPAEGS 

DPVGRAADP\SPPAPRGISQGGS 

ACGSPFLPGPITESLPLPPGLGSG 

SELPSLYLVSGIYGGVRRGPPA 

RLEA 


19017 


49385 


A 


19126 


1228 


2447 


TSQGSSPPAHIGRWSSNHKXGL 

GSSFSQSCCKAEALVKNAWPPT 

QA*VSICCFEQDLGRGQQKGKS 

GGKWQKTAESREAVTECPACY 

RAARCRAAGDRGLRAEGAAAG 

HTASPSAYRVRGERGHRDMHS 

ASARLSH PGETNLM LGLAEPS V 

TSH*SHPFRQS*LP*QAGP**EM/ 

PLPPSARDSSDLCSG\SPSHDLLP 

LPNTVIFWGPSSPQDWQPLPLSP 

FCVSQA AGSPCSPLLQGLEPGG I 

STSCPPGPAPYIDFGAVSGAGQS 

AAQRGAHFPAAMAERPSAGTS 

GSSGISGAIAATVVSWVAEGEQ 

A VKCL AEGSTRQTGQPSRRA PS 

RG C P A PG A PPG RA A P PQ A PP A A 

PAAGGGRGPPAAPRAPAPRPQP 

QG A PRPVSPCRGTG A APPPTLV 

WGLSSEAEG 



2376 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ U> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


19018 


49386 


A 


19127 


164 


563 


CEAALKGDSGGSPWPDEKPKE 
GVKTENNDHINLKVDGAEMVT 

\/\A ACl/II/\DLI'n ni * * T~ * r is a ^ / ■ * 

V VXQrKJKARH I \PL**T*LKAYL* 
1 UKGLbMKQlRr RJ*PGNPlN*K. 
QTHLHQLGNGRIEDYNLMCFQ 
yAKPGG V YLKKGTCFF YSKNS 

\ /or? 


i on i q 




o 
o 


1 Q 1 7 ft 


1 DO 


hZO 




19020 


49388 


c 


19129 


76 


285 




19021 


49389 


A 


19130 


3 


179 




19022 


49390 


A 


19131 


93 


172 




19023 


49391 


A 


19132 


1 


2742 




19024 


49392 


A 


19133 


1287 


2571 


ILRQWLLASPEEKTGRPALASG 

SAETLSWLRAQGREPRGPA*SA 

VG AEHRTRTAPG SDPRCG I LPS 

GRSPPSP/PARLFLASVPATI*AM 

TPSPTRLPAWPPPCRG/PDASPE 

VVRKGGKAGQPRGSPQPWRSG 

A EE 1 V E V GLLPLTPRALLFPQ V P 

TALPAVYHFLAACEG1CPHSCA 

APSMIELWDFLIQQHQPEKAVA 

CTTTHIPGLRJSALNKHRAWGG 

TDDDVAASEMPLGAAGAEPW 

D/ VE* LLPA ALKIPTGHTATTS W 

GAGP*SPQGSCKG\SGVGSGAT 

ADLLAPTAGVGTSRTACGGGT 

QFMSEGAPGVMNNGSPDWSST 

QFMSEGAPGVMNNGSPDWSSN 

LSQPQPMHLLYLTTWFLERPM 

CCPDTTALTQTLPVPSFSYPVCT 

SHIRQNPHLHFLRAPSPHYTTA 

CSFEPQRFLEQQQDLL 


19025 


49393 


A 


19134 


31 


202 


I LITYIIKL1NQ ADFSTP* FMSHL I 
VSSRJLCTEKWNFHFPPHF*D*Q 
QTFCTLQFL 


19026 


49394 


A 


19135 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 
RPRQSSP1KLQNSSSLSNLLFFQ 

EDICRVWTAS*SFICLSDPQKVQ 
IQSAPNRKAWCLVILVVVSHSS 
TPFSWQKVMKWIKKiSFRVFAA 
GQGLLGGYSNPRYSFSF 



2377 

BNSDOCID: <WO 0175067A3_1A> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19027 


49395 


A 


19136 


1 1 1 


743 


V1TILTPMLADRTRRIERPPKKK 

GTTSLGQRKWLLTQDWPSVYP 

VA\HPFKPSAVP\LPV\RMGYPV 

KKGRAHGDRRGNLELLKISQFF 

WILTSCSNLKSTCEALKJDFXCTG 

VGQPHWDSGRXKMLKKHFSN 

WKFGQHLDLCFHQGPSGSGNP 

RARVVVLKSKAFLV*I*HDHAK 

KTLITLVGERYCKTPDVLTIKQ 

NRWPLRSQITIMPVYL 


19028 


49396 


A 


19137 


305 


2291 i 


YLDAEKMGQKASQQLALKDSK 

EVPVVCEVVSEA1VHAAQKLKE 

YLGFEYPPSKLCPAANTLNE1FL 

IHF1TFCQEKGVDEWLTTTKMT 

KHQAFLFGADW1WTFWGSNKQ 

1KLQLAVQTLQMSSPPPVESKP 

CDLSNPESRVEESSWKKSRFDK 

LEEFCNLIGEDCLGLFIIFGMPG 

KPKDIRGVVLDSVKSQMVRSH 

LPGGKAVAQFVLETEDCVFIICE 

LLRNCLSKKDGLREGGASPGSL 

RLAAPGPPLTLNAACPLRLAVL 

AAMAAAALPAWLSLQSRARTL 

RAFSTAVYSATPVPTPSLRVDD 

LHLTEIVGMLDSVLTPEDSSGK 

YRFISGEVLCRITGCFTGVRVEA 

KDLFGGCCSN PNEVMVTWIKVI 

VEKEVWLYLRYILKALPPRTEK 

MAVDQDWPSVYPVAAPFKPSA 

VPLPVRMGYPVK*GVPMAKEG 

NLELLKIPNFLHLTPVAIKJCHCE 

ALKDFCTEWPAALDSDEKCEK 

HFPIEIDSTDYVSSGPSVRNPRA 

RVVVLRVKLSSLNLDDHAKKK 

L 1 KLVGERYC KTTDVLTI KTDR 

CPLRRQNYDYAVYLLTVLYHE 

SWE\TEEWGKK*D*SRHGKSIY 

GENSSSERKYPGERFSR*KLLR 

KNMGN* LKKSS/CGTKEIEEYK 

KSVVSLKNEEENENSISQYKES 


19029 


49397 


A 


19138 


3 


233 




19030 


49398 


A 


19139 


1 


256 




19031 


49399 


C 


19140 


5 


114 




19032 


49400 


A 


19141 


8 


444 


TTDKEQ*EL*LLLDTE*GSYTKE 

CHTDSLSRY*TSSTSAEDRDDSL 

LRRSGSYRDL*E*1PYSCRLDKD 

DSTDCIKLYEQILAE\NDKLKAQ 

LHDTMMELTDLKLQLEKATQR 

QERFADRSLLEMEKRERTALQR 

RJSEMEERLQM 


19033 


49401 


A 


19142 




287 





2378 



BNSDOCID: <WO 0^75067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19034 


49402 


A 


19143 


21 1 


346 




19035 


49403 


A 


19144 


175 


3381 


EDPAAGEGMKMADAKHKRNE 

QLKRWIGSETDLEPPVVKRQKT 

KVKFDDGAVFLAACSSGDTDE 

VLKLLHRGADINYANVDG/LSH 

ALHQAC1DDNVDMAKLLVDNG 

ANINQPVNDGW1PLHAAPSCGY 

LDIAEFLNGQGAHVGAVNSEG 

rVT'DT FM A CCC A \/fCCT 1 /~iX I \ f~K r n 

U i rLIJlAtbfcAIVlbnLL^NbVNR 

\ l X~\ I IT a A Di/ C rrr> r \ 4i r> r\ a r> /~\ 
kJkj VlJlJbAAKrwbtbKJMLKDARQ 

W LlNbUHJNlJVKHAK.c>LiCj 1 ALH 

VAAAKGYTEVLKLLIQAGXYDV 

NIKDYDGWTPLHA\AAH\W 


19036 


49404 


A 


19145 


1 


2406 




19037 


49405 


A 


19146 


1154 


1365 




19038 


49406 


A 
/\ 


1 Q147 


i 
i 




MUVbVLUrbrlbUKChVASRFAS 
GMPEPTNIVLPKLEVADTLGGC 
TTI PESDLEERS VEQDSTELFTN 
HRHLTAETPR/PW*RLDGLHKQ 
VSPLQGVSE 


19039 


49407 


A 


19148 


3 


1290 


VSQATDVEVGTDLVPSVTVKV 
TLQNRVILQKAKLSVYVQPPLE 
LTCDQFTFEFMNRNPDGIPRVIQ 
CKFRLPLKLICLPGQPSKTASHK 
ITIDTNKSPVSLLSLFPGFASQSD 
DDQVNVMGFHFLGGARITVLA 
SKTSQRYR1QSEQFEDLWL1TNE 
LILRLQEYFEKQGVKDFACSFS 
GSIPLQEYFELIDHHFELRINGE 
KLEELLSERAVQFRAIQRRLLA 
RFKDKTPAPLQHLDTLLDGTYK 
Q VI A L AD A VEENQGNLFQSFTR 
LKSATHLVILLIALWQKLSADQ 
VAILEAAFLPLQEDTQELGWEE 
1 VUAAlbHLLrv 1 CLSKSSKJ5QA 
LN LN SQLN IPK DTSQLKK H ITLL 
CDRLSKGGRLCLSTDAAAPQT 
MVMPGGCTTIP\ESDL*ERSVEQ 
DSTELFTNHRHLTVETPRPEVSP 


19040 


49408 


A 


19149 


48 


642 


WNSALREPRLNGADMAKSKN 

HTTMNQ\SRKWP\RNGIKKP\RSP 

KIRILLKGVAPPSFL\RNM\RFAQ 

ESPNKKGP*RRLQANKLPRAMS 

ATLPRAIKA\LVKPQGGLSPKIP\ 

KGVSSRKLDSTCLTFAOPOALCi 

SVARCP*LPRGPRL\CPPKAKAK 

AKAKPRPKPRPRAKDQNQGPG 

LQPQASVPAQ\APKRTQAP\TKA 

SE | 



2379 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


19041 


49409 


A 


19150 


1953 


2447 


WTPQYMDTEYKNGPWMMEK 

KVWLDP/NETNEIPNANFRQQIR 

KLIKDGL1LRHRKPVTVHSRAQ 

CWKSTLARRKGRHLGIESKKID 

RHMYHSLYLKLKGNVFKHKRI 

LTEHSHKLKADKARKKPLADQ 

AEARGSKTKEARKLREEHLQT 

KKEEI1KTLSQEEKAKK 


19042 


49410 


A 


19151 


1 


693 


MAVMEKLYWVNREESYASLR 

VHLPICNATTMSMLSLQKRLAS 

SVLRCGKKKVWLDPKETSEIAN 

ANSHQWIRKLIKDGLIIHKPVTV 

H S/* A R Y R/KNTL A CQKG R H M G 

PKATANARMPEKIMWMR/RM 

RILCQLLRRYCDSKKIDHHMYH 

RRYHESKKVDRHMYHSLYLKV 

KGNVFKNKRILMEH1KNLKAD 

KACKKLL ADQ A ETRRSKIKEAR 

KH REEHLQAKKEE1 1 KTL V 


19043 


4941 1 


A 


19152 


34 


280 


EVI HAAIGEKKGS Y/N A* * P WVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKJRJLM 
EH1HKLKADKARKKLLA 


19044 


49412 


A 


19153 


2 


625 


HEAMSMLRLQKRLASSVLRCG 

KKKVWLDPNETNEIANANSRQ 

QIRKLIKDGLIIRKPWTVHSRLR 

CRKNT\LAR\*KGRHMG1GKRK 

VPANA\RMP\EKVT\WMRENEG 

FCRRLASEDTRESVKKIDRPHVV 

T A L YL\E VKGN V FKNKRI LAME 

HIH KLKAVDKARKKLXL A D\Q A E 

ARRSKTKEATKRREERLP/ARPR 

KRE1PTLSKEEETKK 


19045 


49413 


e 


19154 


154 


291 




19046 


49414 


A 


19155 




253 




19047 


49415 


A 


19156 


2 


474 


FKDKQNKPTGFALGSIEGRVAI 

HYINPPNP*V*LCQLADFTGLFL 

TKEDLHEPLSFSAKDNFTFKCH 

RSNGTNTSAPQDIYAVNGIAFH 

PVHGTLATVGSDGRFSFWDKD 

ARTKLKTSEQLDQPISACCFNH 

NGN IF/A YASSYDWSKGHEFYN 

PQKKK 



2380 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19048 


49416 


A 


19157 


97 


1728 


1RGFFRGSQGSFYRRLKEASGS 

WDFCPRSWPSSLRARSGSQTPE 

TLLLPAGVFRRSETPMFKMSLF 

GTTSRFGTSGTIMFGSATYTDNH 

NPIEGY*K*HSFSLMDS1G\CSCL 

FSPPTLPGNFLIAGSWXANDVRC 

WXEVQDSGQTIPKAQQMHTGP 

VL\DVCWE/SDGGSKVFT\ASCG 

\KTAKMW\DLRQ*PRRLQIAQH\ 

DAPVXKTIHWIICAPNYSCVMTG 

SWDKTLKFWDTRSSNPMMVL 

QLP\ERCYCADV1YPMAVVATA 

VERGLIVLIQL/ER1QPSEFRR1ESP 

L\KHQH\RCVAIFMCDKQNKPTG 

FVALESIQGRVAIHYINPPNPAXK 

DTFTFK\CHRSNGTNTSAPQ\DI 

V A VNG1XA F\HP VHGHPCNCG D 
LDGRFSF\WDI\DARTKLKNFRE 
QLDQP/LSSAC\CFNH\NGKHILP 
YAS\SYDWVKGDH\EFYNP\QK 

\C If PTFFPA *yAA PP! V A d^xti^ p 

V V AUK 1 LuoA^oLr LLnouLlo 

V rvJ WArlNLVu V Vor W 1 ivlt,rv^r 

Df.CMnV/lX/riAl CCDDDDAfni r» 

rOtlNLI V 1 Vv^L^or'KKFALiJJLr 
VFSIPTGI VAFVFSGKPKOCiI K 

▼ 1 Oil 1 VJ L> V n L> V I OvJ IN. I IV\J\JLI\ 


19049 


49417 


A 


19158 


1 


1254 




19050 


49418 


A 


19159 


1 


921 




19051 


49419 


A 


19160 


1 


1386 




19052 


49420 


A 


19161 


49 


731 





2381 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19053 


49421 


A 


19162 


61 


1533 


PLKAKMGKEKTHIXNIVVIGHV 

DSG KSTTTG HLIY KCG G I DKRTI 

EKFEKEAAEMGKDSFKXFAWV 

LDKLKAERERGITIDISLWKFET 

SKYYVTIIDAPGHRDFIKNMITG 

\TSQADCAVL\IVAAGVGEFEAG 

IS\KNGQ\TREHALLAYTLG\VE 

QLIVGVNKM\DSTEPPYSQKRY 

EEMWLREVSTFMKK1WLQPPTQ 

*HFVP1SWFGIGDNM\LEPSA\N 

MPWFKGWXKVTRKDGNASGTT 

LLEALDCILPPTRPTDKPLRXLPL 

QG VHXKLGG IGTVSSAPMETVGF 

SNPGMVVTFAP/SSTVTTESKIL 

SKMHP*SFEVKLLPGDQCGPSM 

SKNVFCQGMFRRGKRLLGDQQ 

KMTPPNGKAAGLHWSRVIIUN 

HPRPK*GAGPMPLYLDC\HTGS 

HLHAKFAELKEK\IDRR\SGKKL 

EDGLKFLKSGDAAIVDIVPGXRP 

MCVESFSDYPXPLGRFAVRDMR 

QTVAVGV/ISKAVDKKGCWEL 

GKVTKVWPRKAPEG 


19054 


49422 


A 


19163 


1 


514 


EFGTRAKKEAPAPP*SLKPKRK 

AFKGPRKAV\LKGV\HSHQKEE 

DPARSPTFPGGPKTLR\LRRQP\K 

YPRKSRVPGETRLDHLCLSIXNF 

PLTH*VLPMKKIEDKNTLVFIV 

DVKANKH\QIKQAVKKL\YD1\D 

VAKVNT/LW1RPDGEKXKAYVR 

LVAPDLPIAFGMFANKIWGFI 


19055 


49423 


A 


19164 


433 


1015 


GLISNLDMASRGAS*\PTGPDTG 

NKICQFKLSTSGESPAVCKSSLV 

LRFVKGQFXHEFQESTIGAAFLT 

QTV\CLDDTTEKFEIW\DTAGQE 

RYHSLAPMYYRGAQAXAIVVY 

D1TNEESFARAKNWVKELQRQ 

ASPNIVIALSGNKADLANKRAV 

DFQVEAQSYADDNSLLFMETSA 

NTSMIMVNEIFMAIGKFNISF 


19056 


49424 


B 


19165 


1 


2511 




19057 


49425 


A 


19166 


2 


360 





2382 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19058 


49426 


A 


19167 


125 


211 


FRPGSPRQPRAQPISAPDCTRA 

MVGRRA L\1VL\AHSERTSFNYA 

MKEAAAAA\LKKKGWEVVE\S 

DLYAMNF\NPIIS\RKD1T\GKLE 

GPLRTFQYPGRSLFLAYK\EGHL 

EP/EIICGLNKKKLEAADLVMFQ 

FPLAVGLEVPAIL\KGWFEPSVH 

KESFA*HFTAGHVMDKGPFPG 

VKKAVAFPFTTGG\SGS\MYSC 

QGI\HG\DMNV1LWP\IQSG\ILPF 

LGLPKSLDPQLTVY S I W PPLPAR 

RPEFS1LE\G WKKARLEYN 1 WD ETA 

PLYP AP\SSLFDLNFQAGF\LMK 

KEVQDEEENKKF\GLSVG\H\HL 

GKSIPTD\NQ1QS*KRECTVHYT 

RDSHKVAAGAAQLTESLVPAR 

VAPATTSPANQRPGLHQSHGR 






A 

A 


J V lOo 


z 


33 1 


WVDSQQKARYVPVKGDHVIGIV 
TAKSGDIFKVDVGGSEPASLSY 
LSFEG ATKRNRPN VQ VG DLI YG 
QF V V ANKDMEPEM VCI DSCGR 

/A. IN VJ IVHJ V 1VJ V^L/vJ L, L,r Pv. V 1 LvjLltx 


19060 


49428 


A 


19169 


145 


350 


QEFHLSSEPSIRLGRSLYHIHHL 
FASKKVLD*QWLDQSL*VCSW 
EHM RRSQ*GIFSRLANRGFQNG 
DC 



2383 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQID 

NO: 


SEQ H) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19061 


49429 


A 


19170 


1 


1863 


MAVAIRLSADTQWEDSPGKSIL 

ELHMSCTK1PERCEADKKESTS 

SWCTRKIRFRMDLEKECKVLLS 

GGGGSRMGSQKGDGVGRWSSP 

RVGLPSSQTLLRPPPTDFH1APL 

SKARQHLLVSVSVLFCFSAPLD 

VQPLKVLDECQNQRACHLLVN 

SRVFGPDLCPGSSKYLLVSFKC 

QPKQMFTQQGPGPVLSIGETQV 

STSSVTRSSSPVGPDIHCEFHTN 

MCK1 PDELKN KT VCEDQELKL 

HCHESKFLNIYSATYGRRTQER 

DICSSKAERLPPFVFTRYYCFLY 

APVSS1ANPVKGCFHLGKKQDC 

LSYSALQVLSRRCYGKQRCKJI 

VNNH H FG SPCLPG VKKYLTVT 

YACATLSSMGPILAEVPPEAKK 

VTLSTSLDSSSGRMEDGRJLDTG 

HTEVPVTSGLFI RV LNKKQNFS 

LQIRCSFGRGPGKLRHCWAGA. 

AIALGTEYILVKGDQVTGIVTA 

KSGDIFRVDVGGSEPVSLASYLS 

FEGATKRNRPNVQVGDLIYGQF 

VVANKDMEPEMVCIDSCGRAN 

GMGWIGQDGLLFKVTLGLN* E 

SLLASQ1CE/ISIQEVGKIALPLE1 

VFG MNG RI WG * G QKTHPSQTLI 

LA\N1L\EACEHMTASDQRKTDLP 


19062 


49430 


B 


19171 


29 


82 




19063 


49431 


A 


19172 


1 


427 





2384 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19064 


49432 


A 


19173 


1 


1548 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMfCRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDEINSSSSYASQKK 

TFEFNPRHPL1RDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRIERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAYIHFTAEGEVTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

IKLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGTN1KLG 

VIEDH SNRTRLAKLSRFQSSH H 

PTDITSLDQYVERMKEKQDKIY 

FMAGSSRKEAESSPFVERLLKK 

GYEVIYLTEPVDEYCIQALPEFD 

GKRFQNVAKEGVKFDESEKTK 

ESREAVEKEFEPLLNWXMKDKA 

LKDKI*K/AL\WSSAALTESPVL 

LLVAQPVRDWSXGQHWER1MK 

AQAYQTGKDISTNXYYA 


19065 


49433 


A 


19174 


37 


266 


WADRAAGGVRILTQGCVGGG 
GSC DRRGLETSPA RTPV RAL WV 
LGVLCCVLLTFGSV/READDEVD 
VDGTWEEDLG * K YEKDQ VTDD 
E V VQRE E E A I\QLDG LN A SQ I RE 
L\REKSEN FPF\QAE VNRMI ETL F 
IQFHCIKNKEIFLERLISNSSCVAL 
DRLSLISLTxDENALSGNEELTV 
KMKCDKEKNLLHVQHTGVGM 
T\REELVKN\LGTIA\KSGTKRVF 
*TKRPEA\QEDGPSQPS*IDWPS 
LGVRF 


19066 


49434 


A 


19175 


233 j 


664 


RAPEQSSGVSAAEQERVPNAG 
WPCSVAPTCPSPRSAEPARCT* 

PRYPSSGPFPIPQASFPCPCLLVL 
GIRGHSTILQYRGQEHHVLFTG 
RCLLVDPTLLVLVVSKKSPNAA 
RDQPARYPRGPL 



2385 

BNSDOCID: <WO__0175067A3JA> 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19067 


49435 


A 


19176 


1 


672 


MAEAGPKPQRTLMWAWESVL 

SQRKPREAGRLSEGCVKATGTP 

GFGWQARPDQKEHRLDGRVID 

PKDRHGLVKDTEPRLNEQSLCG 

GLNPEATEEKIREYLASLGRRR 

PVKKVLEKKFHTVSGS/KCGPQ 

VPPSWSETY RTRA * SG DQLGTP 

A APNPR WPM E* EQE1E AQRRS A 

HSGARAPWPPWPPRPDGPPGNP 

GPKFMVSLSCWNISSLRAGLLY 

AGCGCSP 


19068 


49436 


A 


19177 


3 


684 


RHASARKKYNPPSWFHRGLPPP 

EDQEDEMSVSEELEVPITLTPSSA 

LKPSDRMTMSSLGERACCRDY 

QRLGLGTLSSSLSRAKSEPFRJS 

PVNRMYA1CRSYPGLL1VPQSV 

QDNALQRVSRCYRQNRFPVVC 

WRSGRSKAVLLRSGGLHGKGV 

VGLFKAQNAPSPGQSQADSSSL 

EQEKYLQAVVSSMPRYADASG 

RNTLSGFSSAHMGSHGKWGSV 

RTSGRSSGLG 


19069 


49437 


A 


19178 


1 


341 




19070 


49438 


A 


19179 


1 


3710 


MVSGARAAAAAAAAAAAAER 

TRGVPGHPDSTGRLPAHQQLQ 

RGLLFRQLGITNVLSLVCATLM 

EHEVLFLSRSYQQLTDACRSLL 

ALLFPLRYSFTYVPILPAQLLEA 

LSTPTPFIIGVNAAFQAETQELL 

D V I V ADLDGET VTI PEC V H I PPL 

LEPLQSQTHSVLRMVLDPELEL 

VDLAFPPPM/HDKELRLFHQLL 

QGYLWCLHVWCIHPEPVIRFH 

KAAFLGQCGLVEDNFLMNVLE 

G M AFALFVLECG V P 


19071 


49439 


A 


19180 


1 


303 




19072 


49440 


A 


19181 


14 


942 


TKLTGSRG*LA*NPCM/HNNCE 
SCVDLLFVRGAGNCPECGTPLR 

ksnfrvqlfedptvdkeveirk 

kvlkiynkreedfpslreyndf 

leeveeivfnltnnvdldntkk: 

kmeiyqkenkdv1qknklklt 

reqeeleealeverqeneqrrl 

f iqkeeqlqqi l k rkn kqa f ld 

elessdlpvalllaqhkdrstq 

lemqlekpkpvkpvtfstg i km 

svgitlcpaeehtfndersfnls 

sswskfnkppstlpfkvldeer 

lvelkvpntl1tklvpfaispcs 

eaiqdhpaillaykktpfwrlq 


19073 


49441 


B 


19182 


49 


456 





2386 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


\y\j /4 


4y44z 


B 


19183 


5j> 


333 




\y\) to 


A C\A A 

4V44j> 


A 


1 y 1 S4 


2 


208 


VYPELQITNVVEANQPVTIQNW 
CKRGRXQCKTIPHL*FPYRCLG 
EPAGRGAGVDWGPGLEGRKRG 
CSC 


19076 


49444 


B 


19185 


51 


300 




19077 


49445 


B 


19186 


148 


3568 




19078 


49446 


A 


19187 


1 


3411 




19079 


49447 


A 


19188 


2 


2416 


NSRGAACAGPRETAAVAARAE 

QGRGGSHSHSSALGAPRRVAM 

LPGLALLLLAAWTARALEVPT 

DGNAGLLAEPQ1AMFCGRLMM 

HMN VQNGK WDSDPSGTKTCI D 

TKEGILQYCQEVYPELQITNVV 

EANQPVTIQNWCKRGRKQCKT 

HPHFVIPYYRCLVGEFVSDALLV 

PDKCKFLHQERMDVCETHLHW 

HTVAKETCSEKSTNLHDYGML 

LPCGIDKFRGVEFVCCPLAEES 

DNVDSADAEE\DDSDVWW\AG 

ADTDYADGSEDKVVEVAEEEE 

VAEVEEEEAD*LTRTDEDG\DE 

VEEEA\EEPYQEATERTTVSIATT 

TTTTTESVEEVVREVCSEQAET 

GAVPSNDLPLVL*CD*REVCPIL 

LRRMWRQPEQL*HRRVLHGRV 

WQRJVPTTAASTPDAWDKYLET 

PGDENEHAHFQKAKERLEAKH 

RERMSQV\MREWEEAE\RQAK 

NLPKADKKAVIQHFQXEKVESL 

*QEAANE\RQQLVETHMARVE 

AMLNDRRRLALENYITALQAV 

PPRPRHVFNMLKKYVRAEQKD 

RQHTLKHFEHVRMVDPKKAAQ 

IRSQ VMTH LR VI YERMNQSLSL 

LYNVPAVAEEIODEVDELLOJCF 

QNYSDDVLANMISEPRISYGND 

ALMPSLTETKTTVELLPVNGEF 

SLDDLQPWHSFGADSVPANTE 

NE VE\PVDA RPAADRGLTTRPG 



2387 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ "> NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19080 


49448 


A 


19189 


1 


2355 


MKSIFTSEISSVLIFVNPEPGRVV 

SFLGSGRREHAEERARGPRETA 

AVAARAEQGRGGSHSHSSALG 

APRRVAMLPGLALLLLAAWTV 

WALVEVPTDGNAGLLAEPQIAM 

FCGRLNMHMNVQNVKWDSDP 

SVGTKTC1DTKEGILQYCQEVYP 

ELQITNVVEANQPVTIQNWCKR 

GRK\QCKTHPHFVIPYRCLVGEF 

VSDALLWPDKCKFLHQERMGC 

FAETHLHWH7AAAKETLQ*RRS 

TNLHDYGMLLPCGIDKLRGVEF 

VCCPLAEESDNVDSADAEEDDS 

DVWWGGADTDYADGSEDKVV 

EVAEEEEVAEVEEEEADDDED 

DEDGDEVEEEAKEPYEEATERT 

TS1ATTTTTTTESVEEVVRVPTT 

AASTPDAVDKYLETPGDENEH 

AHFQKAKERLEAKHRERMSQV 

MREWEEAERQAKNXLPKADKK 

AVF\QHFP\EKVESLEQEAANER 

QQLVETHMARVEAMLNDPRRL 

ALE\NYI\TALQAV\PPRPRHVF\ 

NMLKKYVRARTEGLVSTSL*HF 

EHVR\MVDPKKAAQIRSQVM\T 

HLRVIYERMNQSLSXLLYNVPA 

VAEEIQDEVDELLQKDANYS** 

RLWPTMISEPRI\SYG\NDAL\MP 

SLTETKTTRGSSVPVNEE\FSLD\ 

DLEPVHFFWWLTSVPANTENE 

VE\PVDARPAADRGLTTR\PGSG 

LTNIK.TEEISEWKMDAEFRHDS 


19081 


49449 


A 


19190 


103 


463 


PLLYAMSTGKRWLSFGSMIPPV 

AICASNKRIPWPFSMSSLFMAW 

NKEMMFPVSGSLYPVTARSAD 

RSFSLNSMPTRPLL*ASSTGNLK 

LLTGSTIKPVAAWASSNSRAVP 

GRTKP1FMAS 


19082 


49450 


A 


19191 


1 


182 




19083 


49451 


A 


19192 


3 


437 


MVHAEISDEGFFLSAPIALTQA 

WLN1PKT\RRTFCK\KCGKHQPH 

K\VTQYKKGKDS\LYAQGKRRY 

DRKQSGYGGQN*KPIFRKKAKT 

TKKIVLKALSALSPTCRSKSKC 

WLFKR\CKHF*TGEEIRKRKGQ 

VDPVLKCHLLFMEGH 


19084 


49452 


C 


19193 


341 


421 





2388 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) 


19085 


49453 


A 


19194 


15 


1066 


VLACTVEASV1GGQKREIVTNMG 

SIVREGFMEEAGPR1GFNLSFF1 

QSTVTGSSSVGSTQLQPLSLPPA 

TAGQEPRGTGPLGSHNSCPAPE 

PVSYGRLNDPPATTHPGSFTRF 

HSKPLTSSCWDSEMEGCVSNL 

MVCNLASFLNVSTNPCAFFPW 

YFYYLLLL*AGWSPLHIAASAG 

RDEIVKALLGKGGVLNVYTNT 

DRFLHCFLLSSPSFQIAVMLLEG 

G ANPDA KDH YEATAMHRA A A 

KONLLAKNFNH YlbLVVINWSL 

VVPDFRHJLACDEERVEEAKLL 

VSQGASIYIENKEErCTPLQVVAK 

GGLGF*YSR£WVGRFKQLGF1L 

YFVLLCLLSPVSYKLMYLCTRH 


19086 


49454 


A 


19195 


1597 


1923 




19087 


49455 


A 


19196 


551 


747 




19088 


49456 


A 


19197 


1059 


1296 




19089 


49457 


B 


19198 


1 


1281 




19090 


49458 


A 


19199 


3 


565 


LPGRLLLLNFRQRRQIDRPSMN 
DTRNLSRTVRKFHAPTRPTSEEN 
KWVIDVLSPAGRPTVP*DQKFR 
EK\LA\KMYQAPHPDV\1LVFGF\ 
RTVHFGGGKTTG FG\M I YDSP WI 

KDLKJCATEKERQEPELKKVQG 
GLAKGPLLGAGQKEEMKCLAV 
ELEIGSQPKELKVLQ 


19091 


49459 


A 


19200 


2 


476 





2389 

BNSOOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of fu st 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19092 


49460 


A 


1920! 


1 


2448 


MRGSILKECGSKERASQVDLEY 

SRGNTASFAMCFHDRARIMKG 

SQRSRKLTGGEGREEGERVENK 

DFLDLHGQIQVRLVVKTASLLS 

RVTYIAEVEGRETDAGWRNEL 

QVGRLDSGPDILVVSISTDHTLV 

DTHLEAVGGHSHEFPYFKNHL 

ACHVESELQRDRNGHRDAGWR 

NMRHGITDKEMQDSQGSSDNH 

VLGSLRSWSARAAPALPGLPEE 

AFVEMSTEGGFGGTSRSDAQQS 

LKSF WLRPRFFITELTLRA WI HT 

EDNNCRTYVAMAITKFDQLDF 

LIDIVLRDELKPPKCQEEVLQSV 

TP A EP VQ Y Y FTLAQQPT A\ VQ V 

QGQQQGQTTASSMTTMQPGQIl 

I AQLQQGQTTP VTTQ VG EG QQ 

VQIVQAQPQGQAQ*AQSGTGW 

TVQGQIQTLATSAQPITQTEVQ 

QRQQ*FSQFTDGQQLYQIQQVS 

IPAGQVDLAQVPMFIQSANQPSD 

GQAPRSHEV1AAAPAARRERER 

E LAG RG PFC PPPAGN VRA L K S R 

RCLPGERR£RARKKKPEGGAA 

A SE RG ETDSHPG A SGQG PRDSG 

RVPLGMWSRRGLGVSRAPLHL 

LLGVSTSFPLPLTPLIPTTAVVN 

PLKPLKNRIKAPHRRMPLVPGG 

SQNLGTVRARISTRQSHAEPST 

DNERVLSMTQDIHSJFLNLKNIT 

WICTLQSCGFLLSNLCKJ3IVHK 

AGSGEARTR WSPRAQAGTH ED 


19093 


49461 


c 


19202 


124 


369 




19094 


49462 


B 


19203 


739 


870 




19095 


49463 


C 


19204 


787 


969 




19096 


49464 


A 


19205 


101 


331 




19097 


49465 


A 


19206 


137 


415 




19098 


49466 


A 


19207 


86 


221 




19099 


49467 


A 


19208 


1 


1347 




19100 


49468 


A 


19209 


120 


899 


FGARGNLKKAYSTRSKMAELN 

THVNVKEKIYAVRSVVPNKSN 

NE1VLVLQQFDFNVDKAVQAF 

VDGSAIQVLKEWNMTGKKKN 

NKRXRSKSKQHQGNK\DAKDK 

VERPDVACPLQPQPPQIQNGPM 

NGCEKDSSSTDSANEKPALIPRE 

KKIS1LEEPSKALRGVTGPNIEK 

SAKDLQRCTVSLTRYR VM I KEE 

VDSSVKKITAAFAELHNC1IDKE 

ASLMAEMDKGIEEAMEILTAR 

Q\RKA EA LKRLTDLVAS\QMA E 
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BNSDOCtD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19101 


49469 


A 


19210 


21 1 


2150 


ADTKPERGVSSAVFASGSEGRR 

LGCVLLSSSETRLLSGTLLWIPR 

AYSTRSKMAELNTHVNVKEKI 

YAARSVVPNKSNNEIVLVLQQF 

DFNVDKAVQAFVDGSAIQVLK 

E WNMTGNKKN Y KRI RS KSKQ H 

QGN KD AKDK VERPE AG PLQPQ 

PPQIQNGPMNGCEKDSSSTDSA 

N\EKP A LI PREKKISILEEPSKA L 

RGWTEGN RLLQQKLSLGGVNP 

KPIHGTTERSDGLQWSAEQPCN 

PSKPKAKTSPVKSNTPAAHLEI 

KPDELXAKKRGPNIEKSSA^KDL 

QRL/CTVFF*LEYRVMN*RERK 

WDSSGERRSKLPFAE\LHNCIIE 

QKE V\S L MG RK WD* SLK EG RP 

WEILDWLVRKKSKKKLKRLTD 

LGQSRMAEMQLGPKLRVAEIKH 

FVSEAVNYDEXELGKSCPGFSC 

DIEQ\LK\AQI1ALPGKITHPK\NN 

YFLKELPCSSLUPLLNAARSKP 

LGKTEVTFSRKSSTHNKPSEGK 

AANPKMVSSLPSTADPSHQTXM 

PAMKQNGSSNQRRRFNPQ\YHN 

\NRLN\G P AKSQGSGN E A EPLG K 

r'VXICD U /""TV"! IT /**• rf^\T>TJ /KI D CD V>\S 

GXNSKHO IQbGvPW^NRrGrKPIv 
NKGKCQKlC^bAoLUlbGPPKAP 

A T ICI IS D nn Al^OCUA A T"\"TT/~" D A 
r> A ECr\/C ir* C\/D C/^/^XTT CDT\DI 

RAr ou V o/uo V Kuo^LNLr r 1 \KI 
EVSTDAAVLSVPGCDRWVA 


19102 


49470 


A 


19211 


93 


180 




19103 


49471 


A 


19212 


3 


39 




19104 


49472 


B 


19213 


1 


888 




19105 


49473 


A 


19214 


863 


1509 


GCAGPCLVNQMFTSS1LCKSHC 

HSLVSINQGHNAPWKAAGXPLP 

LKAGYC\QSFSPCDSLKYG\SWD 

EKDLTVPQPDTRKASVLRWISQ 

RGKPLAVDMEEG\HCL\CLPPG 

IN IN V LOL^iv Irlv riLrNotiL.vjK.is. 

A A I U/D P A P U\/r.\ CM A AIT CCTD 
AALWKtAKnVvj\olNAALLrr I r 

LK^LOObls.nls.oLiLHAnr'Ln V r\i> 

LbLIN Y UlUbrAnvh Vr V VAVtL 

rbll 1 LLP YCIrLCLyNINbls. 


19106 


49474 


C 


19215 


289 


CIA 

510 




19107 


49475 


B 


19216 


534 


1686 




19108 


49476 


B 


19217 


1 


1062 




1 O 1 f\Q 


/! 0/1*7*7 


r> 
D 


1 GO 1 ft 


t 
1 


lo/o 




19110 


49478 


B 


19219 


1 


747 




19111 


49479 


B 


19220 


230 


786 




19112 


49480 


B 


19221 


67 


6011 




19113 


49481 


B 


19222 


1 


3455 
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BNSDOCID: <WO 017S067A3JA> 
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PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ 1l>NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1I> NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 

>C t| Ul Mil 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19114 


49482 


B 


19223 


1 


4763 




19115 


49483 


B 


19224 


65 


4534 




191 16 


49484 


B 


19225 


512 


4782 




191 17 


49485 


B 


19226 


345 


2194 




19118 


49486 


B 


19227 


267 


7391 




19119 


49487 


A 


19228 


578 


739 




19120 


49488 


A 


19229 


419 


1410 


KQRQARERHLPRIPQLSAVVTIE 

TL*RK*RNFAELKIS/RLRKKFA 

HKMLQKARRKL1YEKVKHCHK 

EYRQMYRTEIQMATMARKAG 

NFFVHPKPKLAFVIRISAISGVSP 

KWKNKQLCPLNHVFGLGMGD 

LRAFGLADGTGPSGGEITGMRD 

LRGPLSVRAPSAGVAE1PRHLIV 

FEDVVNGKFLQTSRCE1SGSKN 

KVWQTLLKNKRERQRLPTGFG 

RLADQRAYGEAKNNCGQVGL 

VETLWERH LLRIG VYI ATSSLA 

VPTLSSNYNGLAHDQSCSDTVQ 

RSTGAPEAWDRGYCVGRGAQG 

I PI FFLDRPLTSLFDEARGSSS AS 


171^ J 


49489 


A 


19230 


3 


307 


AGTMEGVEEKKKEVPAVPETL 

KKKRRNFAELKIKRLRKKPAQ 

KMLRKARRKLIYEKAKLHYHKE 

YRQMYRTEIRMARMARKAGN 

FYVPAEPKALAFVIRIRGI 


19122 


49490 


A 


19231 


3 


160 


GRVLL*DKTSRGTIRQQQLLFT 
NICCSAASA/G*YPGKQGLEWT 
SSRLQQTCS 




49491 


A 


19232 


303 


570 


GLC1RHVLVPSAAGLLEFAGGP 
LQTLFAWVSAAEAAEQQIWVN 
SKCC/CPDRSSGSFVSEEYLAV* 
GVGLTLSSASLMLGAVDWSCS 
HSA 


19124 


49492 


A 


19233 


1 


176 


MQYVQQKPKLKFQVHICAYRK 
T VLQPPLL I PRQT/WV WSGPPA 
NSNRPAAGGADC*KEN 
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BNSDOCID: <WO CH75067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19125 


49493 


A 


19234 


I 


1977 


MFAVLQAPLVIPRQT/WVWSGP 

P AN SN RP A A EG PDC * KEN * RQT 

GSGVDLQQTPTDLQLRVLIVRR 

KTN EQKG H PHQN PICTSPSSKT 

K V DTTTN MG E KQS RKTEN SKN 

QSASPPPNLKKKREKNQIDAIK 

N D KG DITTDPTEIQTTIREYYK H 

LYSN KLENLEEMGKFLDTYNLP 

GLNQEEVESLNRPITGSEIEVIIN 

SLPTKKSPGPDGFTAEFYQRTK 

DKNHMIISIDEEKAFDKIQQPFM 

LKTLNKLGIDGTYLKIIRAIYDK 

PTANIILNGQKLEAFPLKAGTR 

QGCPLSPLLFNIVLEVLAREIRQ 

EKE 1 KG I Q VG KEE VKL YLF ADD 

MIVYLENPIJSAQNLLKLISNFSK 

VSGYK1NVQKSQAFLYTSNRQT 

ESQIMSELPVTIASKRIKYLGIQL 

TRGVKNLFKENYKPLLNKIKED 

TNKWKNIPCSWIGR1NIMKMAI 

VPKVIYRFNAIPIKLPMTFFTEL 

EKTTLKCIWNQKRAHIVKS1LS 

QKNKAGG1MLPDFKLYYKATV 

TKTAWYWYQNRHIDQWNRTE 

PSEIMPH1YSYL1FDKPDKTRNG 

ERJPYLIRWCWCWQNWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATKAKIDK 

WDLI KLK S FCT A KETTI RVNRQ 

PTEWENISAIYSSDKGLISRIY 


19126 


49494 


A 


19235 


206 


456 




19127 


49495 


A 


19236 


2 


385 


NLCCSAASAGDTQANRVWSGT 

PTNSSRPEVSSGAMDGEGWGL 

PVDPLTPG HQD ALPWQRC YH P 

CSSSSVPPRQACASPASCSSSAA 

W/TSASTGPWHSGCGSSCGSCC 

CWGSPSASVGVGAGA1RSRTV 


19128 


49496 


B 


19237 


1 


642 




19129 


49497 


A 


19238 


128 


584 




19130 


49498 


A 


19239 


4054 


4578 


QSGPSAAGLLEFAGGPLQTLFA 
WVSAAEAAEQRILVNSRCCCLI 
VPXRKFCLRGVASHVRCQSAPY 

TWIT? /~*TJ/^ IT! A IT'U/PC A I DC1 

QSCEPNALFFINYPVCGI/TAPCC 
KVEGTMGWGPKS PQL\S YN VL 
GSDKNGVLLGSMAIFT1LILLIH 
EHGMFFHLFVSSFISLSSGL 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


19131 


49499 


A 


19240 


1 


948 


MVLEKAREEVDPPSMLIPPVTQ 

CGQLPRSQCPQPTLSRMLTLEV 

G1SLGI1VLMISLWPDTVKEYQS 

REALSFKKVNKNPGLLKFAGDP 

LQTLFAWVSPAEAAEQQISALC 

FLWKLRPRGAPTRCQPLLSYTR 

CLSAPAGSFVYTMRGKPPIQAS 

VMADASPPTKIEHPRTTSDCCV 

ASKNFKLPVDLSLLCSMGVGSAE 

LDHWATWLQSPFQGSERFCLA 

GVPGTTGV*KETPAASSVSAQM 

AAQFCA*N/HRTLVV*APKGIL 

WVCGLRRPWEKRS1CAGVHHS 

SWHSPSWLPLARGGSSSTPCTS 

WVRRCPTLHL 


19132 


49500 


A 


19241 


171 


1345 


YCPKEGTLDFNFAFNMTAVNV 

ALIRDTKWLTLEVCREFQRGTC 

SRADADCKFAHPPRVCHVENG 

RVVACFDSLKSVTAVPFLFMAL 

GLSREPETVPASMVQTFSLGVG 

GGAGSV*PDENCKYLHPPPHLK 

TQLEINGRNNLIQQKTAAAMFA 

QQMQLMLQNAQMSSLGSFPMT 

PSIPANPPM/SFESLRYHILGMG 

LVPAELVPNTPVLIPGKPTSLQL 

PGSCLGPKLMAFQFNWEVLPRN 

FQRG\NC\SRGEND\CRY\AHPTD 

ASMIEVASDNTVTICMGYIKGRR 

TVGVWG1KAKSSKQR1LDTKGS 

HQGNSFVRGTDYLIPICTNMSK 

AKGTAFLKWMQKLVYNGSSG 

QCSPAFFCCAWKEHSEKAGRA 

SGAKCNRHRHTNPVFLMREGA 

IS 


19133 


49501 


A 


19242 


61 


544 


KFNPVFVTSRPRARJRKRAFYNAP 

VSHIPKGRLLSFPPLSPKSLRPEG 

TNRADSHAPIPKRMIESSRLYR 

GHL*GSAKLAKVVPRFTRKKY 

VIYIER\VQREKA\NGTTVH\VGI 

HPSKQVV ITKAKTGTKTRKKIP 

PNRKAQSRQVGKEKGVKYKER 

TMEKMQE 


19134 


49502 


A 


19243 


652 


1042 


TPLSSCFLSREKATQLLFPAVVA 

VPMVLSAMGFTAAGIASSSIAA 

KMMSAAAIANGGGVASGSLVA 

TLQS/LG*VSWRGLPTVLPTELP 

RQACPTLSTLCFFPGATGLSGLT 

KFILGSIGSAIAAVIARFY 


19135 


49503 


A 


19244 


48 


397 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


19136 


49504 


A 


19245 


42 


296 


GCVGVRPSLHPATSTASGSASP 
TLARAMASVSELACIYSALILH 
DDEVTVTEDKINA/APAEEKKV 
EAKKEESEESDDDMGFGLFD 


19137 


49505 


A 


19246 


172 


519 


LGPSFLH DDE VTVTEDKIQMPL 1 

KAAGVNVEPFWPG/LCFAKAL 

GKRSTLGSLILAMLGGPVGPGS 

QPAGCLQPAGXGSCPPSTCCWF 

QLEGEEKWEAKERKIPREF*LID 

MGFGLFD 


19138 


49506 


A 


19247 


3 


175 




19139 


49507 


A 


19248 


2 


390 


GWDWNCVWEPHHWLCQSL/N 

SVTQAGVQLCNLSSLQPLPLGF 

KQFSCLSLPSSWDYRNPSLKQQ 

LFSYAILGFALSEAMGLFCLMV 

AFL1\SLPCEGAVSTSHSSPASG 

WPRVFLFLYLPRQPGERGWLR 


19140 


49508 


B 


19249 


139 


13320 




19141 


49509 


A 


19250 


28 


450 


TNDFNLQNPGSCFPSACPAGVG 

SERLPVLGWFVGNRSFPPPPQST 

LSVLGKRLGRNGAIAAGVFGA 

LFIGYCIYFDRKRLK*PQLKDAE 

AVQKFFLEEI* LAGEEILAKGVD 

HLTNPSAFFG/QPNHFPLQMDSF 

GPFLRFQA 


19142 


49510 


A 


19251 


164 | 


420 




1 At /il 

19143 


iinc 1 1 

495 1 1 


A 


19252 


1 


329 


STHTTYWEGCRTTSAGLLRKH 
EPGEEAF/FYHST\SKKPGIAGLI 
K VN VQF VRMMKRS I P W A E LNP 
YHQAHKATGGPLKNMVLFTRQ 
RLSIQPLTQEEFDF VLSLEE K E P 


19144 


49512 


B 


19253 


39 


368 




19145 i 


49513 


A 


19254 


1014 


1290 




19146 


49514 


A 


19255 


122 


680 


LARITRIVRTKVPCSVTMSRPRK 
RLAGTSGSDKGLSGKRTKTENS 
GE A L AK VEDSNPQKTS ATKNC 
LKNLSSHWLMKSEPESRLEKG 

VDVK'F^f Pni TAAAI^nTTPU/n 
V U V rwrolCUL 1 f\\l/\r*\{ I 1LWU 

GVRNYQAS/RNFLRAMKLGEE\ 
AFFYP*QLAKKPGIAGLMKIVK 
EAYPDHTQF*EK\NPHYDPSSKE 
DNPKWSMKSLILF 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino ncid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19147 


49515 


A 


19256 


2 


1005 


RJSTSTLCPKPKKLIAPPGRAGL 

ASMGLNEEQKEFQKVAFDFAA 

REMAPNMAEWDQKDRKADGK 

GGAVTQEVQAQLLVKHGQKL 

VSRFQLSSFSYVDSVRTTQSKQ 

EHLQTDKGLSGKRTKTENSGE 

ALAKVEDSNPQKTSATKNCLK 

NLSSHWLM KSEPESRLEKG VD 

VKFSIEDLK\AQPQ\QTTCW\EG 

VRNYAQARNFLRAMKLGEEYAF 

F YH\SNCK\EPG IAGLM Kl VK\E A 

\YPDHTQFEKKQPPPL*PPS*QR 

GTTPKWPHGWMV/QVWFGMM 

KRFHSPLAE\LKS\HHQAHKA\S 

GG PLXKNM V LFTRXQRLS AQPLT 

\QEEFDFVLS\LEEKEPS 


19148 


49516 


A 


19257 


3 


727 


VRLQFLTPTLRAARTMAAPPQL 

RALLVVVNALLRKRRYHAALA 

VLKGFRNGAVYGAKIRGPSRR 

WVMTFLFREWAASREKLWAIL 

Q\ATYIHSW\NL\ARFVFHLTRV 

FRCPAVPYITRARTYPVAHAFPG 

AGLSFGG1L\VFGRKQ*TFNSQI\ 

NMYLLSTRPCLP*SR\LAVRRK 

GLHP*NPRWDPFP/VCLTAVVW 

GLVLWLFEYHRSTLQPSLQSSM 

TYLYEDSNVWHDISDFLVYNK 

SRPSN 


19149 


49517 


A 


19258 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYI1NLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHS\DPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADLSEGVQV 

PSVPIQQFPTDDWSTQPATE1MW 

SAAPTAQATEWKMQQQSTILE 

AESSPHQTPNLPAPWSRTSQPPE 



2396 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19150 


49518 


A 


19259 


1 


1309 


GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMKEEDVL 

KFLA A\GTH LGGTQFLLSRG HG 

YFYKGKS/DGLSFJINPKRAREE\ 

LLLPARQIVPHKTPS\DVSVISSG 

NTGQVCGTVRA/VCLKFAAAT 

GVATPM AGRVFTPGTFH *PRSKA 

AF\REPR\LLVVT*PPGADPPALS 

RSASYVNLPYHLRCGNTADSXQL 

RYVDIAIPCNNKGVAHSVGLMW 

WMLARGSFCAMRGTIVSREHPW 

\E VM PDL YF YRDPEEIEKEEQA 

AA*E/RQVTKEEFQGEWTAPAP 

EFXTATQPEVADWSEGVQGAPL 

\/DVC A TDDTrnU/CCHD A R/fCTVlI/C 

Vri oAlrr 1 tUWoo^rAIVlbUWo 

AAPTAQATEWCSRTSLRQNPSD 
TELKKEGLYSARSISKTHVSKT 
ELPNQGTKKCSRTSHRQNPSVT 
ELKKEGLYLARSIGKTHISKTEL 


19151 


49519 


A 


19260 


965 


2495 


A FTTRSTFSTN YVRSLGSVQAPS 

YGARPRQAARPASYAGAGGSG 

SRISVSRSTSFRGGXMGSGGLAT 

GTSPGVMAGMGVGIQNEKETM 

QS\LN DRLNAS YLGQE * RSLEDR 

RTRJCLG RAKFREHFG RKKGPQ 

V\RDW\SH\YFKII\EDLEGFRFFR 

KILVGQCPASVSARFDNAPSLL 

LD*F*EFKY*GQSWPMCPVLLE 

N DIPLG S AK V IXDDTN YHTDLQL 

\ETEIRGSSRRELLFQ*RRNHEE\ 

EVKGLQAQIASSG\LTVE\VD\AP 

KSQDLAKMMADIRVAQYDXELA 

RKEPEFCEA*TKYWSSADLREST 

TVGHPHKSA*GWKLAEDDASQ 

KLRRTAVQSLEDRPWTSMRKSE 

RP ALEN SP* G E VE A PLRPLQD W 

SQLQTGIPACHLWSQELGTRHR 

AQRGQRPGPQGV*GPLLNHQG 

^1 PAFICH1 TRPP<\WKIfiFDFN 

L\GDS\LDERNSMQTIQKTTTPP 

G*VGLGKVVS*DQLTPKVLKAL 

SQQEAVVPFWGSRRP1KSFRVQ 

KKKKEKESF 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19152 


49520 


A 


19261 


387 


1125 


CCRPCATPYALRSPLR*PACPPP 

RWRPSSMPTSRPPVSPAASPTC 

GTCMLSPXCPPAEHLLHLPHAQP 

QDPALLQPCHPAPPLRPRALHA 

AHHVG WP A PHQPLLPPP VLCPC 

GGAGRGGG*RCPWRGPSSSSPG 

PTLIAGQDPGAAQP*TWPQ/PTL 

TSVSATASPKAPXLPLAAAVPGA 

PAEGCCPLLRQALPAGQLPPGG 

RRATSAVPPAVPGD/PPAQPTM 

PGSMSCWALAPARPCPPGRCW 

AWRS 


19153 


49521 


A 


19262 


3 


1097 


RGNSRLRYSHEDELQLPRLPEL 

FGNCRQLLEEVEVAT\DPAGFR\ 

1VQEK\VFKG\LDLLE\RAAEML\ 

SQSTLFGRJECRFWKDLSPTHLIT 

FWGP\AFQGALTM\KQVNPSKR 

LRSFCSGAREHFI\NYLT\QCH\C 

YH VGQSFEL\PKT\NfNNS A EN H 

TANSSMAYPSLVAM\ASQRQA 

KIQRYKQKKELEHRLSAMKSA 

VESGQADDERVRGYYLLHLQR 

WWDISLEEIESIDQEIKILRERDS 

SREASTSNXSSRQERPPVKPFHS 

HFGTWLHSQSTFGAGYSKGWP 

TYGR* VSWYE\QHRKLWSTYP 

DQGNMPRAAPEG1SEKAAQQQ 

EDQEEKEEEDDEPNNFHRARE 

W\DDWK\DTHP\RG\YGNRQNM 


19154 


49522 


A 


19263 


2 


262 




19155 


49523 


A 


19264 


3 


1062 


G RTAEN P A RA VSSPNFY A H RKT 

EVLFPCLTQPLARGPKKHLK\R 

V A APKH\WM LDICLTRVFAPRXP 

STG\PHKLR\ECLSRJIF\LRNRLK 

\YAL\TGDEVKKI\CMQR\FIK\ID 

GQGSELDINLPLLGFMGCPSAF 

DKTGEEN FVRLDLI DTQG V RFC 

WYIRI*PPWRKAKLQVWCQK* 

GKILCGPTKRESPSSGLTH*CPA 

PHPAYPPIPPHPR*NGYPIPD*I*E 

DLAKFNLISIQSSEHW*TLCMGD 

LEGA*P*GRNWVLITPTERGHP 

G 1 FLTVGSR* KDANGQQAFGHF 

GLFQHFLVIGKGNKTHGISL\PR 

GKGIRLHHLLEERDKRLAVAKQ 

SQWGEMGSLGVDIVQIFWYRN 


19156 


49524 


A 


19265 


62 


298 





2398 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


19J57 


49525 


A 


19266 


1 


555 


MAWQMMQLLLLALVTAAGSA 

QPRSARARTDLLNVCMNAKHH 

KTQPSPEDELYGQ/SP/WMCKG 

SCRKTKSWNI/HRKSKCEVGLA/ 

WEACSVSAGTGRGPGCGRWV 

GAPQGP/CPRKCSSG*PTW/VQR 

SQNMEEMAVVNQSWRKERILN 

VPLCKEDCERWWEDCRTSYTC 

KSNWHKGWNWTSAPSAVCDP 

LL 


19158 


49526 


A 


19267 


216 


974 


MDMAWQMMQLLLLALVTAA 

GSAQPR\SARA\RTDLLNVCMM 

AKHHKTQPSPEDE\LYGQCSP\ 

WKK\N A CCT A S\TSQEL H K DTS 

RLYNFNW\DHCG*KWNPTCK\R 

PLYPQDSCL\YECLTPTLGPW\IR 

QFNQSWRKERFLNVXPLCKEDC 

ERWWEDCRTSYTCKSNWHKG 

WNWTS\GINKGRPGAF*STFES 

YFPTPAALCEGLWSHSFKVSNY 

SRGSGRCIQMWFDSAQGNPNE 

E V AKF Y A A AMN AG A PS RG I IDS 


19159 


49527 


A 


19268 


345 


2138 


QRLTATSSWTTMAKNRRDRNS 

WGGFSEKTYEWSSEEEEPVKK 

AGPVQVL1VKDDHSFELDETAL 

NRJLLSEAVRDKEVVAVSVAG 

AFRKGKSFLMDFMLRYMYNQE 

SVDWVGDYNEPLTGFSWRGGS 

ERETTGIQIWSEIFLINKPDGKK 

VAVLLMDTQGTFDSQSTLRDS 

ATVFALRHNDPAS1QVYNLSQN 

VQ\EDDLQ\HLQLFT\EYGQDW 

AMGGKHFLEAIFRSLDYFFVRD 

WXSFPYEFSYGADGGAKFLEKR 

LKVSGNQHEELQNVRKHIHSCF 

TNISCFLLPHPGLKWATNPNFD 

GK\LKE1DDEFHQKL*KYLIPWA 

YFRSRG A * D I * RRSN G G LKJ\T\C 

RGLVEYFKAY1KIYQGEELPHP 

KSMLQATAEANNLAAVATAK 

DTYTMKKMEEICGGDKPFLAPN 

DLQTKHLAT*GRNLWKLFRGV 

KKMGGEEFSRRYLQQLESEIDE 

LY\TN1SSHNDSK\NTFPCSSYPQ 

PTLFCSHPLITYV1AGVTGFIGL 

IJilAoLwJNlVllIVltjL, J LI 1 lwC I WAY 

I RYSGEYRELG AVIGPR WTQLC 
GTRE VQM R P WN KL YQCQQ AT 
PTDILYPSKPFPLHPKVGNLTEQ 
IQKRKKMVMPKF 



2399 



BNSDOCID: <WO 0175067A3_IA> 



WO 0 1/075067 



PCT/U SO 1/08631 



SKQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 J 7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19160 


49528 


A 


19269 


351 


509 


VVPLPLPPLDSWTCESWLRSHI 

LTGESENPDHKRI*PYTSDLPEG 

PGPWATD 


19161 


49529 


A 


19270 


781 


4324 


ESVREKVLCGLIQQTVTSVC/W 

SGTYIFAVLLVCVVFHSGAQEK 

NYTIREEIPENVLIGNLLKDLNL 

SLIPNKSLTTTMQFKLVYKTGD 

VPLIRIEEDTGEIFTTGARIDREK 

LCAGIPRDEHCFYEVEVA1LPDE 

IFRLVK1RFL1EDINDNAPLFPAT 

VINISIPENSA1NSKYTLPAAVDP 

DVG 1NG VQN YELIKSQN 1FGLD 

VIETPGGDKMPQLIVQKELDRE 

EKDTYVMKVKVEDGGFPQRSS 


19162 


49530 


A 


19271 


~> 
j> 


644 


FRSLPRRCLPRWQPSSFLGHHG 

PPFRPPCEAPK1VKKENPRKFIR 

APSQTGY\AKLSVNW\RKTPEAI 

DN\RVR\RRF\KGQILMP\NIGYG 

SNKK\TKHM\LPSGFRKFLV\HN 

VKEPEIAADVATNLTVPRSLTM 

FPPRNRKAIRGKGACPIGPFRSS 

PNP1ARVAQLK£N*VRQLMCN 

KSYCAEIAHNVSSKNRKA1VER 

AAQLA1RVTNPNARAQ 


19163 


49531 


B 


19272 


27 


161 




19164 


49532 


A 


19273 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDCVIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19165 


49533 


A 


19274 


482 


832 


RWLATHYLTVKLSLLPNLAVT 
CQP1CREQNITSN ESTDC* VI VTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19166 


49534 


A 


19275 


121 


201 


SMYMDEN*RLELITL*FSSMYM 
DHSLL 


19167 


49535 


B 


19276 


1 


1147 




19168 


49536 


A 


19277 


305 


442 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARJHGSFADAE 


19169 


49537 


A 


19278 


133 


527 


GFLERPR1L1KVTLSIKQKSTSIF 

VGGQFSKFRFLTVLAWKCLSQP 

CF*A*TPASQHVS*SIRAISSM1S 

KRSELLVRLWRRPSP*AGLFKS 

RKVSSICIRFE*ILTSCLGVRJST 

GKLVARTHGSFADAE 


19170 


49538 


A 


19279 


531 


669 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 



2400 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



> 

PCT/US01/08631 



SEQ ID 

NO: 


SEQ lt> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs; 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=t)nkno» n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1917! 


49539 


A 


19280 


80 


428 


RWLATPYLTVKJLSLLPNLAVTC 

QPKREQNITSN ESTDC * V 1 VTST 

KSDSLYTVGMLALSVRA1RCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


19172 


49540 


A 


19281 


10 


426 




19173 


49541 


A 


19282 


1 


900 




19174 


49542 


A 


19283 


314 


451 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKJLVARTHGSFADAE 


19175 


49543 


A 


19284 


1 


1139 


MWG1GSRTPIYNK1LVYSSPEVS 

CEKPKYVKSQTSTHTGFESHKR 

Y1FYLRLVGKNLHVSAMGLGK 

SQERRKKALKSQPQQPADSFPS 

LPTVEGLTTSGEVAAGFWLSGE 

ALSSC*LLSASVHLLLACLGMG 

KCSCSGFWLYF 


19176 


49544 


A 


19285 


1 


864 




19177 


49545 


A 


19286 


306 


444 


AGLFKSRKVSSICIRFE* 1LTSCL 
GVRISTGKLVARTHGSFADAE 


19178 


49546 


A 


19287 


189 


1089 


HHTAHCQ*CWL*S/DHGINPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPISCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEPWVLATNLPVEIRTPKQLVN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLLIALML 

QLTC WL A G V H A QKQG WDK H F 

QANTVRNRNGSLLTNWPSVPP 

TI KEEEN SEEEL A A ATTSKEQEP 

IGTDLDAVRTPEPLEEFPKREDQ 

EG S PPETS LP YK W V VE A ANLLI 

PAVGSSLSEALDLIES 


19179 


49547 


A 


19288 


1 


549 




19180 


49548 


A 


19289 


80 


430 


RWLATPYLTVKJLSLLPNLAVTC 

QPKREQNITSNESTDC* VIVTST 

KSDSLYTVGMLALSVRAIRCPL 

YLLTGLISVSKNGLWYCELQSH 

YTVVLLLFMRKRSRFQSNVQR 

KLMTNF 


19181 


49549 


A 


19290 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQN ITSNESTDC * V I VTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19182 


49550 


A 


19291 


773 


1015 


AGLFKSRKVSSICIRFE* ILTSCL 
GVRISTGKLVARTHGSFADASF 
STDLYHGTLKPASLTMSGVVLL 
GRMLARSARNWS 



2401 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


[Viet 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


19183 


49551 


B 


19292 


1 


1488 




19184 


49552 


A 


19293 


2 


133 


YAQTDDNRRNLILNGTPLRRVK 
VLVFDIEYP**KVYGYNSTLA 


19185 


49553 


B I 


19294 


I 


879 




19186 


49554 


A 


19295 


80 


428 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*V1VTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19187 


49555 


B 


19296 


1 


1575 




17IOO 


49556 


c 


19297 


\ 


2187 




191 89 

17 1 0 7 


49557 


A 


19298 


473 


613 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRJSTGKLVARIHGSFADADT 


1 9190 
i y i y\j 


49558 


A 


19299 


410 


547 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARJHGSFADAE 


19191 


49559 


A 


19300 


876 


1005 




19192 


49560 


A 


19301 


167 


263 


KLIEAIWSS*FITGSSLRHNERLG 
ASTSSGEY 


19193 


49561 


A 


19302 


258 


396 


AGLFKSRKVSSICIRFE*1LTSCL 
GVRJSTGKLVARTHGSFADAE 


1Q IQ4 


49SrV> 


c 


19303 




1641 




19195 


49563 


A 


19304 


1221 


1327 


ALHPRNRHLHKERLGCIPVAC* 
LYLFGQYDAHCTC 


19196 


49564 


C 


19305 


I 


1353 




19197 


49565 


B 


19306 


1 


2047 




19198 


49566 


A 


19307 


80 


429 


RWLATHYLTVKLSLLPNLAVT 

CQPKREQNITSNESTDC*VIVTS 

TKSDSLYTVGMLALSVRAIRCP 

LYLLTGLIFVSKNDLWYCELQS 

HYTVVLLLFMRKRSRFQSNVQ 

RKLMTNF 



2402 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19199 


49567 


A 


19308 


i 


2597 


MAMFMLLAAALLSTFLTNDVA 

LYTVVPLTITLKRLCEIPYTSfRLII 

FEGAGSQRWFATDANWQPAK 

YSYLGTFWSFVCRIYCPNGTAG 

WRNDADAPAPVLAMQYHTGV 

QTPEWKPRLVWSCLGLY1VFLT 

ALEFKQELWGLVIVAAGFALL 

ARRVVLSVDWTLLLVFMAMFI 

DVHLLTQLPALQGVLGNVISNV 

PSTILLLNYVPPSLLLVWAVNV 

GGFGFLTCRH ARIAA PADLKDG 

LAVHEKRETRSLTEKTGKMLLP 

KLGVGSRECGGNVKEVGIRAIE 

EFG P YK IN G DK E I MRRM DDLLQ 

GFDAQHRMKLPAQPTSLATKS 

ARRVRYPLFCPSIFNGFFEEFIFH 

RFLAEQALEFFNLLHGGSKFRG 

RNNLFSGGDSSRKNQRSTRTHC 

HHPSPKiYSASAKEPWVLATNL 

PVEIRTPKQLVNIYSKRMQIEET 

FRDLKSPAYGLGLRHSRTSSSE 

RFDIMLLIALMLQLTCWLAGV 

HAQKQGWDKUFQANTVRNRN 

CKMATLKEKLIAPVAEEEATVP 

NNKITVVGVGQVGMACAISILG 

KS R A MEH TT AG A P YTPRQQTC 

QCNMMSLADELALVDVLEDKJL 

IS f IT K A K A HI AUPCI T7I r\TDI/ f\/ A 

KOfcMMIJLVjri(ji>j^r Lv^ I rK.1 V A 

DKDYSVTANSKIVVVTAGVRQ 

QEGESRLNLVQRNVNVFKFIIP 

QIVKYSPDCU\IVVSNPRDI\LTY 

GTWKLSGLPKHRVIGSGCNLDS 


19200 


49568 


A 


19309 


435 


777 


RWLATHYLTVKLSLLPNLAVT 

TKSDSLYTVGMLALSVRAIRCP 
CRLVDWADIPEQKQLMVLRAS 
V A LHG RS VTL YEKA FPAFRAM 
FKRSS 



BNSDOCID: <WO 0175067A3_IA> 



2403 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of fust 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19201 


49569 


A 


19310 


69 


1270 


LCLLRHDCYRGLQSLLLILCKM 

ATLKEKLIAPVAE\DEA\TVPNN 

K1T\VVGV\GQVGMA\CAISIPGK 

VSWPDELVALVGCFWEDKLKG 

GNDGSFQHGELIFFQTP*NCGQ 

DKGLFL*PANS*RFVSW*LAGS 

PVQPRRGR1RLQSWVPEKWLM 

VFQIPLFLKJVQVQSLICIIIGGFN 

PQLDILTY VTAWETKVG LPKHR 

V\1GSGCN\LDS\ARFRYLMAEK 

TWHFIPSSC\HGWNFGGNMGDS 

SV\AVWNGV\NVAGVSL\QEL\N 

PENGNLTNDrCLKlWKEGA*IW 

WLKSA\YEVI\KLKGYPQLGA1 

WI*VLAESYWNPMLKKSYPR1\ 

H PGCPTNG* RQG MYGHWRME 

SPSLEPSLCIPQCPRGLNPAVIQP 

RSLKDDEVASASRKSARIPLWD 

NPEWTLKRPLT 


19202 


49570 


A 


19311 


52 


406 


HVEAAGSR*CAAPAGALLRFLG 

TPSFEDVSIPEKPKLRF1ERAPLV 

PK V RREPKTLSD I RG PSTEATEF 

TEGNFAILALGGGYLHWGHFE 

MMRLTINRSMVDPKNMFAIWR 

VPAPFQAH 


19203 


49571 


A 


19312 


1 


783 




19204 


49572 


A ! 


19313 


15 


397 


LLAEWTMGHTPVGGFRGAISL 

D A AP* EQGTM L VSWLCDLFL V 

LRILVGKTVSSFCNIFIERVNGDG 

KHENIPMSSPPRSWFPSEKRFTN 

RRKTSSHLQNLVLGAVSLRQH 

WRGGVPRNLTRAPAGAAH 


19205 


49573 


B 


19314 


127 


181 




19206 


49574 


A 


19315 


242 


1067 


CAAPCGCPCQIPGALLPASAGV 

KTLLPVPSFEDVSIPEKPKA*DL 

LERAPTCAQK*RREP*KFKVTIR 

GP\SH*KPTEFYRKAIFAILGIGV 

VGYLHWG\HF*K*WRLTIQPAL 

WTPRT WF A I WR\ V PA PFKP I TRK 

SVGASHGGEAKGAI*HYLTP\V 

KAGRLVWEMGGRCEFARSAK 

VSLTQVALRSCPFASKRL*ACG 

TPREGCEQDQEERERQQPRTPW 

TI*AE*PTAQHGWAYGKVPEPH 

MTLTPQGEILGARFYMPKTCVV 

SVGDILYIGY 


19207 


49575 


A 


19316 


1 


520 





2404 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19208 


49576 


A 


19317 


104 


763 


SAAADGPDRLRRRPPANLRARP 

VLAPASATASARRACSPPHPQT 

MSESKASCPEYASFFAVMGASA 

A\M VFSALG A A YGTAKASGTG 1 

AAMSVMRPEQIMKSI1PVVM\A 

GIIAMLRPGWVAVLIANSLNDD 

ISLYKSXFLQLGAGLSVGLSGLA 

QPAFA\1GFVG\DAGVR\GTAMH 

AADIFRGA*FLILIF\AEVLRL\Y 

GLIV\AL1LFHKVDLFRAHQPTE 


19209 


49577 


A 


19321 


36 


164 




19210 


49578 


A 


19322 


190 


743 


NDRGKEGSLSTVPSIRNTDSGH 

LAPRRKPQLLKPSLNTSFPKAR 

KIHKGEHEVASAGGNPPAPILP 

KVPP*FNIHRRGPPWPDHVRFG 

SLF\NTLFL\NW\CCLGVSLAFRL 

LP*KSRDTGKMGLGDVEPGAQ 

ALCLPPPKCLNI\WALILG\IL\MT 

IGFIULLVFGSVDSLTILWFQI1Q 

GKTGGY 


19211 


49579 


A 


19323 


2 


257 




19212 


49580 


A 


19324 


1 


1227 


MGRARKSGLGQRSRPTASRSEA 

AVQPGVRKARGAGNWRVGLQ 

TGEAAPSPHRDLRDTPDPRPWL 

ARTHRMTTTLVSATIFDLSEVL 

CKGNKMLNYSAPSAGGCLLDR 

KAVGTPAGGGFPRRHSVTLPSS 

KFHQNQLLSSLKGEPAPALSSR 

DSRFRDRSFSEGGERLLPTQKQ 

PGGGQVNSSRYKTAELCRPFEE 

NGACKYGDKCQFAHGIHELARR 

LTLHTKD*TELCRTFHTIGFCPY 

GPRCHFIHNAEERRALAGARDL 

SADRPRLQHSFSFAGFPSAAAT 

AAATGLLDSPTSITPPPMLSADD 

LLGSPTLPDGTNNPFAFSSQELA 

SLFAPSMGLPGGGS PTTFLFRP 

MSESPHMFDSPPSPQDSLSDXQE 

GYLSSSSSSHSGSDSPTLDNSRR 

LPIFSRLSISDD 


19213 


49581 


A 


19325 


204 


456 




19214 


49582 


A 


19326 


1 


323 


IVEYHGPGVDSISCTGMATICN 
MGAEIGATTSVFPYTvIHRMKKY 
LSKTGREDIANLADEFKNDHLVP 
DPGCHYDQL1E1NLSEMV*PDM 

1 r> A DD 1 A Ur\/T\/\/\/\/rTCl IS 

LrArRLAnuV 1 VVVVOurLlv 


19215 


49583 


A 


19327 


2 


131 




19216 


49584 


C 


19328 


2 


283 




19217 


49585 


A 


19329 


1 


206 




19218 


49586 


B 


19330 


217 


435 





2405 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=f>ossiblc nucleotide insertion) 


19219 


49587 


A 


19331 


1 


565 


PWE*SPKGIGVSCGPLSGWS/SP 

KD/V ILKVQ/G 1 LRFKGGTVQI V 

ESTGLG*TPFSCTGMRQFCNMG 

AEIGATTSVXFPYNHRMKKYLS 

KTGREDIANLADEFKDHLVPDP 

GCHYDQLIElNLSELKPHrNGPF 

TPDLAHPVAEVGKVAEKEGWP 

LDIRVDALACQSLAFGAAWVQ 

CGCEEHGAWSQMAWA 


19220 


49588 


A 


19332 


117 


2603 


GQHCLLPWGVFPFLKKALGV\R 

Q*\HVASVLCQRAR\VAMSHFE 

PNEYIHYDLLEKN TNIVRKRLNR 

PLATLSEVKIVYGHLDDPASQEIE 

RGKSYLRLRPNDRVAMQDATA 

Q\MAMLQF1SSGLSKVAVP\ST1 

HCDHLK\EPQVGGEKDL\RRAK 

DINQEVYNFLATAGAKYGVGF 

WKPGSGIIHQIILENYCVPWLSF 

* LGPDFHTPNGGGVLGG l\CIGSC 

GWPNAWEWNGLGIPWEVLKCPV 

QVIGVKLTGSLSGWSSPKDV1L 

KVAGILTVKGGTGAIVEYHGPG 

VDSISCTGMATICNMGAEIGAT 

TSVFPYNHRMKKYLSKTG RE\D 

IANLA\DEFKVHLVP\DPG\CHY 

EPTELKINLSEIAKPHIQWGPFTP 

DRGSPCWQEVGKVGREGKGW 

PL\DIRGGS*LVACTNFKLWKIW 

GRSAA\VAKQALAHG\LKCKSQ 

F\TITPGFPRQI\RATFE\RDGYAQ 

ILRDLGG\1VL\ANACGPCIGQW 

D\RKDI\KMGEKNTI\VTSYNRN 

FTGRNXDPNPETHAFVTSPEIVT 

ALA I AGTLKJANPETD*PDG AR 

MGKICFQAWRFPD\AD*VFPKG 

EF*PRGRDTYQHPPK\DSSG\QH 

VGT*APRSQRLQLLDPFDKWD 

GKDLEDLQILIKVKGKCTTDHIS 

AAGPWLK\FRGHLDNIPN/NHLL 

IGAFNI ENGKANS VG\N A VTQEF 

G PA P* QL A R\ Y YQETL A S RLG W 


19221 


49589 


B 


19333 


1 


131 I 





2406 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19222 


49590 


A 


19334 


2 


1390 


PRVRPRVRARPTKMSALGSLSL 

PSVLWGQLF\AVDSGNDVTDIA 

DD\GCPKPPEIAHGYV\EHSVRY 

QCKNYYKLRTEGDGVYTL/NTI 

EKQWIKLRLFGD\KLP*IVEADD 

GCPKPPEIAHGYVEHSVRYQCK 

NYYKLRTEGDGVYTLNNEKQ 

WINKAVGDKLPECEAVCGXKPK 

NP\ANPV\QRDPGVGHL\DCQRS 

FFPWARLKDGFPHH*SSTHQGP 

RWIQLNQWLA*PRLKNLLSLN 

H\SENCQQRKDICPYF*HFMWG 

KKQLVGD*GRLFLQP*LTPRVD 

IGLI\KLQTEGCSC*LRRVMPICL 

PSKGLWQK*GRVGLCFLAGGR 

NAQF*NLLTHLKVCPCCPVA*P 

KTQCHICAIYERPSNKSPRKRKN 

TRJCKPL*GVQAPILK*NTPFLCL 

AMS*RYPKERHPAYG/QNAGAS 

ALCPFHRPLEEDTPGMPTG IL\S 

FDKS\CAVA\EYGVYV\KVTSIQ\ 

DWVQKTIA 


19223 


49591 


A 


19335 


65 


665 


GVRGFWAGTMASRAGPRAAG 

TDGSDFQHRERVAMHYQMSVT 

LKYEIKKLIYVHLVIWAAAWLL 

R*AVGHPEALV/DMIRWPCPIQ 

WE/YPVFC*AFLPSLLGPSFPFPR 

NNIRLTWVL/YHESSMGIFFSIG 

S I HFIGQHGDV P WLHSSF YRHG 

KAYRFLFGFSAVSIMYLVLVLA 

VQVHAW\SLYYSKKLLDSWVH 

QHTGEEA 


19224 


49592 


A 


19336 


65 


665 


GVRGFWAGTMASRAGPRAAG 
TDGSDFQHRERVAMHYQMSVT 
LKYEIKKLI YVHL VI WAA A WLL 
R* A VG HPEAL V/DMIR WPCP1Q 
WE/YPVFC*AFLPSLLGPSFPFPR 
NTsIIRLTWVI /YHFS^MniFF^in 

SIHFIGQHGDVPWLHSSFYRHG 
KAYRFLFGFSAVSIMYLVLVLA 
VQVHAW\SLYYSKKLLDSWVH 
QHTGEEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuvvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


19225 


49593 


A 


19337 


71 


1265 


RCSKSLRMSTFFSDTAWICLAV 

PTVLCRTV FCTYKKSSGQL WS 

WMVCLAGLCAVCLLILSPFWG 

LILFS£SCFLMHTYLSGQELLPV 

DQKAVLPTGGDCGLDHALSKY 

LDELGFTVFAGVLNENGPGAEE 

LRRTCSPRLSVLQMDITKPVQIK 

DNAYSKVAAMLHDRGLWAAIN 

NAGVLGFP\TDGELLLMTDYQR 

CMVVNFFGTVEVTKTFLPLLR* 

SKGRLVN VTSMGGGAPMERLA 

SYGSSKAAVTMFSSVMRLELSK 

WGIKVASIQP/GEGFLTNIAGTS 

DKW\EKL\EKDILGPPPPLRVQE 

DYGQDYILAQRNFLLLINSLAS 

KDFSPVLR\DI\QQAILAKSPFAY 

YTPGKGAYLWICLAHYLPIG1Y 

DYFAKRHFGQDKPMPRALRMP 

NYKXKAT 


19226 


49594 


A 


19338 


1 


861 




19227 


49595 


A 


19339 


248 


930 


DVHQLGNMAVIHSHLWEGLQE 

KFLKGEPKVLGVVQILTALMSL 

SMGITMMCMASNTYGK*PLFP 

C1SGYT1WGSVMFIISGSLSIAAG 

I*>ATKGLVRGSLGMNITSSVLA 

ASGILINTFSLAFYYYSITPYCNY 

YGQPPN*LSMGTMSHLKGVW 

MGMVLLLSVLEFCIAVSLSAFG 

M*SALLVPPGGGCVNSAITFFT 

WAETASSTTLNEGLRGTQRFNR 

QMLPEIYA 


19228 


49596 


A 


19340 


167 


1164 


RNLRLPSSALAGVAPSHREPRV 

RTISQTDRRKDA/PDPARRDRVE 

LAPAYTSPPRCSANVGTSTRRL 

RALCPARVRAPLRLPPPASSPLG 

SEEQRRKVPAAARMRPRAGAG 

RSTLPWLPAT/WPGLPSLPLYL* 

ICGGNNSY*R*RKGEQFE*RNSS 

*DYRYLPSSPASPNV\RERQPNE 

NGPDDFCEKDRPERPSPLDTSPL 

LDPPAVSDIAGKMSDEFSLADA 

LPEHSPAKTSASYPDHMVLPTD 

PAAAGPLGPWGSMSSGPWVPG 

MGGQYPTPNMPYPSPGPYPVPP 

PPQASGAAPPVPWGTVPLGAW 

GPPAPYPAPTGSYPTPGLYPTPS 

NPF 
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SEQID * 

NO: ( 

f 


>EQ ID NO: 
>f peptide 
equence 


Met I 
tiod i 
i 


SKQ ID NO: 
n USSN 
)9/540\217 


Nucleotide I 
ocation of first < 
codon for peptide < 
sequence 


Nucleotide location of last , 
rodon for last amino acid 
jf peptide sequence 


\mino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
Jcletion, V=possible nucleotide insertion) 


19229 * 


49597 


A 


19341 


2 


716 


SDPSPLLDPTAVSDIAGKMSDE 

FSLADALPEHSPAKTSAVSNTK 

PGQPPQGWPGSNPWNNPSAPSS 

VPSGLPPSATPSTVPFGPAPTGM 

YPSVPPTGPPPGPPAPFPPSGPSC 

PPPGGPYPAPTVPGPGPTGPYPT 

PNMPFPELPRPYGAPTDPAAAG 

PLGPWGSMSSGPWAPGMGGQ 

YPTPNMPYPSPGPYPAPPPPQAP 

GAST/ILFHGAPFPPGAWGPPAP 

YPAPTGSYPTPGTLS*FPPGAW 

GPPAPYPAPTGSYPTPGTLS 






R 




54 


178 




19231 


49599 


A 


19343 


3 


249 


RHKGSPSPHQTQEPSWLHPVDP 
ALGPQVELPASLVLCARTPQPL 
GGR* DWV/PGTPAG PQESRAAP 
VPASAPPSTPRGRGGRI 


19232 


49600 


A 


19344 


2 


504 


WAPV RPEPPRRAPPPAPQRPVP 

STTQGLRSAGA/PAPGLAGSYP 

CSPGYVNAPIDSLYLATFMGIR 

VKRPPNR/PLCEQ*SFYHLGAGE 

*PGKSRVPIPQFQSP\GDPTVRV 

V\PRR* S V PPTSC ATPRS WCCSD 

TVPGHPLGSPEQLPQPGPAAELP 

GGVVPRSTPPCPAL 


19233 


49601 


A 


19345 


3 


335 




19234 


49602 


A 


19346 


2 


447 


CACTPQPLGGRWDWAPWSRG 

RRSSGRLRLHRNPRRRGKAQA 

WRAAVPRPAPREGS*GPGRPAA 

PSAGPPSPRPPGTPAGPQAPRAA 

PVPA\PRLPPHLPAS*GSGLRPSP 

AQKGA PTVQ/P VG * RA PQVPPK 

WEPRQRRRRERARAVRTA 


19235 


49603 


A 


19347 


108 


729 


QHAGSPQSPRLLSAPPLPGLPL 

WWHLRSPSAPPLHCGSPFLGWP 

RLEPTPSACREVWRERHKWEP 

G/PACGACGPAGVPGGRG/PWW 

APHSEHPASPAGPG/PMGNLAP 

GPVAAEGVLSPPAVPAHRRCAR 

FLAG P* L/PFPRGRA WDLQPAM 

PEPPT\PPWAPV/PAEPP*RAPPP 

APQRPVPSVPPKGAQDWQAAPP 

AAPVRDPLGEASWAPE \ 
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SEQ ID 

NO: 


SEQ IO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19236 


49604 


A 


19348 


1 


816 


MWESLTLSRDFLNGFDQNADS 

GIDNKVQVEVASDEDEELVGN 

WNKERENPFSGEKLKPAAEICIS 

YKEPNANHQDNGENVARACQ 

RPLQHPLPSQAQRPRRKQRFPG 

PGSGPTWDLVPC1PGAP/RLD*K 

GPRKPKSWYSEGQRYESPSFGIP 

LGSDLF\PTNALLLKPYKLPPSR 

PRDYCGRAAFPRGRVRDLQPA 

MPEPPT\PPWAPVRPEPPR*APPP 

AP/PAPSPIDHPRAEECEHTAQD 

WQAAPPAAPVRDPLGEASWAP 

ESGGDVESLYV 


19237 


49605 


B 


19349 


4 


669 




19238 


49606 


B 


19350 


1 


930 




19239 


49607 


A 


19351 


170 


444 




19240 


49608 


B 


19352 


1 


1122 




19241 


49609 


A 


19353 


1628 


3591 


KGLRLKLCSFVQLRFSIRNFRLG 

ILTYWKKEFEIVGWPRLEPTPL 

ACREVWRERREREPGLRAALA 

GQLEFRVGVGLAGPSLGAAGQ 

PCWPRV1RDLAPGPVAAEGVLG 

PPAVPAHRRCAGFLTEP*LPSRG 

AGLGTCSPPCLSLPPTPWAPVRP 

KPPQRAPPPAP/PAPSPIDHPRAE 

ECERRAHDWQTAPPAALVPDP 

LGEASWAPESGISDEY1TPMFSF 

YKS1GELKMTQEEYALLTAIV1L 

SPA WATER HP VFKKRERKKPSN 

CLEGVIKAAAELAVGLPWNLG 

KFHTG DGTS AG LQG 1 A PNS VG P 

GQPAPEWMWGWERLLTDQDK 

TQGSAFSCTATFQDAQKQLLQ 

ARFIHLSGLWEQQDGLWLSNW 

LSLKGQIGGPALTEPLRLSVNR 

GTWPPKLRDARRRSAGRADRR 

APTGRVLPGSPGAGPQTTPPPY 

DWSLRNRRRPAATDPEAQAAA 

AAAAVGQGRVGPAQIEPSCRPA 

GRSDPPAPGPEAEVCWVSRLRE 

PVRSAFAWLRQSRALIGSWGR 

QGDVAPAFTC PPN A ERG ATGV 

RGGWGCWCGRAQLGRRDPAA 

TRPALNPERYQSPKSMQGLERP 

HVRNWGIELETLRDAFRPQPSV 

WRTARGEAGKRKGRLVECLGS 

QRKVLEGVLLYAVTRGSFPNLF 


19242 


49610 


B 


19354 


1 


412 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


19243 ! 


49611 


A 


19355 


951 


1453 


FQTQE PS WLH L V DPTPG LQ V EL 
PASPVPCAHIPQPLGGRWDWVP 
WSRGWCSSGRLGPHRSPWSGW 

cA^AW^AAurcrLrlvluK^VK.r 

GEKSSAVPVGQPG/SGHSVHPP 
QPLARVLSPPLPGASRAGRLLR 
VWGPPSPRPPGTPAGPQARHTA 
PVPARASPSTPPCKLR 


19244 


49612 


A 


19356 


111 


658 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRPEPPQGAPPPAP/PAPSPID 
HPRAEECERTARDWQAAPPAA 
LVRDPLGEASWAPESGGEPTPS 
OFO VAOoOb 1 H 1 HAL I HAL I H 

A UTD A CDT D| DOD0 17 D I DDOI CDD 

AH 1 KAbr*JLKLrirrl^KrLrrrL5>rr 
/PPAPLLPSKPFSLSTDR1SSKSR 
QQKVPFGPRDPEPRGVRAGSW 
NRTTH 


19245 


49613 


B 


19357 


1 


552 




19246 


49614 


A 


19358 


1299 


1813 


AHFPRAGTGAACSACWPAGVP 
GGRGLGGPRTRSSRPCWPRAK 
GDL APGPA A AEG V LGPA A VPA 

T_¥T> D /*"* A D T?T A D* T DVUP API f~^"~V 

HKKLAKrLAOr LrinuAuLvj 1 
CSPPCLSLPPTP/SGSCAPEPPRR 
APPPAPRHPVPSTTQGPPWETC 
LLSIYGNAMNDERAWSLEGFW 
VLKPSDSWMTSLSERTISFF 


19247 


49615 


A 


19359 


380 


905 


WIPH WGCRWSCLP V LRRALA F 

LSPWVVDGTGRRGVGSGAGRG 

GSGRTGAHGVGGRLRHGGLQV 

OCD A DDCPC*fiD A DXTO A C\\ Dr/^D 

ALLGDSVHPPQPLAQVLSPP\FP 
GPAGLAGCSECRGPPSPRPPGTP 
AGPQAPHAAPVPARASPSTPPL 
VHLTNDVLRVKVKWAFFFTLH 


19248 


49616 


A 


19360 


1 


1052 


MGLAERCPLNHLTLTVSSVKCS 

FLLAHILSVAGACYGVLRGAPH 

TFPGITCPGCSQENNPIKKWAE 

DLNRHLIQEDTQMANKHLKDA 

PHRYIIRELQVKPTMRYCHAPT 

GVAHIQSTNTPNAGEDVEHQEL 

TFIADGSPVTTRGHMDLVQTSL 

SRTLGVRSTGSWSACAEFSHGY 

CLAKRLLQLLKHGNGNSNSGG 

NAECITRHCQKPLTGILSFILAL 

NKVKNTRPFDRCHSEGSEKEPS 

FfX/TPPR P. PF VTMOP^PYM POPfi 
r v i v^i r\.rvi i_» v iiv^r or • ivi r v^r vj 

KSSTHLSVVQLRALEVGEPQAF 
PPVE/PEGPAGLRHPLWL*V*GQ 
GSGP/SSPPCLSLPPTPWAPVWP 
EPPRRAPPPAPQRPVPVRPPKG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19249 


49617 


A 


19361 


417 


1092 


KWCSKRTAFSFSLQGGVEGEA 

RAGTRAACGACGPAGVAGRRG 

LGGPPHSGQPASPAGPG/PVRDL 

APGPVAAEGVLGPPAVP/APPA 

LCSIS/PPGCSCLPAG/PRLRTCSP 

PCLSLPPPPWAPVRPKPPR*ATP 

PAPRRPVPST/NPRAEECGRTAR 

DWQAAPPAAPVRDPLGEASWA 

PESGGDVEN^ YVQLRDCKYTN 

QHPVSSSGFVNAPISTLYLVNL 

VGTWRIFMSS 


19250 


49618 


B 


19362 


817 


1596 




19251 


49619 


A 


19363 


350 


644 




19252 


49620 


A 


19364 


60 


1362 


SRVEPRVRSASQDSRSRDNGPD 

G\MEPEGVIESNWNEIADS\FDD 

MNLSESL\LRGIYAYGFEKPSA1 

QQRAILPCIKGYDVIA\QPQSGT\ 

GKTATFAISILQ\QIELDLK\ATQ 

GLGS*APT/RENLAQQ1Q\KVVM 

ALG\DYMG\AS\CHACIRGAPTC 

VAEVQKL\QMEAPHHVGYPLG 

RVF\DMLYR\RYL\SPKYIKMFV 

LDEA\DEM\LSRGFKGQIYGHIQ 

KAQAAPPRVVLLSATMPFDWL 

EVTKKFMRGPH/IRILVRKEELT 

L\EGIRQ\FYI\NVEREEW\RLDTL 

CDL YETPDPSPQ A SHLPSTTRRX 

KVDWPHPRRMHALRFPWESAQ 

HEDMAQKERR/DVIMKEFRLAS 

SRV\LITRDLLA\RG 1 DVXQQVSL 

SHQLNY/SFPTTRENYMHRMGR 

GGRFGVRKG V PINMLTE/EKTKR 

NLEDI ETF\YNTSI\EEM PLNVA 


19253 


49621 


A 


19365 


91 1 


1278 


NCGIVISKHLVFTLA*MMCHFL 

ASLQRKGILFCRSASV*AHSH/DP 

SFHMKIYNAGW\GHRT*HPAGG 

FA G PPP WG S V WG LA A RTREN A 

PRPALPLPRPAPSGLAHGADGD 

SNTEKIQSRDNRKG 


19254 


49622 


A 


19366 


26 


743 


ETS A DMA PS V P A A E\PE Y PKG I R 

A VL LGPPG AGKGTQ APRL A EN 

FCVCHLATGDMLRAMVASGSE 

LGKKLKATMDAGKLVSDEMV 

VEL1EKNLETPLCKNGFLLDGFP 

RTVRHAEMLDDLM\EKRKE1CL\ 

DSVDLNFSIPDSLLIRR1TGRLIH 

PKSGRSYHEEFNPPKEPMKDDI 

TGEPLIRRSDDNEKALKIRLQA 

YHTQTTPL1EYYRKRGIHSAIDA 

SQTPDVVFASILAAFS1CATS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19255 


49623 


A 


19367 


40 


1002 


VASGTRTELQDRRFRDTSGDM 

FPSVPP* EPEYTKGIRTVLLWPP 

GAGKGTQ/SGETEV*MACSLGY 

1ASNLQSLHLNDSKAPALSAAIY 

CPRHPNWAENFCVCHLATGDM 

WRVAMVASG/SSELGKKLEGNL 

WDGWGNWVE*WKWVSWSSF 

GEGILENPLVAKNGFLLADGFPS 

GPVKARQKNSPMDLMGEGGKE 

KLDFC* FEFS1P\DSLL\I RRNHKE 

Gl TPPPKK WAGSYPRRFFHPI P 

KEPP*KMNITGGNPLIRRSR**M 
KRPLKIRPASPTHTQT\TPL1E\Y 
YRKRGIHSTIXDASQTPDVVFASl 
LAAFSKATCKJDLVMFI 


19256 


49624 


A 


19368 


793 


1152 


SGRKRRGCGGQSVKQAPALTP 

TiPPAPVFPlPFAPA ArAPHHPnO 
vjr rAi v i i 1 1 vz.r\r rv/\\^/A.r nn r Uy 

GNRRKPlSJFPPVPPTVPK'TA^rP/ 

FPT PPPPm DR + PPPri-IPWHT-IT F 

F<sFT HFVTF^FNKTFPKRI V^<skT 
roi LiL/l v i r or j i is. i r rjvivjL v oorv 

MLPLKVGH 


19257 


49625 


A 


19369 


1 


873 




19258 


49626 


B 


19371 


1 


322 




19259 


49627 


B 


19372 


64 


2250 




19260 


49628 


A 


19373 


20 


368 


CEARGGSGHGGRAERAGVCGG 

PAFl I PKn^^FFOR HYVFYI AV 
GNVRI KFYFKAI ^YVRHI I HT 
EPQKNQAKELERLIDKAMKKD 
GLVGM/AIVGGM/ALGVAGLA 
GLIGLAVSKSKS 


19261 


49629 


A 


19374 


3 


492 




19262 


49630 


A 


19375 


62 


570 


GSRGQWPSEAVLNELVSVEDL 

LKFEKKFQSEKAAGSVSKSTQF 

EYAWCL\VRSKYNDDI\RKGIVL 

L\EELL\PKGSK\EE\QRGFTSFYL 

ARGGGTTRLQGITEKALKLRSA 

G LL A AQEPQEQPRPKETGNG L 1 

DKA/L*KKDGLRGAWPIVGGM 

ALGVLAGTCRSSSDFAVFQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19263 


49631 


A 


19376 


i 


944 


MACHLQAGSPGNLVVYFQSKP 

EGLRTREPMMSVPVQVKGPST 

RKLMMSEDPLTLGN WHELRVS 

RTAKNGILQVDKQKIVEGMAE 

LQQVVGKNMDSGVGPVVHGG 

GLTRTGYLLNPESLQQKAFERR 

Q1QGCDEKLACVGKQTLGTWP 

LSESPSLTRLYCRRQLTQGSLR 

MSLNNAGVPGQTAPDQRSGEG 

VAAPAGPGEEVGREEGEGAAA 

GICRQCPCQQGSLCVDTSRPRLP 

KSQAQIPSSSRSSPSSSEQQRGQ 

LPSVREHVEGGQGEERAPHCD 

GGGRVLLASGLAWLGTENIMD 

LASSPKDDWGVAVPSRGCERPS 

TFTLVLVPSP1VRRRACSGQPISP 

GGGQETHGADTSHLTNP* ICLL 

SKAFCCRDSGLSK*PVLVRPPPC 

\PQA LPQSPCS YLLL A VALPFPP 

LSSAYPPVRFHSLLCEIHEARAS 


19264 


49632 


A 


19377 


1177 


1603 


WVSSFSSSSFSSFPPPPPPPPPPPP 

PPSFLPPPPPPP/PPI*DRARRCQQ 

TS1PLNKLLNINKLLLLLLSPRPD 

DREKFTPQPQSARQREPIKGTA 

SRRGEGPICPTLSLYFLHVFLCF 

SCLSSQIHIY1LRLSTVLVLTKNS 


19265 


49633 


A 


19378 


1 


896 


FPFSLLPPPKMPKG KKAKGKK V 

APAPAF\VRKQDAQE*WLNPL\F 

KKRP*DFR\IGQ\DIQPQKRPPPL 

L* K WPR\Y 1 RLQRXQRA IL YKARL 

KWPSAITPVSPRALDPANQLLS 

LLKL\AHKYRPRDKAQRSKQR\ 

LLA\RAEKKAA\GKGDRPNQRD 

PPVLRARS*HPSPTLVEEQEKLS 

WVVIA\HDVD\SIELGLSFLA\AL 

CRKNGGSPYCIIKGKGQDLGRX 

LVHRKJDLAPLVAFTQ\VN\SED 

KRRFWLKLVGSYQGPNYNDRY 

RYDE1RRHWGGNVLGPKSVARI 

AKLEKAKAKVELATKLG 


19266 


49634 


A 


19379 


3 


491 


AKEALDWEEGHQ*DQRL*SRN 

SQLG1CGGLRGFRGDRAASVFS 

R*AEKESVRQL*ARVPGALGVA 

ARANKHQRRWREGDSTQTATN 

TVDRRATRGRPMEWRATRVAD 

EEDGDRRRGDNRPQARTFRPRT 

SVRRAAGTNNSEGRRPTNAGT 

NGGRGVD1YTVN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19267 


49635 


A 


19380 


1 


1501 


MRRSTPGVLPAAVGGARVRRA 

VGLSGTGAEAGRAGAMVE1CEE 

AGGGISEEEAAQYDRQIRLWGL 

EAQKRCHRMKEALSTAPFTDK 

ETHPKVSLAQVTRSSASVMVY 

GAFEVIGQRQSSAAKPRRSQSE 

S LG PE FQG L W E WLPA SQHIMRS 

LKKQDGMGQGYRVSLEWEVG 

QL1FLEEKVTP\EDPGAQFL1RT\ 

G S VGRN RA\EA S\LERAQNFNP 

MV/DMLKVDTED1EKKPESFFT 

QFDAVCLTCCSRDVIVKIVDQIC 

HKNSIKFFTXGDVFGYHGYTFA 

NLGEHEFVEEKTKVAKVSQGV 

EDGPDTKRAKLDSSETTMVKN 

KVF\FCPVKE\ALDGWILDACDE 

MQMAALKRTTSDYILLQVLLK 

F/RVTDKGRDPSS\DTYE\EDSEL 

i f nT\n\in\/i f\ci picdhi t nene 
L L V 1 \^ N 1J V L L 0 1 o r ULL r b 

VRYCF\SEMAPVCAVVGGILAQ 
E1VKALSSAGTLP/PTTNFFFFR 
WA*KGEWGLWECLGPQVNSG 
FGQPQRCQLQHAHLYSLFPFFM 


19268 


49636 


A 


19381 


2 


411 


PGTSQGVFSPHRLGGAVRSPCP 
PPQDSRQASAGGAESQVLKQRG 

rrut T utKbrVotAWr^NRMO 

r.pnuoc a r. a u/crn*i , TDi«n \s 
Ur^nKLAuAWbub K 1 rlWLK 

QERCNRPGLLVTAELAAPAPRP 

DGMAPGCGGIRCTPGRPRRLLH 

SGPPSP 


19269 


49637 


A ! 


19382 


165 


309 




19270 


49638 


A 


19383 


1 


825 


LATQPEGAGRVPSIHPQGGPEA 
ALQDLRTLMGSSRLHSGKESIG 
HNSSAGSSSQGPHHPRRKTAIL 
EKGGKQPHRMLPFSPGLGSSPE 
P AN AG SPDT WLCPP/A A ARVL * 
NPVKPRKGRSEPRSGWASQLPG 
GDSRLPLRPGTSQGVFSP/APAG 
♦AG KLVLG VLSLSLKQRGFPG E 

U^Ivor V o^/\ W r V<f IN rVlVlVJ^Iv 1 or 

GPSPTSPTAAGE*GSRPRRRKPG 
RVQGLQRDGPTLTQEDALTAA 
KRCPLPVTSVPQTPETSTGAAA 
PGSQPVGAPPSR 


19271 


49639 


A 


19384 


1 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


19272 


49640 


A 


19385 


381 


1653 


QRPRSGTFTMGRKSLYLLI VGIL 

IAYYIYTPLPDNVEEPWRMMWI 

NAHLKTIQMLATFVELLGLHHF 

MDSFKVVGSFXDEVPPTSDENV 

TVTETK\FNNILV\RVYVPK\RKS 

*STKEGGLFYIPCGGWRRGSYS 

LIVYDLPSSWTVEVRPGSSLVSN 

HLXRLAT* FVHFPLQLG EL YDA L 

R*FLRKKVLAKYGCEP*GESGIS 

G\DSAGRGI*LSAV\TQQLL\DDP 

\DVQDPNFKIQS*IYPALSASWM 

*VLPSYQGKFKFSYFYSKSLQ\C 

RFWSE YFTTDRSLEVKAM LSRQ\ 

HVP\VESSHLFKFINWSS\LLP*E 

GLLKGHWYNNXPNYGSSVELAK 

KYPGVFLDVRAAPLLADDNKLR 

G LP\LT Y V I TCQ YDLLRDDG LM 

YVTRLRNTGVSG*LNN\HVEG\ 

GFHGAFXSFLGLKISHRJLINQYIE 


19273 


49641 


A 


19386 


3 


667 


DAWADAWVPVSSEVAYLFGG 

CHTCGGLPVAHPMMPRGSRSR 

TSRMAP\PASRAP\QMRAAPRPA 

QVG\QPPAAAPPSAVG\SSAAAP 

RQP\GLMAQMATTAAGVAVGS 

AVGHTLGHAITVGAFSGRK* LPE 

PARP*HHFNQEASG/TPPAQHSK 

QQRHPHLQQPCPVYEIQTVFWE 

FCPGTRGDIQAL/CEGFNEWLK 

Q\CRL\ANGFGPNEEVSTFGRD 

WKFSSHNLS 


19274 


49642 


A 


19387 


81 


1257 


RHQSDQTVPRLSRPHVQSQKSS 

MAAAAKPNNLSLVVHGPGDLR 

LENYPIPEPGPNEWLLRMHSVG 

ICGSDVHNYWEYLS/RFGNFIVK 

KPMVLGHEASGTVXEKVGSSVK 

AP'NQGDRVAIEPGCSPEEN* W 

NSC\KMG\RYNLSPS1FFCATPPD 

DGN LCRF YKHN A A FCYKLPDN 

VTFEEGALIEPLSVGIHACRRGG 

VTLG\H KVLVCG S WAN RG WVT 

LLVAKAMGAAQVVVTDLSATR 

LSKAKEIGADLVLQISKESPQEI 

ARKVEGLLGCKPEVT1ECTGAE 

ASI\Q\AGIYATRSGGTLVLVGL 

GSEMTTVPLL\HAAIREV\DIKG 

VFRY\CNTWASGGFSMLCVPKS 

V\NVK\PLVTHRVSSWRKVLEA 

FETFKKGLGLKIMLKCDPSDQN 


19275 


49643 


A 


19388 


2 


431 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19276 


49644 


A 


19389 


2 


326 


ARCiSTRI MF^RVOHI *PTRk'Pl 

1 * V L«V^C VV LvLyCL L/IL1VI 1V1 L V V 11 

MPRFRJEDGFSLKEQLQDMGLV 

DLFSPEKSKLPGIVAEGRDDLY 

VSDAFHKAFLEVNEEGSEAAAS 


19277 


49645 


A 


19390 


2 


368 




19278 


49646 


A 


19391 


1 


2123 


MAQFSIVGMCLGLFNQSPTDGS 

GVQLFVIMNQVMAANLAETHA 

ALCPTLSSGTSARFRGKNQFSG 

GLPQITLSPLAQPCGRLAAMYS 

NVIGTVTSGKSLPSTSPLVPLLL 

SGF A PLFLKG LQN WTQTTQEG 

KSPSAAPASSQPQACPTDHVRE 

SALGACLSLPGEDGKIQKVYLL 

SLLLIGFWDCVTCHGSPVDICT 

AKPRDIPMNPMCIYRSPEKKAT 

EDEGSEQKIPEATNRRVWELSK 

ANSRFATTFYQHLADSKNDND 

NIFLSPLSISTAFAMTKLGACND 

TLQQLMEVFKFDTI SEKTSDQIH 

FFFAKLNCRLYRKANKSSKLVS 

ANRLFGDKSLTFNETYQDISEL 

VYGAKLQPLDFKENAEQSRAAI 

NKWVSNKTEGRITDVIPSEAINE 

LT VL VL VNTI YFK VLRM ALERP 

QGLPLALQLTPFFFKWRDRSPE 

RANGLPKATQGLWKSKFSPEN 

TRKELFYKADGESCSASMMYQ 

EGKFRYRRVAEGTQVLELPFKG 

DDITMVLILPKPEKSLAKVEKE 

LTPEVLQEWLDELEEMMLVVH 

MPRFRI\EDGFS\LKEQLQDMGL 

VDLFSPEKSKLPGIVAEGRDDL 

Y VSD A FHKA FLE VN E EG SEA A 

ASTA V VI AGRSLNPN RVTFKAN 

RPFLVFIREVPLNTIIFMGRVAN 

PCVNLSEALAVLVVNLTTLMK 

RTHGESLDFMERKRRPAESILL 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19279 


49647 


A 


19392 


9 


1630 


PA LCPTLSSGTS A RFRG KNQFS 

GGLPQITLSPLAQPCGRLAAMY 

SNVIGTVTSGKRKVYLLSLLLD 

SFGDCVTCHG\SPVDICTAfCPRD 

IPMNPMNCIYRSPEKJCATEDEGS 

EQKIPEATNTNRRVWVELSKANF 

PLLLTTFLFSTWADSKD*H*LTF 

FCSPLSIFQGFLLWTKVXGACND 

TLQQLMEVFKJADTIS\EKTF*SR 

SHFFFA\KLN\CRL\YRKANKSSK 

LVSANRLFGDKSLTFNETYQXDI 

SELVYGAKLQAPGTSRENAEQN 

SR\A A IN K WNVSN KTEG RI H RCS 

FPSGRPFNELTVLGGGFNTIYFQ 

GACWKXSKFSPENTRKELFYKA 

DG\ESC\SASMDVTREGKFRYSG 

AWLEGT/QVLVVCPFKGDDITV 

MVLILPKP*EGAWAKVEK\ELT 

PE VL A KSG WD* F WREM ML V V 

HMPRF\RI\EDGLQV*REQPAKN 

MGPLSD\LFSP\RKSPQTPPGIVA 

EGXRDDPPMSSDAIPIRHFLEVN 

EEGSEAACKYPLL*LPGRS\LNP 

NRVTFQGQQAFPWVFIREVPLX 

NT1YLHGAELANPCV 


19280 


49648 


A 


19393 


3 


737 




19281 


49649 


A 


19394 


1 


705 




19282 


49650 


A 


19395 


2 


757 




19283 


49651 


A 


19396 


1 


1764 




19284 


49652 


A 


19397 


1 


710 


MAWALLLLTLLTQDTGSWAQS 

ALTQPASVSGSPGQSITISCTGT 

NNDVGSYNLVSWYQQHPGKA 

PK1MIYEVSKRPSGVSNRFSGSK 

SGNTASLTISGLQAEDEADYYC 

CSYTSSRPDWVFGGGTKLTVL 

GQPKAAPSVTLFPPSSEELQAN 

1CATLVCLISDFYPGAVTVAWK 

ADSSP V KAG VETTTPSKQSNNK 

YAASSYLSLTPEQV/KSHRSYSC 

QVTHEGSTVEKTVAPAECS 


19285 


49653 


A 


19398 


1 


679 




19286 


49654 


A 


19399 


1 


743 




19287 


49655 


A 


19400 


2 


736 




19288 


49656 


A 


19401 


2 


718 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19289 


49657 


A 


19402 


1 


711 


MAWALLFLTLLTQGTGSWAQS 

ALTQPASVSGSPGQSITISCTGSS 

SDVGGYNYVSWYQQHPGKAP 

KJLIHYEGSKRPSRVYDRFSGSM 

SANTASLTISGLQADDEADYYC 

CSFAGSSALRJFGSGTRVIVJGQ 

TT VP I KHFY PP. A VTV A W A n 
uor v ivavjwc 1 I IV j o IS. V<f O IN lN rv T 

AASSYLSLTPEQWKSHKSYSCQ 
VTHEGSTVEKTVAPTECS 


19290 


49658 


A 


19403 


3 


720 




19291 


49659 


B 


19404 


1 


711 




19292 


49660 


A 


19405 


105 


858 


RRQDSGQSPAWPAGALLLTLLT 

HCAVPGSWVAQSVLTQPPSASG 

TPGQRVTISCSGSSSNIG1NDVT 

WYQQVPGTAPKLLMYSDNHRP 

SGVPDRFSGSKSG\TSASLGPSV 

GLQSEDEADYYCGTWGLAA*M 

VFMSSAGGTTLTVTSQPKAAPS 

riF VPH A \/T\/ A \\f\S A nCCD\/l^ A r* 

WETTTPSKQSNNKYAASSYLSL 

TPEQW\KSHRSYSCQVTHEGST 

VEKTVAPTECS 


19293 


49661 


B 


19406 


63 


756 




19294 


49662 


A 


19407 


1 


757 


MAWTPLLLLFLSHCTGSLSQAV 

LTQPSSLSASPGTSASLTCTLRS 

DINVGSPFIYWYQQKPGSPPQF 

LLRYKSDSDNQQGSGVPSRFSG 

SKDASANAGILLISGLQAEDEA 

DYYCSSYVGTNNFGVLFGG\GT 

\KLTRP*GQPKACPPRVTL/FPHP 

peep A^KPNK' A\TI VPI MQFIFI P 
roCDrt.oivriN]W\\ ilv LAI our L,i 

GKP*QLPWKAA*QPPSLAGVET 
PPHPPTRSNNKYAASSYLASLTP 
EQWKSHRSYSCXQVTHEGSTVE 
KTVAPTECS 


19295 


49663 


A 


19408 


1 


224 


YISLPAGVLSLACCTLYG1SWQF 
DPCCKYQVEYDAYKL*RLPLH 
TLTCSRPTRDNRVFRSPHSVRQ 
QSLGRCLA 
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seq in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19296 


49664 


A i 


19409 


235 


955 


ESTVQVSVFCHRVPARTSSQTA 

LPVLLGLLGFTVSGPLNLPEPSV 

IVGNGELVGPQTCLHCGMEIYN 

G\ENAQ\DQF*VTELGAGP*EGP 

VTSYIVIEVPTRIGDETARWITVG 

NCLHKTAVLAGTALLLHPGLR 

CTLRFIPHHISPAPLGVLASLACC 

NL\YGIS\WQVFEPFACK*QVEVR 

TPNKLSRLPLHTLTLLPPRVVLV 

RKDDLH\RKRL\H1MPIGTGPPLV 

YCVKAKJYELYAVMIFK 


19297 


49665 


A 


19410 


1 


764 


MRLGIGFACPWKGLADEFDLKI 

EKQRNQGRLLGFKLQHLVPFTE 

MEKMGGDRQKHRTAPRQAER 

RRSGRVSFQPPLQPLDVTLLPG 

ATREGNCPRASRGRRPSPISHCQ 

ETQGPEGRSDCT1 RG VLSSI PAA 

RPLRKGSGFPTVCEKRPEQGQQ 

PA LG P/ A G PA A VP A PA A SRTQ W 

GSRCPCGAGARRGYWRGLLGL 

CNLISPLDPGSPGSGRWGSAGA 

LSRPADSCPPWWPRAGA*RRG 

AAAEAGNSPSRCGASRPAEEQS 

G AFAGPLPSSPSQ* RA PG AEV 


19298 


49666 


A 


1941 1 


209 


536 


TRSSCVTLVC*LAMVSLRVARP 

HGVPGTMFGKRKKRVEISAPSN 

F/EHRVHTGFDQHEQKFTGLPR 

QWQSLIEE/SARRPKPLVDPACI 

TSIQPGAPKEVCSPRASGTRSR 


19299 


49667 


A 


19412 


124 


1983 




19300 


49668 


A 


19413 


424 


1582 


PPWAAVHGDRPHRVPGTMFGK 

RK/KRVEISAPSNFEHRVH/TGF 

DQHEQKFTGLPRQW/QSLIEES 

ARRPICPLVDP/ACITSIQPGAPK 

WGETGSWPPF/RHLPEG*HGPP1 

PGCQREPQRVSHEQ/FRAALQL 

VVDPGDPRS/YLDNFIK1GEGST 

GIVCTPPSG1CLVAVKKM/DLRK 

QQRRELLFNERPWQCP*HP/RR* 

EAQVPLPVLQALSV/LHAQGVI 

HRDIKSDSIL/LTHD/GQVSKEVP 

RRKSLVGTPY/WMAPELISRLP 

YGPEVSPGWLGCPAVDSVRCH 

FQLQRWREMGPSLGSHCQNGA 

LDKEEGQRPSHTGSLQWGSLG 

VERTLRVNMYECVHACNSFYL 

VNKLFQKDSTQEASVTMVPDP 

DKDG KNRASQKRK A H SQG A RR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19301 


49669 


A 


19414 


488 


707 


TCGEGLSWTRPLPTASSLQV\H* 
SLSAGERPYLCDYPDCGKAFVQ 
SGQLKTHQRLHTGEKPFVCSEN 
GVNLVF 


19302 


49670 


A 


19415 


16 


454 


GPAGRCPADCSEEKEGPSA/GD 
SGRPPSCT*PWKGLP VMA I LPG 

F A PV PfiPPi WPFPn A nPi\PT \X/R 
^nr v ruru w rErL//\uu\rL W rv 

WGSPSPCA A ALHRP\SGTTPPG R 
ALSGPGLERAKQRSPRVSPAPR 
AAPHGHPTHCLPIPAGPRPAKD 
HPAYGPPASCHHHLAAS 


19303 


49671 


A 


19416 


166 


1191 


TAGSLVLAARGT*GPPPRARK* 

GPAGRCPADCSEEKEGPSAETP 

GTTPPGRALSGPGLERAKQRSP 

RVSPAPRAAPHGHPTHCLPI PA 

GPRPAKDHP\PTHQKPPPRTEGS 

TGGHCCGPP1FLIPNTSMLTVYP 

SGPVMPAGFTLSPSDTRPSLLN 

GQEV LRKMNG A VQ Y LSLCDY 1 1 

PTCQCLATTVLCSVSMSLTVFA 

VSYMVELLLLQNAQVHQLVLQ 

NWMLKALPPALQDPPHVPPRV 

PRAARTRLPAV 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID {NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19304 


49672 


A 


19417 


1 


2481 


MRSGDLKFGKSAAWPSGQKEK 

LVFRGKIEEGLEYLHKKKPSAN 

SQDNGKEASKAFHGPLQQPLLS 

QALGPDREEWFPGQAPWPHCC 

VHPQDTAGCIPVVPAPAMAQR 

CTG T A W VT ASE V A PSLDCFHI V 

LSQQVYRJHRPTSSLHPQYGKA 

TRHTTPAVSMRAAAGAEPCKA 

TGADWPKTLGAQPSHPCTMDV 

GQGFKKDDSGAALAPMAALM 

GWAG1ECLWLFHTEGVNCWP 

WDLGEKNGLLGQPRGPAAVCS 

LRTLLPASQQPQLLLRPWLKDA 

QVQLGSLLQRVQA IGLGGFYl V 

LSQF1DPSKASYPPWVKNSRHS 

TAAQPMRAAAGAEHCKATGA 

ELPKALGAQPSCPCVLDVGQGF 

KKNDFGAVGLNNWPAGFWNV 

MGTCKSRLCFVLLSGKKSSFRV 

EVLTQCLDSHTLETYQFYNREV 

AFEDVLESSQTGLVVQKPQTDR 

LTKRGRGEATRN LRGLVPSMP 

RSLLPSTAQPTAWKCQRGPSPY 

THQDMALIPSPTA RCLSPAKEP 

KQEEVGEKSLLPDPTLPLTDPR 

LTGSTEQAHAEGLAALMSALR 

VSHLQGRGGVVTLVDSQLGVI 

AVSSTQFNKGPSYRLLADVQN 

RLLPKYDSQKEAELRSWIKGFT 

GLSIRPDFQKGLKDGIILCTLVN 

KLQPGSVPKI>J\ASV*NWH*LEN 

LSNFLKAMVSYGN4/NPVDLFEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19305 


49673 


A 


19418 


1 


1299 


MHQEDLRAWYLDLGLPSHQNE 

TTDVSVVYERFSLTDATYPKQA 

KQWDFPFLRVSTAQPTAWKCQ 

RAPSP YTHQDTA L I PS PT A RW L 

SPEKEPKQGEVGEKSLLPDPTLP 

LTDPRLTGSTEQKKDLAAGPVG 

SALRRRPPAVSSTQFNKGPSYR 

LLADVQNRLLPKYDSQKEAEL 

RSW1KGFTGLSIRPDFQKGLKD 

GIILCTLVNKLQPGSVPKIMASV 

*NWH*LENLSNFLKAMVSYGM 

/NPVDLFEANDLFESGNN MQ V R 

VSLLALAGKAKTKGLRSGVDIR 

DKYSKKQNFDDTTMKASQCVI 

RLQITNKCASQSGMTAYGTRR 

HL YD PKN R I LPPMDN STI SLQM 

GTNKYASQVGMTAPGTQRHIY 

DTNLGIDKCENSSMSLKMGYT 

QVANHSGQVFGLGRQ1YEPKY 

QPGGPVAHGAPSAGNCPGPGE 


19306 


49674 


A 


19419 


135 


290 


HREEESKSSVFLNPRGVQGTGV 

GDHRMILGRGRAVLSKE*AAG 

PRGGRHES 


19307 


49675 


A 


19420 


92 


1058 


KG Q Y LN PNRG KG G PEPPFEPP V 

PPASRSDMAQNLKDLAGRLPA 

GPRGMGTALKXLLLGAGAVAY 

GVRESVFNVE\GGHRAI\FFNRI 

GG\VQQDTUL\AEGFHF\R1P\WF 

Q YPH/II YDI R A KTS KKSPPLQG S 

KDLQMWNISPAKCWSRPNAQE 

LS*ACTSRLGLGLTRER/RCLPSI 

VNEVLK/AVWVAKFNCLTA*FT 

QRAPGYSLLDSAGSLTERAKGL 

SSL1LADDVGQSQKLSFSPRSYT 

A\AVEAK\QVAQQEAQRVAQFL\ 

VEKAKQ\EQRQKI\LQGRG*GR 

GLPKMLGEA\LSKNP\GYIKTSQ 

RFEPAPEIILQRRIAHIHRNP 


19308 


49676 


A 


19421 


3 


861 


LDDSWEPVHPGCGDFICQWSEE 

SGLWSTAEVWRERRGREPGLC 

EG ARGTARV PGGRG PPHQSGQ 

PVPPAPGS*GA*\PGPAAVEGVP 

GPPAVPPASAALEFSRGFSCLPR 

CHLVVTKIGKQEDDVSIKRKNR 

PDYWPAPEPVAGCEGSDQEQV 

KPNATLEKHFLTEGTGPRSPSC 

LSWPPSGPHAAADPAMVPETPE 

PDRPQ LTKKFC E A R VM A VGTS 

NVLGQTLKPSRTGGTSWSWVF 

YLLTANRLPFDVKRKGGGPSS1 

KPRPHYDHRLLQDFKEQV1HHF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
n<>/^4fl *> 1 7 1 


Nucleotide 
location of first 

rrwlnn fnr n^ntiilt* 

^UvlV/ll IUI |/V|lllVJt 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19309 


49677 


A 


19422 


808 


923 




19310 


49678 


A 


19423 


1 


339 




1931 1 


49679 


A 


19424 


1 


621 




19312 


49680 


A 


19425 


3 


1836 


MAAVEAAAEPVTVVAAVGPK 

AKDEEEEEEEPLPPCEA/LRWAP 

VLWRGPAWATAFLEEATAEEP 

GAAPGSPPDSPDRTLRRLRAER 

RRLDS/SLLALSSDFAQVQFRLR 

QVVRGAPAEQQRLLRELEDFA 

LKG/IPDILGYEGPGDPASDEGD 

GLPGDRPRLRGEDQSEQEKQER 

LETQREKQKELILQLKTQLDDL 

ETFAYQEGSYDSLPQSVVLERQ 

RVIIDELIKKLDNfNLNEDISSLS 

TEELRQRVDAAVAQIVNPARV 

KEQLVEQLKTQIRDLEMFFNFIQ 

DEVGSPLQTGGGHCECKAGGK 

TGNGCSRTGSSRTPPGNSRTKA 

EDVTKVRKTGLHLMRRALAVL 

QIFAVYTRLVVPQARSLQPCGRG 

SRLTETTLPC*R/ELEASVDRVK 

QLALTAEPHDHVITSANLQDLS 

L*GKDELTMAVRK£LTVAVRD 

LLAHGLYASSPGMSLGMAT1A* 

LLPAFSSVPEAMHPRELFVKYY 

HAKNGRAYVESPARKLSQTFA 

LP VTGGTV VTPKQSLLTA I H MV 

LTEHDPFKRSADSELKALVCM 

ALNEHRLVCWMNLICKSGSLIE 

PHYQPWSYMAHTGFESALNLL 

SRLSSLKFSLPVDLAVRQLKNIK 


19313 


49681 


A 


19426 


366 


477 




19314 


49682 


A 


19427 




432 


WNSRDAGYEFDICFTSVHLYXAI 

RTLWTVLDAIDQMWLPVVRT 

WRLNERHYGGLTGLNKAETAA 

KHG\EAQVKIWRRSYDVPPPPM 

EPDHPFYSN1SKDRRYADLTED 

QLPSCESLKDTIARALPFWNEEl 

VPQJKEGKARVLIA 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


!9315 


49683 


A 


19428 


1 


890 


MRTRRTPRGEHSLSAFSSCVDK 

ISRVCKSFGLELENSIQTLWAER 

EQSICLVAAGHLVSSSGMRNW 

CHARRHAAYKQVLIRHGEVAW 

NLEN RFGG WYD ANLNPAG DEE 

AKRWEQALPDAGYEFDIC/FKR 

TIRTLWTVPDAIDQMWLPWMV 

SKDRRYADLTEDQLPSCNSLKD 

TLARALPFWNEEIVPQIKEGKW 

OL/rll_/L < vj/\JL V 1 r V tVUOL^lN LnuU 

VTTVSSLTPEERALEEPLNRPTN 
A/P*HQEG*CWESHQKPVPFQT 
LGCLCEFSRGASRRKQARVVFR 
ERSNLCRSISGGEGF 


19316 


49684 


A 


19429 


1 


443 


RALPFWNEEIIP\QIKEGKRVLIA 
VAHGNSSGAIVKHLEGLSEEAIM 

VI MI PTr,IPI\/VPl ni/MI I^DTI^O 

V LINL-Jr 1 Vjlr 1 V Y E.LUI\lNLK.r llvr 

MQFLGDEETVRKAMEAVAAL 
VC VL ESLP A LFHG SEM P LGP VQ 
VYLSLISESCSSCLTLPHGSSVH 
LSITVLNPFSISV 


19317 


49685 


A 


19430 


24 


1039 


AVLALLRGRRGGLLLRNLLIPV 

GAASPARRQWPPYKLVLGXRHG 

ESAWNLENRFSGWYDADLSPA 

GHEEAKRGGQALRDAGYEFDI 

CFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVVVRTWRLNERHYWG 

S*PGLN*KQKLAAKHGLRPRLK 

1\WRRSY\D\VPPPP\MEPDHPF\Y 

SNISKDRRYADLTE\DQLPSC\ES 

LKDTIARALPFWNEVEIVPQIKE 

GKARVLIAAHGNSLQGHCSRLL 

PfiT F\PP A IT-iriQI XTf DHT \/rni Ol 
CULr \tc./\IrlOoLNLrrlJL. V r rLol 

ELDKNFESLSSPMQFLGVDEETV 
RKAMEAVACPGQGPRSEGRRG 
RILSPGCTLPCPVFVPSSPSHLA 
HVTLDHICKTS 


19318 


49686 


A 


19431 


86 


431 


VYVSTMSLSCPASELAVRRQR 

w ooyr K^LJrlrrKj rL^rKJ V fc.{VlL 

LL*PTLDLQPVVPPAVAILSWKP 
SALTISSQIVTPGLKTRSFFTRKT 
FMK1WNHRQKYQKTMLVMFP 
RYPSL 


19319 


49687 


A 


19432 


599 


900 


NFLEKQYLTFLLFLEFPTFSLFF 
RHTEDHLMRSGCLKVCSISPLS/ 
PLPPSSSHVRHLTPSLPFAM1VS 
FLRAPQKLSR 


19320 


49688 


A 


19433 


210 


341 


HFRKIFTVFQLKLVEYNLLSGH 
STQQSHPGGTVLL*DLVCPVV 



2425 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19321 


49689 


A 


19434 


239 


464 


SPKGGPPNPSHGTKFHTRPCEE 
TTKQALCEEHGCLFHLGAGGLS 
PKRESAKGDKGGASVHVVCH1 
S*SPCS*LGP 


19322 


49690 


B 


19435 


1 


838 




19323 


49691 


c 


19436 


80 


443 




19324 


49692 


A 


19437 


1 


775 




19325 


49693 


A 


19438 


209 


469 




19326 


49694 


A 


19439 


304 


375 


NVGE*SERHPCYD*TPREVCPPS 

P i 


19327 


49695 


A 


19440 


879 


1188 




19328 


49696 


A 


19441 


615 


917 


ATWLFISPTTTTCQLSKTLLVPL 

NFLEKQYLTFLLFLEFPTFSLFF 

RHTEDHLMRSGCLKVCSISPLS/ 

PLPPSSSHVRHLTPSLPFAMIVS 

FLRAPQKLSR 


19329 


49697 


A 


19442 


674 


1554 


GQMASSSVSLQQGVPQAADPG 

WVTAGASLTRAWAAGVQGDG 

PGTESSISASSRRVLRLGMTRTL 

LWACVLL WVC1 LLLGLCPA VG 

PVSNSVGPVSYCGPVPYCGPYPA 

VGPCPAVGPVPCCGPYPS/VGP 

VPCCGPVSCCGPVSCCGAVSCC 

G P V S\S VG P V SC/VLG LC P A VG P 

VS\S*CGP*PAVGLCPAVGPVPC 

CGPYPS/VGPVPCCGPVSCCGPV 

SCCWACVLLLGLCPAVGPVS\S 

VGPVPCCGPVPCCGPVSCCGPV 

SWVGPVSCCGPVSCCGPVSCC 

DHSSHSLLLTFTML 


19330 


49698 


A 


19443 


4688 


4824 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19331 


49699 


A 


19444 


! 


2274 


MLKPLMGGGAHRRAAAGARK 

WDGTAUASTSGLEVLWVTTSR 

SKTVESVGLA1CPGQHNDARMN 

LAIALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDSVRKMDDKDAAAICQPSAG 

VHIVMPGYYSPESMGLLDPATS 

DGR V I FFLP WQKMT1 A G TTDTP 

TDVTH H PIPSEEDINF1 LNEVRN 

YLSCDV EVRRG DVLAA WSGIR 

PLVTDPKSADTQSISRNHVVDIS 

ESGLITIAGGKWTTYRSMAEDT 

INAAVKTHNLKAGPSRTVGLFL 

QGGKDWSPTLYIRLVQDYGLE 

SEVAQHLAATYGDKAFEVAKM 

ASVTGKRWP1VGVRLVSEFPY1 

EAEVKYGIKEYAC/DCCGYDFT 

SYSPGLS/EMSRQQRKPYPGLL 

N*/CGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEISLLPSDIDRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LM KTAEEN L DRRV P I P VDRSCG 

GL YFC VRN W WVLG LTDFKN E 

AADPSGVKLQTFTVSVTARKGS 

VDPKNSGAOLASPSGSRTGAA 

GGAACQSRALRLHSSALGWSM 

GLGAVEHGAVLIGEARAAQEP 

MEGVGGSGMAGCRSQVLPRG 


19332 


49700 i 


B 


19445 


439 


1542 




19333 


49701 


A 


19446 


2 


418 


CLSLPPTPWAPVRPEPPRR/CAT 
PCSTAPSPIDHPRAEECERTVQD 

WR A A PP A A PVR DPI FTYlkTIDfYF 
IHKYNTPGFTGCLSRVQFNQIAP 

ESNCGASPLTLSPMSSATDPWH 
LDHLDS 


19334 


49702 


A 


19447 


111 


215 


GTCWELE*RKGKPIFWGEIKAS 


19335 


49703 


A 


19448 


740 


959 


DLYPHHLSWQSRNAARKRKS* 
RGQRPIPAIS*GR\SQKQQQNVN 
TSTPSHCPRLPYECRPLLHGAQS 
HRPPKG 


19336 


49704 


B 


19449 


260 


508 
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S ICQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19337 


49705 


A 


19450 


1 1 


490 


RLSTSPPDSGAQLASRSGSHTG 

AAGGAACQSRTMRSHSSALGW 

SMGLGAPLQRH*INSSGGSWLV 

DKESFPVPSALNFSPLGRKSSPC 

SKVLYMPN PVSHSM I PSGSERS 

MDTNGSCWYLTCSLSAPGRRD 

TRIRKVFSQGRLLVLTLMISPSV 

GHSTA 


19338 


49706 


A 


19451 


42 


263 


SGVSPMSFNTFTSAPAFNRSWT 
TCLCPK* H ARCRG VQPrCLDLLL 
PLQLMSAITSFLAMVSNSCLTSS 
ALPFLA 


19339 


49707 


A 


19452 


662 


1564 


GSRICSFQTRSGHPECPQCHWT 

RQNHSSIQQPHKAAYTKKTTIH 

PPNRSNSCSSIWCKLQKLYMCG 

P*GRSFNFSANLHQPQKGHSGE 

RPF\EKNKGRAILLKSHRVHTQE 

MPFPCSKVGKGYLVSSGLFQH 

QAIHNEKPCRSAMYGDMFHTQ 

QGHFKCIDYGEAFSPKDTPGQH 

QIIHTGEKPYVCTECEKTCTRSS 

NL1QHKPKGLLSLLVLSPSTGN 

ALFSTLSQLTQLLLTFDVRSDA 

TFFRKGSGRHQLWLALPEDAR 

ARVTSVSGTRRRDHGGARGVV 

CLIHGCVPDTRSSPDVW 


19340 


49708 


A 


19453 


1 


1167 


MIREQKVKEVYICAGKKKSHM 

HLWFTNGEKYNRLGRKDRKMT 

HEGWLIKIPHFPGRKYKASGLH 

WEQMKHMGGRGKVHLEFTEM 

YVAGRRGEVKDEVLEPMSLTE 

VYIPTENDREVWRERRLRAPGL 

CAALEGQLEFRVGVGLAGSAL 

EAAGQPCWPRAGRARDLQPAM 

PEPPPASVGSCAARASLRSAAP 

CSTAPSPIGHPRAEECERTAQD 

WQAAPPAAPVRDPLGEASWAP 

ESVMWPPLDSRQSEEVSVSKRH 

MDATDKIKFPWLKEKRTIEFGE 

AAG YVCHRRYfCDMEPH EKMG 

EAAKKVHWVQMRSRARDLQP 

AMPEPPTHSKGSCAARASPT/T 

HHPLLHDAQSHRPPKGLRSAGT 

WRGTG RQLH LQPQCG IHWVKP 

AGLLSLL 


19341 


49709 


B 


19454 


118 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19342 


49710 


A 


19455 


26 


813 


LSHYLACSLRLPSGSR1RSAWLI 

PSIMLLNYTSPGLPRHRSKSENR 

LDDTARRSPGMAGPGCPPLPGG 

VPDVRAAYGAPTSAQRPRVGW 

PPGGRWPRGARGARSFLKKPFR 

GTPTQVRGAWQCPPPPLTV\EK 

* PWH PCGRFQGRRH E EKGGRE 

ERKEREESSCAGLRRGAHEHA 
QGQSLPGELPAPGDPHPGRCVG 
GQGRSRMGPCS*SLAQHPPVCT 
RGQREKQERRATNKJPVRGAPK 


19343 


4971 1 


A 


19456 


497 


756 


TWT K ^m^FPPA T FTI A k'TWP *P 
l W LPv,oUlorrr/\Lr 1 t/\I\.i Win. r 

KCPSMIDWIKKMW/HIYTMEY 
Y A A IE KDEFM YF AGT WMTLDT 
VILSKLSQEQKTKHRMFSLISGS 


19344 


49712 


A 


19457 


100 


819 


EWSSVRR1LVEKRALRRPHPQC 
LCFRMKTILSNQTVDHSQKNV 
DITLKGTPQ* SCKG PRGT\LR\RD 
FN\H I KCGTS ALLG KEQQRG FR 
VD\K W WGN RKGN WATRSG LF 
GSHVQDHDPRGVTTGASGY1CD 

PfiPVV A ^P^PHPTV V IPr.R 

1 1 I^^RMFT HXPTCVIPfVlPRX/f WTP 

V LLLo V oV^orCIS^lVIJSvLILC.\vJlN Ul\ 

pi vFkr pop a t inn\ a T v r\/k'7sjk r r:\ 
IRKFFGWVSMSLEKGTVQPGLI 


19345 


49713 


C 


19458 


395 


574 




19346 


49714 


A 


19459 


1 


1476 




19347 


49715 


A 


19460 


2 


323 




19348 


49716 


A 


19461 


539 


711 


HRPFPQDRKAGECLLHEYEDLV 
PIRDTLRLFPGGRYLPRAKHVA 
PSEPDPGWLVLG*FYC*FCHSP 
ALLSGFCLAVNVYRERSV 


19349 


49717 


A 


19462 


66 


2873 


SARTISYDYYQNWGRDGGPRSS 

GGGYGGGPAGGHGGNRGSGR 

GGGGGGGGRG/WQGPASRAPE 

RPRNRHVVREKTGAEEQGSWR 

GKREL/LVHMDERREEQIVQVL 

DSG QA ENG * RV RTTDFVRF APE 

DHGYGTEVSTKNTPCSENKL/G 

HPGKEVDKSRKKNV/SESGTDH 

I LTRDSE YLLQENEPDGTLDQK 

LLEDLQKKJCNDLRYIEMQELV 

NLIDNHQVTVISGETGCGKTAQ 

VTQFILDNYIERGKGSA ! 



2429 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


»Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19350 


49718 


A 


19463 


1 


21 12 


FRKTTRRLRKVKGRTAGCARF 

RKWLLRQHGLRTLGLICNHTSR 

MTRCRWSAESDSGDEEEEGP1V 

LGRRQKALGKNRSADFNPDFV 

FTEKEGTYDGSWALADVMSPL 

MKKRAATTLHEKIEICARKRRK 

TEDKEAKSGKLEKEKEAKEGSE 

PKEQEDLQENDEEGSEDEASET 

DYSSADEN1 LTKADTLKVKDRR 

EEEEERTGSRRIF*RC!S/ATMKT 

SSFQDMNLSRPLLKAITAMGFK 

QPTPIQKACIPVGLLGKDICAXC 

AAPGTGKTPPFALPVLERLIYIP 

SPGSSL/TRVLVLVPTRELGMQ 

VHSVTRQLAQFCN1TTCLAVGG 

LDVKSQEAALRAAPD1L1ATPG 

RJLIDHLHNCPSFHLSSIEVLILDE 

ADRMLDEYFEEQMKE1IRMCSH 

HRQTMLFSATMTDEVKDLASV 

SLKNPVRJFVNSNTDVAPFLRQ 

EVIRNRPNREGDREAIVAALLT 

RTFTDHVMLFTQTKKQAHRMH 

ILLGLVLGVQVGELHGNLSQTQ 

RLEALRRFKDEQIDILVATDVA 

ARGLDIEGVKTVINFTMPNTIK 

HYVHRVGRTARAGRAGRSVSL 

VGEDERKMLKEIVKAAKAPVK 

ARILPQDVILKFRDKIEKMEXKD 

VYAVLQLEAEEKEMQQSEAQI 

NTAKRLLEKGKEAVVQEPERS 

WTQTKEERKKEKIAKALQEFDL 

ALRGKKKRKKFMKDAKKKGE 


19351 


49719 


A 


19464 


354 


446 


RQHAH*ESSPLPNLTYPGTQILR 
KAAGTSA 


19352 


49720 


A 


19465 


42 


388 




19353 


49721 


A 


19466 


177 


497 




19354 


49722 


A 


19467 


271 


773 


TAMSSEEGKLFVGGLNFNTDE 

QALEDHFSSFGPISEVVVVKDR 

ETQRSRGFGFITFTNPEXHASSC 

Q*RSQ*TGEVSWNGVRQIPLLDH 

AGKSCSGEPRGRWALGPMGVG 

SQLILEVVGDQGWGSGRYYDS 

RPGGYGYGYGRSRDYNGRNQG 

\GYDRYSGGNYRDNYDN 


19355 


49723 


A 


19468 


2 


414 


GRVGPPRRAGGPRASAAGDPA 

RGGAAPKMSQTAMSETYDFLF 

KFLVIGNAGTGKSCLLHQFIEK 

K/WSVTRSYYRGAAGALLVYDI 

TS RETYN A LTN WLTDA RM LAS 

QNIVIILCGNKKDLDADREVTF 

LEASRFAQEN 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19356 


49724 


A 


19469 


397 


445 


GHRGAHRPRTLRSVVVRRAHR 
CSYSGI WD/TAG PDRFRSVTRSY 
H * GRPG ALL V YDIT A RET YN A L 

TNWI THARMI A^sfYNlVlII rr.W 

' i' vv i_, i L//A. JVJvl Oyl> 1 V 1 1 L«V^O IN 
NFI MFI FT<sAI TriPTsIVPP APVH 

CARKILNK1ESERMGSGIQYGD 
AALRQLRSPRRAQAPNAQECG 


19357 


49725 


A 


19470 


2 


559 




19358 


49726 


A 


19471 


1 


483 




19359 


49727 


A 


19472 


95 


352 


RK ATkTM ATI WA ^HTPkriPPPP 
ivjtv^v i rvlvi/-\ 1 1 w AOU I i rvv^r k^rlx 

ELLAQERRQTRTRYNQ*DQ*QE 
RRSRQRIMGVGCLHMLRSEKA 
PQQRSFAHCTPKSSRPSA RLT 


19360 


49728 


B 


19473 


247 


1364 




19361 


49729 


A 


19474 


422 


877 


CHTQTQ*QHTP*QPTPIDMAPTS 
HARMPFHTHFLTQILTLVSRSP 
uru/rnuuiv vri rvl rlrrAyr W kj 

PSTLPSSSFLGPPRPFPSPPVPGP 
GGENRKPFTSPP*A*\GFPGPPSG 
P*AGGEG/PPVVGRGATPSPPTP 
SPACGPLKCWWHLIKN 


19362 


49730 


A 


19475 


168 


522 


LALHPTRPLIPATDDEVXTVTED 
RT TTsI A PH*^nPVVM VP PP\ A prn P 

a ic a\t a xivKiin^i irwvr, a nr^t* 

r\ Ivrt IN V IN J\JoLlVw- IN VUAUUr 

CCQPAGGCTQPGGSCPLHCWL 

LPA*GRRKWEAKKEGFRGSFD* 

LTWGFGSF 


19363 


49731 


A 


19476 


1 


328 




19364 


49732 


A 


19477 




1204 


MASRLLLNNGAKMPILGLGTW 

KGSILRVGFGSSSREPPPYRGQP 

LMGGPPVRJLGPSGRPKRHNAR 

GRRGKWASQTGGPRAQTGTWS 

RRQGQVTEAWKVAIDVGYRHI 

DCAHVYQNENEVGVA1QEKLR 

EQVVKREE\LFIVSKLWCTYHE 

ERGLV\KG\ACQEDTSSDLKL\D 

LPGPLTLIHWPTGFKPGKEFFPL 

DESGNVGPSDTHISDTWAVAME 

KLVDEGLVKAIGISNFNHLQVE 

MILNKP\GLKYKP\AVNQI\ECHP 

YLTQEKLIQYCQSKGIVVTAYS 

PLGLS*TGPWPKP\EDPS\LLEDP 
Rinnr^opKJ-rNKATTAXfwi ipr; 

SPCKRNLVVIP\KSVTPERI\AEN 
FK\VF\DFELS\SQGYDPP*LSLPT 
RNWRW WCPC WSCRSHXKD Y P 
LPMKEVLKA 


19365 


49733 


C 


19478 


300 


489 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino jicid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19366 


49734 


A 


19479 


243 


471 


CDHLQVSRPRIPATVPVEWKRS 
EMDSKEEEKEKKEKKEKRRRR 
* RRRG KEEEEERRRRRKRRRKX 
RGRKK*IKKLRV 


19367 


49735 


A 


19480 


1 


365 


MGLYKDLLDTRYLFYLVPGYG 

LTQIELEVIAKDSAKPVGTPRV 

GLKLLEMG1YLSGHLDKFIFAMP 

FKIKDILSLKKEEEK/ERRRRRR 

RRKEEEDEEEEEEEEEEERRRR 

RKRRRKKKRKKKID*KKEEEKE 

EEEGEEGEKKKKMKKKJOCKK 

KKKKGGGGGKGGERRRGRKK 


19368 


49736 


A 


19481 


96 


508 


PAGSLVCPNQCSSARLFSSFFCS 

SAVMSASPAVGKRGWAELTGS 

FLPKPPLKTLGSGREDR*GQVW 

WLTPV1PALWEAEVGGSLEGQE 

FETS LGNMV KPLLY WLG SNG W 

LWKLGRRLWQLLWLQDDWPT 

RGSHILVL 


19369 


49737 


A 


19482 


3 


1013 


SRPSWGTHWNEYARRLTLAPS 

WPLP*GHPVSPSLRVSCL/PHYY 

ESVLEKKGPCDRDYKKFWAGL 

QG LTIYFYNSN RDFQHV E KLNL 

GAFEKLTDEIPWGSSRDPGTHF 

SLILRNQEIKFKVETLECREMW 

KGFILTVVELRVPTDLTLALPGH 

LYMMSEVLAKJEEARRALETPS 

CFLKVSRLEAQLLLEVRYPECGN 

LLLRPSGDG ARQRVG HHA A DA 

QRDA/PWFRHYKVEAGRGPKY 

VIRCGTAVLLHLPWTTVVNYF 

VSHTKKALVPFLLDEDYEKVL 

GYVEADKENGENVWVAPSAPG 

PGPSPLHKVPPSRCQPASSQDKL 

PPLPPLRNPGREIT 



BNSDOCID: <WO 0175067 A3_IA> 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19370 


49738 


A 


19483 


63 


1496 


LISAMAC\ARPL\ISVY\SEKGESS 

GKNVTLP\AVFKAPIRPDIV\NFG 

SHPNLRKNNRQPVCWQGN*AG 

HQT\SAE\SWGYWPRAVGSKFP 

R\VRGGGTHRS\GQGCFLETMC 

R\GGRNVLHPTKTLGRRWH\RR 

SSTQPKKRIRPSGSAPGCPQPLP 

ALGHGLKGHLY*GKPPETSFW* 

VER*KLKG*QEEPREAVFAPLR 

KLKRPGND1QKGSMASSAK*RA 

GQKAKLRKPVARJPAAGAPCIIV 

YNEDNGYSFKAFXRKHPWGLL 

MLNC*GKLEHF*KLAPLVGHV 

G\RFLHLGLESALREV*DDLY\G 

TVWR*SHFPLQGVNLPIFSPWHK 

\M1\NTDS*AESLKSPEIPREPLRA 

PR\KKIHSQSS*RRMPLEKL*EIM 

LKA*TPFA KAHAAGTPFFGQAR 

NSDEKAAVAGKKPVVGKKGK 
KAAVGVKKQKKPLVGKKAAA 
TKXPAPEKKPAEKKP\TTEEKKP 
AA 


19371 


49739 


A 


19484 


3 


730 


KRLPKMAEVQVLVL\DGRG\HL 

LG\RLA\AIVAK\QVLLGRK\VV 

VV\RCEGIN\ISANF\YRN\RLKY 

LGFSPPSGMNTNPSRRPLTTSG 

A PSRJ F\ WRT\ VRG MLPPQN PSG 

GQGRLLDRLQG V* RASPPP YGQ 

EKSGMVVP\AALKVVR\LKPTR 

KFPI FWHRI \APFVn\ \WVOA \/ 
rvr i w uivLiArlj VVJWVivT y£J\ V 

TA PPG G ERG ICRKA K 1 H Y RKKK 
QLMRURKQAREETWRKKIDK 
YTEVLKTHGLPGLSPIKTVNSS 
KKKKKKRAAA 


19372 


49740 


A 


19485 


1 


660 


PTRPRTRGRRTRKSTPMKGLGA 

RYREYKVWGRCLPTPQNATRG 

PLLPACEIFAP\N\HVVAKVPAF 

W*LC1LS*KKMKKFFQGKIVYL 

WGK VF* EGSPLRVERTFGDLGL 

RJL LTPRERA PHN 1 VTG E Y\RG P* 

PTAGGCSTQLLTRDNGVARHR 

RPEAHFHFRFMEGWEGDRGP/C 

KIPPGGLVKASSNDSKIKVSRW 

PHRV\LAAFRNKARFTT\KRPNT 



2433 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possiblc nucleotide insertion) 


19373 


49741 


A 


19486 


51 


471 


EAGRJLPGNILLDSIMACGLVAS 

NLNLKPG ECLRVRGEVAPDAK/ 

S*VLPARCVHGILSDRLVGQWG 

WSWPRWPHAHPLPPSFVLNLG 

KDSNNLCLHFNPRFNAHGDAN 

TIVCNSKDGGAWGTEQREAVF 

PFQPGSVAEVCI 


19374 


49742 


A 


19487 


59 


527 


ETQSWPCGLVA\SN\LNFNTLES 

CLRFPKPSWLPDA\KSFRC*NLG 

QRPPTTWCLHFQPSASTAH\GS 

A RH ASLCNSQGTAG HEGGPTQ 

REAVFPFQ\PGKCCRGVAFTFRT 

RANLNRSSLPDGITEFQVSPNGF 

NL\EAINYMAA\DGGLSRSKCV 

AFD 


19375 


49743 


A 


19488 


2 


440 


KQQCRDTGDEVVCSCFVGYQL 

LSDGVSCEDVMEC1TGSHSRAF 

GESCFNTVGSFRCQ/RJSSCATG 

YELTEDNSCKADTLGSFRCRPKL 

QCKSGFIQDALGNCIDINECLSI 

SAP\CPiGVlACINTEGSYKCQKN 

VPXNCGPLVNHLKE 


19376 


49744 


A 


19489 


2 


2061 




19377 


49745 


A 


19490 


2 I 


2120 




19378 


49746 


B 


19491 


63 ! 


255 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*= s Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19379 


49747 


A 


19492 


2 


1941 


PPPMERAAPSRRVPLPLLLLGG 

LALLAAGVDADVLLEACCADG 

HRMATHQKDCSLPYATESKEC 

RMVQEQCCHSQLEELHCATGJS 

L ANEQDRC ATPH GDN A SUE AT 

FVKRCCHCCLLGRAAQAQGQS 

CEYSLMVGYQCGQVFQACCVK 

SQVETGDLDVGGLQETDKIIEVE 

EEQVEDPYLNDRCRGGGPCKQS\ 

CRDTGDEVVCSCFVGYQLLSD 

GVSCEDVNECITGSHSCRLGVES 

\CINTVG\SF\RCQRNSSCGTGYE 

LTEDNSCKDI\DECESG1HNCLP 

DFICQNTLGSFRCRPKLQCfCSGF 

ITRML*GNLLLD1QWSVLSIQLP 

RCPIGD*HGI\NTEGFYNVPEGT 

CPNCGPLGYHLQRGRGTRCVXD 

V\DECAPPCLSPVGKG\HR\CVE 

LFPGSFPLAECKDGVTIFDGISR 

DVLFDVQRSCQRLPRGACCXGH 

K/CTENTLGSYL\CSCSVGF\RLS 

VDGRSCEDINECSSSPCKPGSVA 

NV\YGS\YQCY\CR\RG*PASAIV 

GWEFTCERTFDGVAALPHRGH 

TFWFI TAfiTfYTX WfSQFPV A ATD 
l r w rn /wjiv^ l o WUorr VAALr 

OoUb 1 vJ WArlNUrn 1 V^V^MLJ 1 \L/£,i_, 

C * LG I HNCFH STEDL VSN I PG AG 
FRCLGLSSCPENYRRSAAT*S*G 


19380 


49748 


B 


19493 


123 


237 




19381 


49749 


A 


19494 


285 


456 


VINKRLVCTRLLRRKWSCLQPH 
RMM*VQAGSRGSQPKYHRHE 
MG WTGHTDTPPHRL 


19382 


49750 


A 


19495 


383 


693 


NFI PAOPPT SAPP^'Ks/R^I I TTNI<: 

PLNCKAFHSSSHHLLKLESCSE 
NSPGPLLAQPGGTCLGACPGCFS 
FSPGISAGKPLSKAASPPVCTGS 
GAETSTTPPSPLR 


19383 


49751 


B 


19496 


28 


236 





BNSOOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19384 


49752 


A 


19497 


1 


927 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLSVRAGSERRPGLLRP 

RGPCACGSGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKHKTLLKA 

MSGG WELELNGTE AKLVRK V A 

GEKIPVPF\NINNSIPP\TFDGEEE 

TLARARRFEDREPELTSLPKFW 

VE\VIKND*WQERPLVLD\VHYP 

EDEVGQEDEAESDIFSIXREVSFQ 

SMGESEWKDTNYTLNPDSFWT 

GPLYD\HLMGFP*PNRGVDNTF 

A\DE\LVELSTAPRSPPGVPLPFP 


19385 


49753 


A 


19498 


3 ; 


342 


LDTNLPANRVPAGLEKRLCAA 

AASILGKPADRVNVTVRPGLA 

MALSGSTEPCAQLS1SSIGVVGT 

ARDNRRHVGAPFFGFSPRELALG 

QDRI LIRFFPLESWQNGKIRTGM 

TFL 


19386 


49754 


A 


19499 


3 


520 


SSARAVSVPLPAMPFLELDTNL 

PANRSARGGWRJCRLCAAAASM 

LGKPA\DRVNVDRYAGGFAIGA 

*AGST\EPCA\QLS\ISSIRRQWGT 

AED\NRSHSAHFF*VSSPRELSP 

GARDRJILFRFFPLESWADWAR 

♦GTVIDFFMIWGTEGFQGHLVN 

LAASFQKRSSWAEVKGLG 


19387 


49755 


A 


19500 


7 


355 




19388 


49756 


B 


19501 


172 


479 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19389 


49757 


A 


19502 


1 


1656 


LEDPDSSSRPRRAGSGHSASFPF 

PPLEQLWRQVKTLNPKAEVAR 

AQAALAVNISAARGLQDVLRT 

NLGPKGTMKMLVSGAGDIKLT 

K\DGNVL\LHRNCKFQHPTASL\I 

AKVSNKPQE*YNLVDGTDFL1V 

LINWESLLKQA\DLY\ISEGLHPR 

IITAEGFVEGAKEKALQFLEEVKV 

SRE\MDRETL\IDVARTSLRTKV 

HAELADVLTEAVVDSILAIKKQ 

DEPMDLFMI/SVIMEMKHKSETD 

TSLIRGLVLDHGARHPDMKKR 

W\RDAYILTCNVSLEYEKTEVN 

SGFFWKSAEEREKLVKAERKFI 

EDRVKVKIIELKRKVCGDSDKGF 

VVINQKG1DPFSLDALSKEGIVA 

LRR A KRRNM ERLTL ACG WG/M 

PLNSFDDLSPDC\LGHAGLVYE 

YTLGE\EKFTF1EKCN\NPRSVTL 

LIKGPNKAHTSLRIQRWQ*GDG 

L*GAV\KNAIDDGCVVPG\AGA 

V Uiu^WAUol Or KnRroL KA 

RAQLGSPKHLLDAFAHYFPKVL 
CFRNSGFLTFQGNIKLKFKAEXH 
SESG\QLVGVDP*TPGEPNWWP 
ARSKAVWG 


19390 


49758 


A 


19503 


2 j 


424 


EGPVMAPPNPGPATLGGPGPDP 
DLGRLPLHEVFLHIRVPARPRG 

API UP Dm OriDUA\/D A\/Dr\DD 

ArL ri KKOLKvjKrlA V KA V KyKK 
Ivor £.LKji/\Avj A V UKAuu ACj VIAj 
RGDRESEGPLTD*PREPADRAP 
LLQPERGRFSHPLPTLTCAPSPII 

FPVAFRWf. 


19391 


49759 


A 


19504 


3 


174 




19392 


49760 


A 


19505 


2 


153 


LPLHEVFLHIRVPARPRGAPLH 

RRGLRGRHAVH*PSEPGDPARL 

LQPERG 


19393 


49761 


A 


19506 


3 


354 


EDGRHGAPNPPPATLGGPGPDP 

DLGGLPLHEVFLHIRVPARPRG 

APLHRRGLRGRHAVRAVRQRR 

REPKNGAAGAVDRAGGAGVL 

GPGDTEYEGPLTD*PSEPGDPA 

RLLQPERGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19394 


49762 


A 


19507 


3 


1246 


GSTHASARMAVMAPRTLPPAT 

LGGPGPDPDLGGLPLHEGFNLHI 

RVPARPRGAPLHRRGLRGRHA 

VRAV\RQRRREPEDGAAGARG* 

EARKGPE*LGRG\NTESEGPTHR 

LDPSEPGDPARJLLQP\E*GRFFTP 

FQIMYGCXDVGSDGAFSSAGYP 

QERLTNGKDY1ALNE\DLRSWT 

AADMAAQITKRKWETPPMRRR 

SLRAYLDGTCVEW\LRRYLENG 

KETLQR\TDPP\KTHMTHHP1S*P 

*RPL*RCW\AL\AFYPCGDHT*P 

WQRDGXEDQTQGHGSLLETRPA 

GAG\TFQKWASMVVPSGQEQR\ 

YT\CHVQQ*RVLPKPLTLKM/W 

EPSSQAHPSPIRGASFAGPWFSL 

GSL*1TG\AVGRCW*C*RKEQLR 

WRRGER*KKEGAYSQGCKASD 

QCPGASDVSLHSFVKVLRQLAL 


19395 


49763 


A 


19508 


1 


392 




19396 


49764 


A 


19509 


1 


220 




19397 


49765 


A 


19510 


3 


500 




19398 


49766 


B 


1951 1 


28 


134 




19399 


49767 


A 


19512 


1 


1662 


MAASVVCRAATAGAQVLLRA 

RRSPALLRTPALRSTATFAQAL 

QFVPETQVSLLXDNGLRVASEQ 

SSQPTCTVGVWIDVGSRFETVEK 

NNGVAGYFLEXHLAFKGTKNRP 

GSALEERRWRAWGAHLNAYST 

REHTAYYIKALAKELPKAWEL 

LGD1VQNCSLEDFTD*GRNVDV 

ILRE\MQEN\DAS\MRDVVCNYL 

HATAFQG\TPLAQALEGPSENV 

RKLSRADLTEYLSTH*QGPSKW 

CWAAAGREWEHQQLFRTFAQE 

GTS VG I P\ WTY A EDA V PTLTPCR 

FTGSEIXRHRDDALPFAHVAIAV 

EGPGWASPDNVALQVANA1MG 

H\YDCT\YGGGVHLSSPLASGA 

VAN KLCQS FQTFS I C YAETG L L 

GAHFVCDRMKIDDMMFVLQG . 

QWMRLCTSATESDWDRGKNIL 

RNALVSHLDGTTPVCEDIGRSL 

LTYGRRJPLAEWESR1AEVDAS 

VVREICSKYIYDQCPAVAGYGR 

SLGLPFHLCSRTAAQLTEQPVK 

APSSSPQSPGCQGVLAQKTCPSS 

SLTACQGAFFNTLHPSGPIEQLP 

DYNRJRSGMFWLRF 



2438 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19400 


49768 


A 


19513 


2 


1693 


AQSTLARRNRADCSWKMAASV 

VCRAATAGAQVLLRARRXSPAL 

LRTPALRSTATFAQALQFWPET 

QVS\LLDNG\LRVA\SEQSSQPTC 

TVGWWIDVGSRFETEKN/DSGA 

GYFLEHLAFKGTKNPALAVPW 

EKEVESMGAHLYNAWSTREHT 

AYYIVKALSKDLPKAVGALGDl 

VQNCSLEDSQIEKERDV1LREM 

QENDASMRDVVFNYLHATAFQ 

GXTPLAQAVEGPSENVRKLSTA 

DFTRYLXSTHYKAPESVLPQTEG 

VRTEQLLDLVARNHRVHIP\*TY 

AEG A L\PTITPCRFTG S EI RHP* D\ 

ALPFAH\VAI\AVEGPG\WPAPD 

N\ V ALQ VGN AM I G H YDCTFGGV 

GVHLS\SPLG\SGACGPTKLCQS 

FQTLSMCYAEDGLCWVHTLFC 

DRMKMDDMMFVLA/QGHWMR 

LNCTS A\TRS E V\A RG Q KN IPQK 

MPLGISS* DGN YSLC VEDITPAA 

T I TI U/A D DMDDPT If \\rc C\ O I A 

LL 1 L W AK.K N rr vjL Iv W bo\KJ AO 
Uur^V V VK'ULAPKYI YGPSCP 
AVA\GYWPH*SMLPDYNRIP*P 
ACFWVAFFRAGKPMVKQKGR 
GGGLWSPPPPQTQHFRLLLTCC 


19401 


49769 


A 


19514 


46 


422 




19402 


49770 


A 


19515 


568 


1567 


G PWA ANG V V L AFPPCLG SPPA P 

HLAPQKAVPPKWGISSLCSFHF 

H I YQVGGVAFCG RIRFLSSTDF 

KRRAGGSGSLMSQEEKHELSG 

KIRSQIMDDHARPYLYTMSNCP 

CWAGALGPQESKCSRGRLLHR 

AFPSLVXTLLLAGQATTGLLSCY 

QQQGAGWDKLDSHRPRNLAA 

WEEPCGMEAFPKPSQSLVEAKJ 

AQLATPGLLDCKAACPWGAPC 

PRGP\MQNATKV1GNM\TEDHV 

O APHQDM APPP*y\/VDD\l t/rcc 
UArUoivlNACrr rv V Y KKYLlSAjor 

P/EKNLRHLKNTMETIEWKAFE 
NW\MHHW\LLF\ELSKQSLWEQ/ 
QSPLDAPPK/ENSLELEDPSSGL 
G VTKQDLG P VPM 


19403 


49771 


B 


19516 


1 


1428 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


19404 


49772 


A 


19517 


1 


2293 


MARSEAAAAGPGPGPPGLAAR 

ERRGGRGCVRGCERASVRVWS 

VALRRARRAPARPYVARCRRV 

RRPARVAIGCGGVSSPAGVSGC 

ARVSPERPPLRLCVWALSRAHG 

GAVCRAGPGPDSLKRGLTSHPP 

AFPLHHGSRTLLLGPLSPPPAAL 

PFLLLLWAGHLVAS/ACPGRCIC 

QN V/SPTLTM LC A KTGLLF VPP/ 

S 1 DRR V V E LRLTDN F\RRH FAN 

MTSLV/QLTLSRNTIGQVAAGA 

F/VDLRALRALHLDSNRJLAGC/ 

GGDQLRGLGNLRHLI/VGNTNQI 

RRVESAAFD/DLLSTVEDLDLS 

YNNLEA/LPWEAVGQMVNLNT 

LT/LDHNLIDHIAEGTFVQLQSW 

AXRAQAAHPLTVSFGGNPLHCN 

CE/LLWLRRLTREDDLETCASP 

N/NLTDRYFWSIPEEESCTRCQR 

FCG*ASLVAAELTSNSVLIRW/S 

TQRPVPGIRMYQVQYN/SSVDD 

SLVYRKYSLSTYN4MPTR\MIPST 

SQTFLVNDLAAGRAYDLCVLVA 

VYDDGATALPATRVVGCVQFT 

TAGDPAPCRPLRAHFLGGTMII 

AIGGVIVASVLVFIVLLM1RYKV 

YGDGDSRRVKGSRSLPRVSHV 

CSQTNGAGTGAA/AGPGPAGPG 

PLRGAARGGVP/WLPPPSPSRPR 

PWRPR/LASAEPEVVLGRSLGG 

SATSLCLLPSEETSGEESRAAVG 

PRRSRSGALEPPTSAPPTLALVP 


19405 


49773 


B 


19518 


97 


255 





BNSDOCID: <WO 0175067A3_IA> 



2440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


19406 


49774 


A 


19519 


1321 


1728 


EHAHDRDLHHAHYVQATLVR 

ASLREAVVGSPTDAWLQQRTA 

RSSASLLLARNRPATSVWLPRA 

GFIAGTGGRRERRGSEGWEGG 

GAGGTGAGLSAHSQTSACEGS/ 

CGGSAGRGRCLLSAATPPLQPP 

RPAPPTAGLVQPRQVPTAPPRA 

SAGNEHHQGWSGRL*KSLAAA 

R VG E APGKLPRPRDFRKQSNG A 

LARASLRVSAQPGTCSSSAAAF 

PPLGPAPLAAPARSCDESGPRQP 

DGRGGPVPGQQQRGA/ESEPCA 

AATRRPWVMRRR/TSRREARTS 

VACT*CAWCRSRSCACSHSPWS 

SASSSSAAICSSSPRA*STSS*RT 

GGRLRRWRRWSWGPTDPPYAP 

AATAPTPAHFASP/ACAPHYQR 

LGEANLSESIISLD/CRPFGKKRP 

VSPSPSESPHAWQSEESAQTLN 

SAESGKKRAIRAQNFG/RLLLT 

WNAGRPTVRRPF9TRR WA kTT W 

GOVFRAGRGFTORH* < sPr , nRk'<; 

L*iji_,ivrv i v^v^ i 1 1 vj v oyi iv V rv V Ivor 
I FSI T PPP PR \C CiC\ A >JRT TPT Tvjr'WR 
ARFKKGFVFVn FIOMFF 


19407 


49775 


A 


19520 


192 


447 




19408 


49776 


A 


19521 


1 


591 




19409 


49777 


A 


19522 


281 ! 


421 




19410 


49778 


A 


19523 


174 


512 




19411 


49779 


B 


19524 


67 


1166 




19412 


49780 


A 


19525 


1 


1620 


MGAKDGRLLSESSQGLSSCGAS 

LVPFCVSKSRLLMKTPVRLDKE 

TVSTVDSGAPTDLAQLPTVLKQ 

PCCSVMASGQFVNKLQEEVICP 

ICLDILQKPVTIDCGHNFCLKCI 

TQIGETSCGFFKCPLCKTSVRK 

N A I RFN SLL RN L VEKIQ ALQ A SE 

VQSKRKEATCPRHQEMFHYFC 

EDDG KFLCFVCRESKDHKSHN 

VSL1EEAAQNYQGQ1QEQIQVL 

QQKEKETVQVKAQGVHRVDV 

FTDQVEHEKQRILTEFELLHQV 

LEEEKNFLLSRIYWLGHEGTEA 

GKH Y V A STE/PTV ERSQE A H * FP 

FDVALSEELHAALTSAHPDLILS 
QDEIVTLNLASQGGSQKRGNPR 
RFYRRGFLEVEPLTGFVELHSS 
GSQCQAL1ESGSREDLPVCPNK 


19413 


49781 


A 


19526 


203 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19414 


49782 


A 


19527 


135 


466 


DPAGSSAASMSSAAGLCALTPP 
/GLLSLGLLLLPLVVAF\ASAEA\ 
EEDGDLQCLCVKTTLPGSVPGH 
1HQLGG*FKGRDPHCPTCPT**A 
TVEGMGRK1LLGTWQAPLLQG 


19415 j 


49783 


A 


19528 


46 


468 


TGPTHASAAILVPRSLHKMPGE 

ATETVPATEQELPQPQAETGSG 

TESDS/GKSPASDTY I VFG E A KIE 

DLSQQAQLAAAEKFKVQGEAV 

SNIQENTQTPTVQEESEEEEVDE 

TGVEVKDIELVMSQANVSRAK 

AVRALKTsTNS 


19416 


49784 


A 


19529 


337 


509 


ISQQLLVVLAGINLRSWLPQKL 

CKYLKQDVLTALDLSVEVPEFC 

PFVDHLVVALEEEGPAL*GHPA 

SDTYIVFGEAKIEDLSQQAQLA 

AAEKFKVQGEAVSNIQENTQTP 

TVQEESEEEEVDETGVEVKDIE 

LVMSQANVSRAKAVRALKNNS 

ND1VNAIMELTM 


19417 


49785 


A 


19530 


91 


1019 


GELLALLGHRVPTRPWASGQK 

GVCGWCPGKSTLQGLRCGPTIR 

ACRDGSSCSVEGGRGVRLVLG 

TASQDPEKEMPGEATEPVPAVT 

EQGVAASPRAETGSGTESD\SD 

ESVPE\LEEQDSHPGQPHNKAQ 

AGRQQSEIDEDPVS\KAKQSRN* 

KJEG PGRAMSQTG V FG QVTG VT 

KEFTIVRKSKNILLCHPPKPDVY 

QGAPASRYFTIVFGGSPRSEDLS 

PSKHNLASCLRNSKFQGEAVSN 

IQENTQ\TPTVQEES\EEEEV\DE 

T\GVEVKDIE\LVMSQANVS\RA 

KAVPSPEERTSNDIVNAIMVSV 


19418 


49786 


A 


19531 


1 . 


261 


MWGHFHSHPGTGQARAYTDTS 
GSPIPLIMHVNRGRHSEIPVLER 
NLLHFRMDAST*NLGMSSLME 
AILKNQFRHVSLAVSFAFSGEK 


19419 


49787 


A 


19532 


277 


349 




19420 


49788 


A 


19533 


792 


1014 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~possib)e nucleotide insertion) 


19421 


49789 


A 


19534 


849 


1752 


GESRGWERRKCVRPLSSYATHL 

SVCDCHIGNVREGADPAGGAG 

* L * G A RQQQTHTHKP A KA TQR 

GEDREEKKRETKREERLGQQE 

NERDERGRREKEPRNRGTKRRJE 

AEKGRRR/ESEGKREEKGEEER 

QERQQKRAREKRRGRGARRRG 

REKKKTQRPRTQ AQRPPLKK I K 

DYTHHTTQTPTQQHHTHTTKH 

K OPHTNTMTTVFT FFFI 1 AkTPUP 
ivv^r n i ini> i i vrLrrr LL/\i\.C.ri.i\ 

KTKHT^sTA AAA DRRHHR PTHRn 
TRRKEG RRAQSGKHGRTA HKT 
EAGGG1PVHSTSRVQVILLLQPP 


19422 


49790 


A 


19535 


139 


470 




19423 


49791 


A 


19536 


2 


83 




19424 


49792 


A 


19537 


32 


434 


NRRKG A\G PVFQRAT* KH/R V * R 
AG LRA VDFAVERHG Y 1KG1 VKDI 
IJTNPRR/CIAPI AKVVPR nPYRPk' 
KRTFI FI A A FH IHTfiOFV vrr.k" 

IVnyLli IVjrN V / L.I / VVJ I 1V1 1 JDvJ J 1 V 

CC\ FFPRT PRRKRTs!AFr;i MK'V 
C WAT 

V I f\ I 


19425 


49793 


A 


19538 


10 


443 




19426 


49794 


A 


19539 


63 


376 




19427 


49795 


A 


19540 


170 


368 




19428 


49796 


A 


19541 


175 


427 




19429 


49797 


A 


19542 


1727 


2262 




19430 


49798 


A 


19543 


131 


596 




19431 


49799 


A 


19544 


695 


1337 


GFGTQGERRRQCRLRVTQPLG 

ASSATQKTPALPETPVKAEQSC 

TLLPSPRTPGHLQPRLLDPSPW 

AVLIRGXQRKGAGSVVRRATLR 

HGK/GAVRRLLRRWISPERHGY 

HCGUVKDHHRPR^RR A PPT ROR 

* rvvj \x v J\.i^iini\j ixoiNJvftr rJLiVV^iv 

WFFRD^VYRF+FRXTFI FMAARP. 
AFHTGP^FVYPRHFR P<5F>JIf;n 
WCSPVGHHCLEGYNSCCLPWK 
EETL ETCGKAG PGAFKGN 


19432 


49800 


A 


19545 


1 


813 




19433 


49801 


A 


19546 


227 


381 




19434 


49802 


A 


19547 


135 


740 


PQPLPPPTSMARHVFLTGPPGV 

GKTTLIHKASEVLKSSGVPVDG 

FYTEEVRQGGRRIGFDVVTVVR 

HPGGLLSRVGLEPPP/RENVNAE 

LGSYVVDLTSFWSSWALTRLE 

G M* A DCQQ W AQGQR VC V IDEE 

LGKMEALSVK\FSFKAVRQTLS 

YPRDI*SL/VHKSQVPKGKPLAL 

VEEIRNRKDVKVFNVTQ\ENRN 

HLLARYS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
* = Stop codon* / = possiblc nucleotide 
deletion, \~ possible nucleotide insertion) 


19435 


49803 


C 


19548 


251 


574 




19436 


49804 


A 


19549 


2 


450 




19437 


49805 


B 


19550 


721 


3048 




19438 | 


49806 


A 


19551 


3 


396 




19439 


49807 


A 


19552 


2 


450 




19440 


49808 


A | 


19553 


2 


1152 


GPPLHCTRAAGIRHEAPLGLAG 

LCRAADAGLCSAGWGFVKVV 

KNKAY\FKR\YQVKF*KTP£RV 

KRDYYARKR\LVIQDKNKYNTP 

K Y\RM I VXRVTNRDFN LS RL L Y A 

PV*RGDMDSLAQR*LHTELAKI 

LVVEGLALTNLLPAALFVPGPA 

CLAPQAFLQ*VLAMDKDLLEG 

PSWS*LGDEYNV\ES1DGQP\GA 

FTCYL\DADLARTTTGNKVFG\ 

APEGAVDGGLSNPHSSKRFLG/ 

YVYPLHSTQTDSPGFMDSEKQR 

NFNARSTSGKHIMGQXNCLQDY 

1 ALL* WERKMKDAYKKAQFSQY 

1K\NSVTAPDMM\EEMYK\KAHA 

A1RE\NPVLWKRRPKERSLKRR 

GWNRSQNVPLLRKKDRVAXQR 

KASFLQSSRSGLLESLTPAIFP 


19441 


49809 


A 


19554 


3 


991 


LTSRGVGSCAVMLLLVRAGAR 

AWLRPTGSQGLSVSLAEEAARA 

TENPEQVASEGLPEPVLRKVEL 

PVPTHR\RPVH AWIESLRGFEH E 

RVCLVDLHPDVFANAPRLDILH 

QD A MLQKN F* RI S Y A KTKTRA E 

VRNGGGGKPLAAERHXWAGPA 

WQHPLSALARRRCCPWPPGP\T 

SYYYMLPMKVRALGLKVALTV 

KL AQDDLH IMDS L* L\PT\G DPQ 

LP*PELAH\YRRWGDSVLLVDL 

TH E EMPQS I R\E ATS RLKTFN L I\ 

PAVGLNVHSMLKHQTLVLTLP 

TV\AFL\EDKLLWQDSRLQTPLY 

PFSL\PYSDFP\RPLPHATQGP\A 

ATPYHC 


19442 


49810 


A 


19555 


31 


305 




19443 


49811 


A 


19556 


213 


541 


DGGPAAHTPGAARGELSPVGD 

SGGYFRPSHLRCWILNLC1SVPL 

SSAKDLLHPSSEEE\RRNPMKN 

RLVQSPNSYFMDVKCPGEETV 

CCIGESTGPQQLENVVVLAVSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19444 


49812 


A 


19557 


164 


591 


DINSRDRSGPRATRJDGSGEGD 
KMAAQLRRHQGRRGASSPRFA 
KD\I 1 HP^PFFNFkTRKHkTKKRI \ 

VQSPNS\YFMGV\KCPG\CFKFT 
TVF*AMAQTVVLCVG/CAAPLF 
LCQPTGEKARLTEGCSFRRKHA 
LKATLSQDEWETILQ 


19445 


49813 


A 


19558 


362 


916 


GGRCTMARTKADWPANRTGG 
KAPKEANWLTKSPLRKSAALY 
LEGSKKPHRYR\PGTVAPP*NLD 
GYQKSTAELLIRKLPFQ/RRLVRE 

RQVRAYLVWPFLKDTNLCAMH 
AKVRVTIYAKKTFQLSTPAYRG 
EPC FKDPLM DG ETFHSQKKKK 
KISLLPVIGSSER 


19446 


49814 


A 


19559 


849 


1261 


DGHIAGGPCS*GWPRDPAPKSQ 
PTMSSG SEPEKLPPAPRPQH YCS 
PVAEVSGPRFAVGTK AT NOOAFT 
ERRI HT5U CPVPAA1 TVP^PFQI 
PQPQIFPGLAPATHTLYSKAWA 
GATVSRPGAILGAGLYWGLVR 
ETAS 


19447 


49815 


A | 


19560 


3 


1852 




19448 


49816 


A 


19561 


362 


1298 


QGGRNVRHPSPLLAWGSDLIV 

KPH WLH WLLDLNH A RLSALFA 

AAGARLPSH1PAPSAGSRRLLLL 

LLGGCRACLLFFPEMANRGPSY 

GLSREVQE\KIEQKYDADLENK 

LVDVWIILQCAEDIEHPPPGRAH 

FQKWLM\DGRVLC\KL\INRLYP 

PGTRSPYPRFSESKDGFLGRWE 

QISQFVLKA\AETYGV\RTTDIFS 

RRWFLWEGKDMAACAEGP*L 

ALGSVAVTKDDGCYRGEPSWF 

HRKAQQNRRGFSEEQLRQGQN 

VIGLQMGSNKGASPGGP*TGYR 

ECPRQIHVRTRHPAPWLERTNV 

STPWSFTKKK 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19449 


49817 


A 


19562 


3 


2518 


AAGEWPQRPRAAVAAAGAAA 

RQRLPGSRQVAAGAPQPAGGG 

DPSQR\PPGAEILIKVQVYVSGE 

LVPLARASVDVFGNRTLLAAG 

TTDSEGVATLPLSYRLGTWVLV 

TAARPGFLTNSVPWRVDKLPL 

YASVSLYLLPERPATLILYEDLV 

HILLGSPGARSQPLVQFQRRAA 

RLPVSSTYSQLWASLTPASTQQ 

EMRAFPCLPGH*G\SSSGNGSW 

LELMPLTAVSVHLLTGNGTEVP 

LSGPIHLSLPVPSETRALTVGTSI 

PAWRFDPKSGLWVRNGTGV1R 

KEGRQLYWTFVSPQLGYWVA 

AMASPTAGLVTITSGIQDIGTYH 

T1FLLTILAALALLVLILLCLLIY 

YCRRRCLKPRQQHRKLQLSGPS 

DGNKRDQATSMSQLHLICGGP 

LEPAPSGDPEAPPPGPLHSAFSS 

SRDLASSRDDFFRTKPRSASRP\ 

AAEPSGARGGESAGLKGARSA 

EG PGGLEPG LEEH RRGPSG A A A 

FLHEPPSPPPPFDHYLGHKGAA 

EGKTPDFLLSQSVDQLARPPSL 

GQAGQLIFCGSIDHLKDNVYRN 

VMPTLVIPAHYVRLGGEAGAA 

GVGDEPAPPEGTAPGPARAFPQ 

PDPQRPQMPGHSGPGGEGGGG 

GGEGWGAGRAAPVSGSVTIPV 

LFNESTMAQLNGELQALTEKK 

LLELGVKPHPRAWFVSLDGRS 

NSQVRHSYIDLQAGGGARSTD 


19450 


49818 


A 


19563 


206 


1 126 


LESGSHIYAFSHESLLLHVASAS 

V*TSFSDFATSVCHSPLHCQLH 

HALI PHGKG ECSSWSG 1 V ATG F 

GATGFLGRCVVNHLGRVGSQIP 

QAIAQVSKEAEVGKFIHVAHLN 

VNIKSSSRYLRKKAVGEKAVR 

DTFPEAIIVKLLDIFGREDRFLN 

YFANMCWFGAIPLVSLGWKAV 

KQPVYVVDVSKGIVNAVKDPD 

ANGKTFAFVGPNRYLLFDLVK 

YIFAVAHSKGWVARDFEISPFE 

SWTTRDKVERIHITDMTLSHLP 

SLEDLGIQATPLELKAIEVLRLH 

HTYCWLSAEIEDVKLAKTVN1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19451 


49819 


A 


19564 


196 


553 


KLSSEFFLTHSINTAIRNGNLFV 
NRVTFVTRSGGNFT Pi<sFPI 1 A I 

KFTLLSFLGTGTRRLLPALRPRR 
LQQRGSHGLAGRLFTLWILHA 
GCHARGELLEPDTC*LSLCRAR 
KPRLSTLK 


19452 


49820 


A 


19565 


1 


505 


ATEDPGVAMGRRPARCYRYCK 
NKPYPKSRFCRGVPDAKIRJFDL 
GRKKAKVDEFPLCGHMVSDEY 
FOT S^FAI FA AR IPAMkT VM VT^<v 

CGKDGFHlRVRLHPFHVIRmK 
M LSC AG A D/R1H 1 SK K WG FTK F 
N A DEFEDM VAEKRL1PDGCG V 
KYIPSRGPLDKWRALHS 


19453 


49821 


A 


19567 


6 


904 


AQLSSLAVPLLVLTPFRSVLVFR 

SDSLFFVAATEDPGVAMGRRP 

A\RCYRYCKTKP\YPKSRF\CRG 

CPLMPRIRIFD\LGRKKGKKWN 

EFPLLCP/HMVSDEYEQLSSESP 

GRLPRJCPNK\YMVKSCGKDGF/ 

H 1 SRVRLH P\FH V IR1 HKMLSC A 

GADKAPKQACRGAFWKSPKGN 

LLARGSQLAQVIMSIRYTKALQN 

rven v i vjr A/\ivror j\r roivUrv \l 

HrvsKK"wr;F\TKFnp*wiMi i^niwi 

nivorvrv wur \ i ivrv^k^ w in l_,rv_L/lvi 
V A E KR VHPH M A CG G QSTSPS R 
GPL\DK\WRALPLHEGLPNVAA 
HPLNTPPIKFLLPWSKKKKKK 


19454 


49822 


C 


19568 


346 


471 




19455 


49823 


A 


19569 


1495 


2780 


EGLHLFCDLLDGLPGVQVAGG 

FDSFSSILASFTYWHDFPNSTML 

LSTFRDIN LGMN 1 1 KKS A VCFSR 

LGSETWEMPANLRPSEGGART 

RTELSRPQTPSRAHLAWUGRGG 

LGAVRPRRLSRRRSLS*KP\RSL* 

AE AP AG APVRRCRPA A PP/PPRP 

SRCGPSTPPPPPSPGAXPRRRRPP 

CSEHNKLSPPPPSSLCLRPAPSPP 

RPAPRRSPSRRRRRRRHPRPAD 

RREPLASATRVRPLPPPPPPR*PP 

SSSCPRRGGRRFLAPWLARPAG 

APRRAPCSRAARSRRAGASGAR 

VGDPAGAGRGWRRRAAGRP\* 

APERRPPPPLPAVCEVSGGPLRA 

<sp a nwppiVR r r Rppr.i ptpi 

ji auo v r vj v rvjviviVi r ulvj 1 1 Loo 

SGV*PRNERGVETTTSWGGGSE 
GAPGSGEGGNLFPAPQVIVARS 
GEGTVVPRFPVCQLRDSAVLLC 
LFD 


19456 


49824 


A 


19570 


178 


256 





2447 



BNSDOCID: <WO 0175O67A3_IA> 



WO 01/(175067 



PCT/US0 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19457 


49825 


A 


19571 


622 1 


1726 


QGSGRTMMRMLVPASVGLLET 

GPPGDPSLSHPLSGDVTVLPED 

QXSTVQKLASDHKDIHSSVSRV 

GKAIDRNFDSE1CGVVSDAVW 

DAREQQQQILQMAIVXEHLYQQ 

GMLSVAEELCQESTLNVDLDF 

KQPFLELNRILEALHEQDLGPA 

LEWAVSHRQRLLELNSSLEFKL 

HRI.HFIRJLLAGGPAKQLEALSY 

AVRHFQPFARLHQREIQVMMGS 

LVWLRLGLEKSPYCHLLDSSH 

WAEICETFTRDACSLLGLSVESP 

LSVSFASGCVALPVLMNIKAVI 

EQRQCTGVWNHKDELPIEIELVS 

♦SAWYHSVFACPILRQQTSDSN 

PP1KLICGHV1SRJ3ALNKLINGG 

KLKCRYCPMEQNPADGKTH 


19458 


49826 


B 


19573 


271 


392 




19459 


49827 


B 


19574 


58 


296 




19460 


49828 


A 


19575 


215 


861 


QLPAESVRTRGPAKAQARAGG 

PPGPV/HCSYKWRAWPSSLSGT 

G WPDM EG ETTA A A PASRENS A 

DCS\AGELRGPG\KELW\SPIQ\Q 

VTATSS*MGRDFVLAT*EKVSH 

VDS*/EQPRSLQR\DPRP\AGPAQ 

AKQGTPRAQASRESLXSRPTAA 

V\QL PSG PQH P V\TSGS * KG LAG 

KTSMGRKGLPWARGWAPWSL 

EAQNP\RPTRLCDLFITGEDFDD 

DV 


19461 


49829 


A 


19576 


65 


782 


SSSSSA1QRKPRWVLYKY1QEL 

WRKKQSDVMRFLLRVRCWQXY 

RQL\SALHRAPRPTR\PDK\ARRL 

GYKAKQGYVIYRIRVRRGG\RK 

RPSFLKGATAYGQSPVHSWVFN 

QLKSFASE/VLSVPFARGRRSLG 

RHXCGGLLEEFLNFFNWVWVER 

FPHYQIFLKVIPHLIPFP*KLFRR 

N\P\DTQL I HQNQ V H KHR\E M RG 

\LTS A RPEKSRGLG KG HKFHHTI 

GG/SLRRATWRRRMTLQ\LHRY 

R 


19462 


49830 


A 


19577 


1 


179 


QEDYLRELLTTMGDR\FTDEEV 
DELYREAPIDQKGG/MFNYIEFT 
RJLKHGAKDKJDGLKEL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, , 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19463 


49831 


A 


19578 


144 


722 


KKGLNHHHV EQNNTR PRPRSG 
PQRATSNWFA M FD\QSQI QEFK 
EAFNMIDPDQDGFHRPGKICND 
MLASLG\KNPT*WSILDAMMNE 
vrirurrjiN i i r wrrnnuru tc v 
MATRS*KMVIRKCPLTCFE*KK 
PLGT1\GEDYL\RELLTTHGGIGF 
TDEEVDELYREAPI**KRGISITS 
EFTR1 LK\HG AKDKDD 


19464 


49832 


A 


19579 


3 


429 


VACLREHKQRCERATRSLLREL 
LQVRARVQLQGSELRQLQQEA 

Q A LDKRL VE VRE A LTRLRRRQ 
VQQEAERRGAEQE/DRPQTGQA 
DRLAAAGGAGPGGGLRRPAEE 
PRGQQPEGGPGGGQN 


19465 


49833 


A 


19580 


1 


2454 


RFPAGVAPRRAMANVSKKVSW 

SGRDRDDEEAAPLLRRTARPGG 

GTPLLNGAGPGAARQSPRSALF 

RVGH\MSSVKLDDELLEP\DMD 

PPHPFPKEIPHNEKLLSLKYESL 

DYDNSENQLFLEEERRINHTAF 

RTVEIKRWVICALIG1LTGLVAC 

FFD1VVENLAGLKYRV1KGNIDK 

FTEKGGLSFSLLLWATLNAAFV 

LVGSVIVAFIEPVAAGSGIPQIK 

CFLNGVKIPHVVRLKTLVIKVS 

GVILSVVGGLAVGKEGPMIHSG 

SVIAAGISQGRSSSLKRDFKIFE 

YLRRDTEKRDFVSAGAAAGVS 

AAFGAPVGGVLFSLEEGASFW 

NQFLTWR1FFASMISTFTLNFVL 

SIYHGNMWDLSSPGL1NFGRFD 

SEKMAYTIHEIPVFIAMGVVGG 

VLGAVFNALNYWLTMFRIRYI 

HRPC LQ V I E A V L V AA VTAT V A F 

VLIYSSRDCQPLQGGSMSYPLQ 

LFCADGEYNSMAAAFFNTPEKS 

VVSLFHDPPGSYNPLTLGLFTL 

VYFFLACWTYGLTVSAGVFIPS 

LLIGAAWGRLFGISLSYLTGAAI 

WADPGKYALMGAAAQLGGIV 

RMTLSLT V I MMEATSN VTYGFP 

IMLVLMTAKIVGDVFIEGLYDM 

HIQLQSVPFLHWEAPVTSHSLT 

ARJBVMSTPVTCLRRREKVGVIV 

DVLSDTASNHNGFPVVEHADD 

TQPARLQGLILRSQLIVLLKHK 


19466 


49834 


B 


19581 


508 


4413 





2449 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

MO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19467 


49835 


A 


19582 


8 


331 


EVTACWQSSQPSLTLSASSAWA 
STLAALEEPFSPPLHSESPFLGW 
PRPELGPSAAPCAPVPPEPPQRV 
PPPAP* RPVPSTTQG LRS VG A W 
CRTGRQLHLHPGVGSTG 


19468 


49836 


A 


19583 


831 


1 121 




19469 


49837 


C 


19584 


1 


1524 




19470 


49838 


A 


19585 


270 


578 


RFSKSPPDSGAQLAAPSGSRTG 
AAGGAACQSRAVRPHSSALGW 
SMGLGAMEQGAVLVGEA WAT 
QQPTVGGRLRHGGLQVPSPAPR 
GGS*GPAKSHSSCWPRC 


19471 


49839 


A 


19586 


2 


298 




19472 


49840 


B 


19587 


1 13 


515 




19473 


49841 


A 


19588 


1 


569 


MLPDRLRSPVAHHRCRASGNY 

HSGRHSPAPAWRVTLTG WLDQ 

RSSR1HRSLAFKDSYSKGKEERT 

HIKGMCSELLPSG/EARGLAGFR 

SEAADLRGECYSS*RQCGPKEL 

RSPAGFTQW1PHWGYRWSCLS 

V PRP A PALLS PWV V DGTG RCG 

AGGGAHRGGSGRSGAHGGGG 

RLRHGGLQVPSPAPREGS 


19474 


49842 


C 


19589 


1 


1200 




19475 


49843 


A 


19590 


511 


846 


ARHRVLIGVFT1PELDIKVLHVP 

TRLRSPASFTQWIPHWGCRWSC 

LPVPRRVPALLSPWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PARN 


19476 


49844 


A 


19591 


9 


481 


QQPLREKPASGDHPAKNANRR 

WPSPTRYPYVES*NWMPSLHLI 

QKSIQDGLKT*TLDLKP*KL*KJt 

T*ALPFRT*A*ARTSCLKHQKQ 

WQQKTKLTNGI*LN*RASA/PA 

KETKI/SSEQATYKMGENFHNL 

LF*QRANIQNLQ*TQRJDLQEKN 

KQPHQK 


19477 


49845 


A 


19592 


1 


3339 


MSVRKDVEKLEPSDIVCGNVQ 

CYSCMETNLTVSQKVKHEVTV 

GPREGATKPNRMKG1CEGRSGS 

LLGEGDFFKDESVMSSQGSSKD 

GEKRRGKAQRWKWPMQGICR 

QLGVAKSM EG YQSRRDQGG R 

GVSDKWPQVCAKJCPEFYPTAQ 

VWANFSVTSCQSVTITQLCHGL 

RRLEISPARSNAMHLNPDPPGQ 

KQNLSPKVMDIITDIESSSGSGA 

GKFQVISKSDISEVLLQQMDAG 

HSSKDDPNEYGGWKSPRPRC 


19478 


49846 


B 


19593 


1 


631 
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SEQ ID 

NO: 


SEQ l!> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19479 


49847 


A 


19594 


71 


208 


PCPKHCSKFPMCPELVGSWSH* 
LQE*SHGPSRFRLC*KQPQDLQ 


19480 


49848 


A 


19595 


138 


650 


AWAQLPSALGSTRVSPPPSARS 
QPPWRRRH K VC WRLNRCKE/L 
DEDAVASADFSSMLSEEEKEEL 

KAS/ELR*NKNSA*T*/CNELKPE 
LQQKLA*HAD*HCLQEDT*YAE 
SRRAKGNCSFQQRWNGHQQEV 
RRHELLHSPFHKYACYETKVG 


19481 


49849 


A 


19596 


1 


1222 


MRADGTAGKDPFATDKQLPEL 

LIQHCWDGLLAVCGGSTVGVR 

LPFI LHGS WVRP V A ASFPPLPDN 

LHDSAEPAIILLEPTQMRRNQK 

TNAGTMTKQISSTLPKNHHTSS 

PAMDPNKEEIHDLLEKEFSRLVI 

ELIREGPEKGKAQCEEIQKKDT 

KVKGEIFKEVDSLKKKQLNIQE 

NLETLLEVLNALESLSNRIEQVE 

ERNSEREDKVFELTQSNKJ3KA 

QRIRKYEPSLQEVWDYVKLPKL 

RIISFPNEEENSKSLENIFRGRJK 

EHFHSIARDLDIQIQEEQTTPGK 

LIVKRSLPRH1V1MRAPTPMDHP 

P A PPPr.DD A 1? r\\l/0 A A T>t> A A D\/ 

tv/\ E, El^O KJv/\rvLJ W l^AA rrA A r V 

priPi n P A Q W A PHQ criD \ \1/\ITC 
IUyrLutAoWArUoLuRK\WN I o 

KHORNkTI RTPI-II *PT *UQC:PrQ 
rvriV^iviNJVLIv i IvriL. LL HooKuo 

V A Cpj |^ QVR PR THOPATAQr. VP 

kTT PWPkTPQ 
rvJL-rv w rv is. tLo 


19482 


49850 


A 


19597 


381 


598 




19483 


49851 


A 


19598 


1 


1906 




19484 


49852 


A 


19599 


493 


589 




19485 


49853 


A 


19600 


60 


261 




19486 


49854 


A 


19601 


1423 


1831 


PRRSAN VNLPPPQL ATLSPG WP 
EERKSVGSPTSPPPPRPLRRLSA 
APG\SGG A WPEPG A WSLD* TAS 
PAGAPVQRPAGNG/PSALDASH 
A RAL YLQRI PR VT WTP A SQPPA 
PLGPFLPL1PPAASHRQPSSSFFR 
RHR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


19487 


49855 


A 


19602 


1 


1535 


MEEK11MVQLPPGQTEQHVEIHI 

MNFCSKNHHRITPEKPKELTDP 

FKEAACCCKLYEIDKKLYRMA 

EWIKIHKPSICCLQETHLTHKDS 

HKLKVSITFKDLAVRFSEEEWR 

LLEEGQREFYRDVMRENYETL 

VSVEPGRAVGGGSHADEGQEP 

AGCG/VSPGPGAAGEGDPRVLV 

WRSQGRYGQPRERNGRGASLD 

GERASPEAA/DGKRALPSPRPA 

QLPSRRPYQPAPPGVPTPTDSSCS 

SGPTGDGVQGSPLPIR1SPGNSP 

L/PRPHQLSEGNPCAWAPAPRDI 

PKLLATSP*PGHVQANQSRPGA 

WEPALGRSDQRACSASGSAELC 

ERWPQQAP/APPEEPPPASPHPA 

APTG\PGFWESCGEPGAA\PGKG 

SAPKJ>SPLHCLESALRGILP\EGP 

CASPAWEAPAPAPAPAPARASA 

A/AEGEDPRPEPELWKPLPQER 

DRLPSCKPPVPLSPCPGGTPAGS 

SGGSPGEVAPGEQSPGTAAASV 

Q/VSPAHWPCFS/SPVRYSSGSLP 

GFSAGEKA QG 


19488 


49856 


C 


19603 


4 


150 




19489 


49857 


A 


19604 


148 


448 


RTRDWSLFLLMFGCVRSFFLLV 

GLWSCWLRSEAADLRGECYSS 

♦GGASGVVRSSWWVRGLTSFR 

SETGFTQWIPHWGCRWSCLPVP 

RCAPALLSPWVVNG 


19490 


49858 


A 


19605 


136 


439 


L VHFTEC* LVRLQTLARHSTDW 
CIYKSLARQKSSPSPHSTQEVQL 
ASPLTGRQEDCSEPRSAPLHSSL 
GPTERDSICVAASSVRWTRPGA 
RFS 


19491 


49859 


A 


19606 


2 


399 


SKLQKLKRSLSFKTKSLRSKSA 

DNFFQRTNSEDMKLQAHMVAE 

ISPSSSPLPAPGSLTSTPARLVCI 

QVARLMPFRNTSSRSPLFC/RCL 

QPHDSGFLFLRPARPRAHREER 

NNSRRVALRAVTLTTERLQLHS 
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SKQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=CJnknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


19492 


49860 


A 


19607 


1 


1262 


MPLSYAYKNAETLAGRHTSSW 

MSRGAYQRRNTRAAGRPEECT 

DRN WH AG RTRR1 WLGQLEERC 

SDVFGVSFFWWVRGLAGSGAK 

LQTFTVS VT A H RG S KDQKSEQ 

KQDLLQKAKEQTIHNVKGDPS 

ELPLLAPAACFYSL1CPRPPPHIL 

LIGPFYREL1GPFYRELIGRQLRP 

GEKSSTAA/VWPRC*AA/RLPGA 

G/WTAPSAGPAEPTPTWNSRWP 

ASATRRPGSRRRLSLHTSPQAE 

GAGSGLSQPRKGLPQCSGRLKR 

SSSAARVGVARQRRJRRERASEG/ 

WPACCHLSVLPCGFGFLEAHSS 

SPEQTDHEQNCPADIKVMRLA 

GQPTNARGAANRAQPLHSTSV 

SHLKAVIFKIOTROOKNSHFPPL 

FLEMTTSLATGRLRPSWVDYA 

RPALSVVSVSRFSLLTSLLELLV 

ETLGECGLL 


19493 


49861 


C 


19608 


173 


394 




19494 


49862 


A 


19609 


1 


924 




19495 


49863 


A 


19610 


3 


689 


EVQEELEGPVRGAPHQLHQGP 

VEHLEAPHQ\HKFGKKVIYFNY 

LSELHEHLKYDQLVIPPEVLRYT 

MRSSRACTRAGRRLPPRHHRR 

GPRCPHSSLASVCNTSKTK1KA 

NSSPLC*GSQ*RT*ERKACAPRA 

CSGDPPACRPSARSRGSTT/KGK 

PVNFDDYGDIH1PAV1LKTFLRE 

LPQPLLTFQAYEQILGITC/GGE 

QPACHSLPPDLTEPPRAQLRRPP 

LPHGLPACG 


19496 


49864 


A 


19611 


1749 


2411 


APSCLVSEHSAPGPQRELPQPLL 

TFQAYEQILGITC\GSCP\AQGW 

GAWSSDAVPQLLARRPPLPHGL 

PACGEWGRGELGVKPSGLPSH 

AGPAWGHQVRTVCATAHPQD 

CISPEGAVEEEIVGG*GC\TEGQ 

SQRVLQIWPXSQGVSSLSALVPL 

N\MF\TELLIEYYEKIFSTP\EAPG 

EHGLAPWEQGSRAAPLQEAVP 

RTQATGLTKPTLPPSPLMAARR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


19497 


49865 


A 


19612 


883 


2164 


EHRRPMRAQASHEGHRHPMRA 

QMSHEGYRRPMRVQASHENTG 

VP*GVQASHEGTGIP*EHRCPM 

RTQVSH EGTG VP* ECRRPM RTQ 

\GPM RGTG V P* EH RCPM RG TG V 

P*EAQASHEGH RRPM RGTG IP* 

GAQASHEGHRCPMRGTGVP*G 

HRRP/DENTGVP*GHRRPMRAQ 

ASH/REHRCP/DEGHRRSP*GHR 

RPMRAQASHENTGVP*GAQAS 

HENTGVP*GHRRPMRGTGVP*E 

\QGVP*GHRRPMRAQVSHEGHR 

RPM RTQ A S H EG H RRPM RTQ A S 

HEGTGVP*EHRRPMRGTGVP*E 

FRRPMRGTGI P*GHRRPM RAQA 

SHENTGVP*GNR/PYHEGTGVP* 

ECRRPMRTQASHEGTGVP*EHR 

CPMRAQASHEGHRHPMSTQAS 

HEGH RRPM RTQ A SHEG HRHPM 

RTQASH EGTYA SH EG HRRPM RT 

QVSHEGTG VP* EFRRPM/PGHG 

HPMRTQASHEGHRRPMRVQAS 

H ENTGV P* G HRHPM RGTG I P*G 

HRCPMRGTGVP*GYRHPMRTQ 

ASHEGYR/PSHEGTGIP*EHRCP 

MRTQVSHEGTGVP*ECRRPMR 

TQVSHEGTGVP*GHRRPMRTQ 

VSH ERHRRPM RTQASH EGTG V 

P* EH RCPM/MG HRRPM RTQ A SH 

EGTG VP* EHRRPMRGTG VP* EH 

RRPMRAQESHENTGVP*GAQA 

SHENTGVP*GHRRPMRAQASH 


19498 


49866 


A 


19613 


1 


552 


VPQDSLGQALAGQATPEIPLGL 

QLHTVLVQEIQELIEAQTRAPGP 

CAEVRALPAPAAEPEPA WEEAP 

PERALELEGAPAKDQTNEELPEI 

TA/PYC/EPLALTLELKAWLERE 

VGGRG\DQHSPSQQLPCCP*SW 

ARWQTCRQRAGHLAWPPVPRC 

REASLIH*NHSPAAAGPFILLILV 

YLCAGGA 


19499 


49867 


A 


19614 


443 


991 


VDSRPMLNTRLMRTSGRRWTP 

RPQVDTRP*VNNKTQ*AIRPQ/C 

GYSPQVPQDSLGQALAGQATP 

EIPLGLQLHTVLVQEIQE/RH*G 

TDTCSWSMCRSKSTASTSRWS 

Q/RPAWEEAPPER/GTGAGGSSS 

QGPDQRGAA*NHGGAGEH*KK 

AGRKSSE\RYACSQRQPPPPGM 

DAGPQLGIQAVCP 


19500 


49868 


A 


19615 


16 


450 
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SEQ II) 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19501 


49869 


A 


19616 


2 


477 


PRVRSGHSMDMRVPAQLLGLL 
LLWLRGANCDIQVTQSPDSLSA 
SVGDKVT1TCRASQGISNGLSW 

VPSRFSGSGSGTDFTLTISSLQPE 
DVATYYCLQDYTTPFTVLQAIT 
KTPQRVRD V * VCTV L ATPPG V IN 
WL 


19502 


49870 


A 


19617 


2 


675 


LPLSSSALPTESGSHLPFSGIMA 

RPSDPLVKPQRSSKREPKKVHP 

GTQSDR\YVKIKR\NWAENPRG\ 

IDN\RVR\RRF\KGQDLDAPTLG 

YG\SNKKTKAHACPSGFREVPG 

VHNVQGSWEVACLMLQQNLY 

^L,JVUo V rl In VrLrKIN K^/oro WU 

KELAQLGLSGVHPTPLARAAQL 
KEN*VRQLMCNKSYCAEIAHN 
VSSKNRKAIVERAAQLAIRVTN 
PN A RXRSEEN E 1 


19503 


49871 


A 


19618 


2 


527 


VWAANMPSRLRKTARKLTAGHG 
AATGHGPHRPSTRKAPPGGPR* 
MPGGPAIHPPGSNFRQNTHPQA 

YFri^\Vri**k r HVPT*k'P>vI\nQCl 
i r rv\ v vj ivti y r I is.JviNNV^or L, 

ril V IN L\U1S.L> W 1 LVy^lNRnKVK 

^-L. i IS. IN IS. 1 UAArrlnLMLVKbOY 

LyooucrvUlvLrivAoLr r VJbVjr tv 

FFSRRSLREEGLRGVWGGPVSL 


19504 


49872 


A 


19619 


45 


233 




19505 


49873 


C 


19620 


95 


154 




19506 


49874 


A 


19621 


2 


241 




19507 


49875 


A 


19622 


63 


320 


RQWGNRLVTA/WSFFSWLSDC 
EGPGYGTIAEVGQLWGIMAKD 
LLRHSLASEELALNQNLTCHDQ 
FAQSTRSSARACGSIFCSTTQGS 


19508 


49876 


A 


19623 


2309 


2560 


RNREA RF YMTTPNFTETKR/WF 
H ERVCALERERERE VTICISRLE 
RDNHRLVGDISQLKKELDQYL 
QAISDLEDCNGKRLLQILEA 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19509 


49877 


A 


19624 


4994 


7008 


QWQQKPKLTNDNLKFIWNQKR 

DRIAKTILSQKNKAGGITLPDFK 

LYYKATVTKTAWYWYQNRHI 

DQWNRTEPSETIPHIYNHLNFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIICHLNVRPKTIKILEENLGN 

TIQDIGMGKDFMTKTPICAIATK 

P\N*QMGSNILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTJASKRJKY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNMPCSWVGRJN1 

VKMAILPKVIYRFNA1PIKLPMA 

FFTELEKTTLKFIWNQKRARIA 

KSJLSQKNKAGGITLPNFELYY 

KATVTKTAWYWYQNRYIDQW 

NRTEPSE1TPHIYNYLIFDKPGK 

NKQWGKDSLFNKWCWENWLA 

ICRKLQLDPFLTPYTKINSRW1K 

DLNVRPKT1KTLEEDLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDL1KLICSFCTAKETTIRVNR 

QPTKWEKIFATYSFDKGLISRIY 

NELQQIYKKKTMNPIKKWAKD 

MlsIRHFSKEDIYAAKKHMKKYS 

SS L A I REMQIKTTM R Y H LTPVR 

MAT1KNSGNNRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19510 


49878 


A 


19625 


1 


764 


GSSEKRKFKTGNQKLSMEVEK 

NQQMRSLSLYQQRVEGSKCAV 

RRKGGSPKPKAFLAAAEKFLN 

VPVMRSASHEQLVLTGDPNKT 

LPGSKSRLSGTDSPRACSTFPIW 

ATKIVTEMQVQLFAACRVQLIK 

HPRPSAARTAMEVLESGEQGV 

LQWDRKLSELSEPGDGEALMY 

HTACQGHEEQVWEEEALQLGL 

RSGILLNHWKRQLVGGAGILRS 

AQLHSPYHHWQMISLVSPSPAV 

MAVMENDDICMVLCVKVMDE 

PNHILDAISEHQIPSLEDQWFSE 

CALWTSKAYENLVERHILGPHC 

RPTELETLGISEDDIDHNPYLDF 

PG VAGLGSRRNVKERG WLSEM 

KKEGDIFMK1QG*AICPTSGPAE 

GLPPPTPVPHVPDRPCGT*GP/PP 

SPGSDSSNPACGPTAARPAPRSP 

APPWRCGPRWAEDVLLTGLCK 

QQIAEPAFRLQFWWPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ M> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19511 


49879 


A 


19626 


1 


1430 


MNGTAEGQHPWVHSTFNGEPQ 

SLSSSVRVKNQGPRDQAELGFQ 

GNGSTVPAAQARTIARARGSGS 

GGGDALQGGGAGAGPGATKR 

TARJLLARGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWTIDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

G I RR VQ1 LSLRRSLSYVIQGM AN 

IESLNLSGCYNLTDNGLGHAFV 

QEIGSLRALNLSLCKQITDSSLG 

RIAQYLKGLEVLELGGCSNITN 

TGLLLIAWGLQRLKSLNLRSCR 

HLSDVGIGHLAGMTRSAAEGLP 

GPGAAHATGLPEAHRSFSKAHL 

PRADGPEAPQPQLLWGNLGRW 

PPAPVAHGQPAHAQPCAPCDNI 

SDTGIMHLAMGSLRLSGLDVSF 

CDKVGDQSLAYIAQGLDGLKS 

LSLCS/RRGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWRDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

G1RRVQILSLRRSLSYVIQGMAN 

IESLNLSGCYNLTDNGLGHAF/R 

AGDRLPARSQPEPLQADH*QQP 

G PHSPVPQGP/ARC WS WEV A AT 

SPTLAFCSSPGVCSASRALTSAA 

AATFRMWXDRAPGRHDAQRGG 

GVLPGPGAAHATGLPEAHRSFS 


19512 


49880 


A 


19627 


293 


1520 


TTMDGSHSAALKLQQLPPTSSS 

SAVSEASFSYKENLIGALLAIFG 

HLVVSIALNLQKYCH1RLAGSK 

DPRAYFKTKTWWLGLFLMLLG 

ELGVFASYAFAPLSLIVPLSAVS 

VIASAIIG1IFIKEKWXPKDFLRR 

YVLSFVGCGLAVRGYTYLLVTF 

A PNSHEKMTGEN VTR H L VSWP 

FLLYMLVEIILFCLLLYFYKEKN 

ANNIVVILLLVALLGSMTVVTV 

KAVAGMLVLSIQGNLQLDYPIF 

YVMFVCMVATAVYQAAFLSQ 

ASQMYDSSLIASVGYILSTTIAIT 

AGA1FYLDFIGEDVLHICMFAL 

GCL1AFLGVFLITRNRKKPIPFEP 

YISMDAMPGMQNMHDKGMTV 

QPELKASFSYGALENNDNISEIY 

APATLPVMQEEHGSRSASGVPY 

RVLEHTKKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19513 


49881 


A 


19628 


751 


2034 


VSSSPTSLGCMRQKEYRJPKKL 

TNMPFLGSQPSLLALRSCHPTG 

RTCSA/SQVALFCLAAHRVSQIG 

ALLAIFGHLVVSIALNLQVSFHI 

RLAGSKDPRAYFKTKTWWLGL 

FLMLLGELGVFASYAFAPLSLI 

VPLSAVSVIGKTIIGHFIKEKWK 

PKDFLSKFVLSFVGCGLAVVGT 

YLLVTFAPNSHEKMTGENVTR 

HLVSWIILFCLLLYFYKEKNAN 

NIVVILLLVALLGKLTVVTVKA 

VAGMLVLSIQGNLQLDYPIFYV 

MFVCMVATAVYQAA*VSQAS 

QMYDSSLIASVGYILSTTIAITA 

GKGFYLDFIGEDVI HTCMFAI G 

♦VLAFLGVFLITRNRXKPIPFEP 

YISMDAMPGKVNMHDKGMTV 

QPELKASFSYGALENNDNISEIY 

APATLPVMQEEHGSRSASGVPY 


19514 


49882 


A 


19629 


19 


933 


QSARPSLKLRARSQRGRPLPSRA 

LVFLFLFFFFFFNFLPIHTQPSAH 

KDMTTNAGPLHPYWPQHL\RL 

DNFVPNXDRPTWAYTGLGLFSV 

TGGLRSWTTWAVVQGRAPGL\ 

PIGDFGRATVPCCWVLQWCGF1 

HLVIEGLVPFSNYERPCFGDQSL 

L YSQL W\KE YGQGETARY 1 LG V 

TNFTV\CM\ETITSFA\WGEPFSL 

WVVIV\FLLOHPL\RFII \OLVVs 

VG\OIYG\DVLYFI *R ATPTDFO 

HGKPGPTPLLLPGFSFVFHEMP 

LWLVPAPGSPLCLDA/V*KHPQ 


19515 


49883 \ 


c 


19630 


1 13 


257 




19516 


49884 j 


A 


19631 


143 


330 


HHGPVPFPRGLIS*HSI HCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


19517 


49885 


A 


19632 


3 


432 




19518 


49886 


C 


19633 


112 


192 




19519 


49887 


A 


19634 


1 


4410 


MARPLALPLTGMSAPGSSLTTIP 

HTPSHPRSPSTPDTVSHPRSPSTP 

DTVSHPRSRYTPDTVPPTLPVY 

TRHRVPPTLPVYTRHRPTHAPG 

IHQTMCPTHAPGLHQTPCPTHA 

AGLHQTPSHPRSPSTPDTVSHPR 

SRSTPDTVPPTLPVYTRHRVPPT 

LTVYTRHRVPPTLPVYTRHCPT 

HAPGLHQTMCPTPRSRSLPDTV 

PPTLPVYTRHRVPPTLPVYTRD 

RVPPTLPVYTRHRPTHAPRLHQ 

TPSHPRSR 
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Sh Q ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19520 


49888 


A 


19635 


1 


444 




19521 


49889 


A 


19636 


3 


1017 


SSRPVRPRPAARLSAMSSTQFN 

KGPSYGL\SAQ\VKNRLL\SKYD 

PQKE\AELRTW\IEGLTGLSIGPD 

FQKG\LKDG\TIL\CTLMNKLQP 

G\SVPKFNRSMQN\WHQLENLS 

NFIK\AMVSYGMNP\VDLFEAN 

DLF\ESGNMT\QVQVSLLALGG 

KRPKTKGAAEGGLDIGVKYSE 

KQERNFDDATMKAGQCVIG\L 

QMGT\NKCASQSGMTAYGTRR 

HLYDPKNH1LPPMDHSTISLQM 

G1ANKCASQVG\MTA\PGTRRHI 

YEYQAGNPTSCDNFSM\SLQ\M 

G YTQG A QTQ SG Q V F\G PG RPD I 

* TP STC PQGT I\A DG A PSG TG\D\ 

CPDPGEVPEYPPYYQXEEAGY 


19522 


49890 


A 


19637 


1 


479 


MQGLRVSHSTFYTLIPEVTENP 

HRLDFHWTLSAQLERVASGTIL 

KKKESPPRPKVLGSARWDLPV/ 

PPG WCNSTALQ* SPRSDQV*SE 

RGMEAFFLPMPSESVASVCCRF 

SPWTSQKPQLSTSRDRKLQGKR 

*WFSTGVWAS*DHS*ERRCSQC 

PKTTCW 


19523 


49891 


A 


19638 


2 


501 


FVPEERSSETALQRCSLPPGRRA 

APDPGLQGLRGSLGGSGSELES 

RKAKLRAAEGLRRKTTEINQRD 

TADRCTRGHH*SPGESPPKPSAF 

SL*LSVPRSGKLRFLRSPRREPA 

A N * S H RLRRH REKKCFH PPFTL 

NLIASGTSLEGGGVAPTWSTGR 

SQRALPSTL 


19524 


49892 


A 


19639 


1 


1122 


RFLILINHAVFEYQDIFVASFPS1 

FFN IHCRG EG EREKG FAG KDRT 

PPPSTLLCGSGHLPPLASRRPPR 

PRCACCLPGGPLSSSALEAG*Y 

WRFPKLSG*KRSHTPWVPQPQQ 

PLPNPSPGKWVWASSEALQ/GT 

RA*RGIAELTHLLRLPARJIGTQ 

RPA\PGHRAGASPQFRREASSRG 

PGLRPRPGRTRELGFPKRRVWA 

TAASWPRGTEPCAAA*RJIRRRJI 

RRARGRELSPRSTWSSDTESTF 

ALSCDPS*PRHQSVPKGRVGSC 

KGKLANKGFFCPTWQRPIRVAS 

VDMELLHFVPKRALPGFTIA1SF 

LSSAPPLCPWYSGSNPWLRNPL 

KLPRLAALFQRSAAPRLHFSGAA 

SLQVGERRQIRDFRVSAGA 



2460 

BNSDOCID: <WO 0176067A3.IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19525 


49893 


A 


19640 


14 


618 


GNENVKSGRKTSLSPFVLSDFT 

ASSALLASDSSRWMSLQSASEC 

\PGRAAGSGPGYG*PVSEVTGG 

PLSAHTHSSL*TSQRGCPPGVPE 

HHGAGPFP*GPGLKDVSGRGG 

J>IULWUKlvKrAnlVluUULurA I 

PI Ofppr pqppppdi nDDn\ ddddd 

CppI PiPAQ^PP/n PUPPDPDPDDD 

p^prvTAPr\/TA pr.DA ptp a a a 

r V 1 /\ rL V 1 ArvjrAr 1 uAAA 

RRH 


19526 


49894 


B 


19641 


42 


121 




19527 


49895 


A 


J 9642 


1 


153 




19528 


49896 


A 


19643 


104 


355 




19529 


49897 


A 


19644 


459 


988 


DPRTMNLAISIAXLLLTVLQVSR 

GQKVTS\LTA\CLVDQSLRLDCR 

HENTSS\SPSKYEFSLTRETK\KH 

WLrU 1 V*jr V rcn 1 \ Y KoKl lNr\ 1 o 
I^VTsJN/IPf^PI TVQACU*ADTDrTI 
r^CrU/^PPA l CDDTCT CDM\/\T 

WL\LRLLLS\LSLLQ\ATDFMSL 


19530 


49898 


A 


19645 


I 


950 




19531 


49899 


B 


19646 


55 


1459 




19532 


49900 


A 


19647 


1 


165 




19533 


49901 


A 


19648 


183 


700 


PNGNQPPRETPQRISRGIQRLGT 
AVASSGGSRSLPRSASAEPAQG 
AAARRAAPGPAGRCRAARGAG 

AnQAPPI P* APA UD A PPCAPPD / 
CP TA P CP A A PAPPDPCriDACDAT 

GPRPSQGAPQRRGPSSPGPRAG 
CRAQ*EALTPRLWRSSRTPSSR 
GLGPHVRGGIFSPKJPT 


19534 


49902 


B 


19649 


71 


264 




19535 


49903 


A 


19650 


3 


810 


G VSPC W PG WSRTPDFGSN PKCP 

PI RASPG A ELQ ALSSTVTTPY W 

GI L VTA VFPH*G LRPRQCRQDH 

PAG RQG PG PG E V PE I LG QSGCT 

DRTWSKAGGRTQAPGPRSRAG 

RRVSGQEIRAPGPLGCRHGGA/ 

GAPWTPEAASPLTATEPSCPH/L 

Q A PCG YM PLS VSPRRR YRGP A 

GDQKVKMLKFKAFCLDYWQF 

LCLQPLHGAYKRDSDLMTW1W 

GLLPEVTGAAGTTSPNVHTSGR 

FFRACVFCPVHTLVKKEPHPGQ 

QEIIMEPSPWSP 



2461 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN | 
09/540,217 | 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19536 


49904 


A 


19651 


258 


1378 


REILSLDRLPGATPNQALSAEA 

ACPKGQTSLLCGAMGIQGLAK 

LIADVAPSAIRENDIKSY\FGRK 

VAIDASMSIYHFLIAVRQGGDV 

LQNEEGETTSHLMGMFYRTIR 

MK\ENGIKPI/YKSG£LAKCSEL 

RVAEAEKQLQQAQAAGAEQVV 

EKFTKWLVKVTKQHMDKCKH 

LLSLMGIPYLDAPIEAEASCAAL 

VKAGKVYPVATEDMDCFTFGS 

PVLMQHLTASSDYCKSIWSIGP 

KRAVDLIQKHKSIEEIVQRLDPN 

KYPLPENRLHKEAYQLFLEPEV 

LGPESVELKWSEPNEEELVKFV 

CGEKQFSEERJHSGVKRLRTEK 

GGGEPRGP/DWTQPGRASPTKR 

PDHQEDQHTRSRSSEGSH*GWL 


19537 


49905 


A 


19652 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGACISSLSFSRVGSSIFRGVL 

GGSYGGASCMGS1TAVTVNQS 

LLSPLNLEVEPNIQAVCTQEKAT 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYrNSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

EFNKRTEMENEFVL1RQYVDEA 

YMNKVELESCLEGLTEEINLLG 

QLYEEEIQKLQSQILDTSVVLC 

MNNSHSLDMDSIIAEVKAQYEE 

MAN H SQ AE A ESM YQI KYEELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

NIRLALDIKITIYRKLLEGEESQL 

ESGMQNMNIHMKTTSGYAGGL 

SSAYEGLTSPSLSYGLGSSFGSG 

MGS1SFSHTSFTRAIVVKKIEIHD 

GKLVSESSDVLPK 



2462 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19538 


49906 


A 


19653 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGACISSLSFSRVGSSIFRGVL 

GGSYGGASGMGSITAVTVNQS 

LLSPLNLEVEPNIQAVCTQEKAT 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYINSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

EINKRTEMENEFVLIRQYVDEA 

YMNKVELESCLEGLTEE1NLLG 

QL YEEEIQKLQSQI LDTSVVLC 

MNNSHSLDMDSIIAEVKAQYEE 

MANHSQAEAESMYQIKYEELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

N1RLALDIKITIYRK1 1 FCiFF^OT 

F SGMfVN MTsI I H M kT TT^H V A r.n I 

L»ovj ivi v^ix lvii>ii livi rv l 1 oVJ I r\vJVJL 
»J OA 1 VJ l_* i JliJbJ I VJI_i\JOOr uou 

MGSISFSHTSFTRAIVVKKIFIHn 
GKLVSESSDVI PK 


19539 


49907 


A 


19654 


152 


207 




19540 


49908 


B 


19655 


75 


402 




19541 


49909 


B 


19656 


1 


2319 




19542 


49910 


B 


19657 


1 


1341 




19543 


49911 


A 


19658 


198 


1118 


LHAPNSLHHHLPRDLL*LLPLPL 

QHRVSDPGLHSALRPMEEHRA 

QS*QPSAPEDAVQA*WGHGGH 

SPGPDRAGCHHCRGDQERVST 

HHVLPVCHHPDDAYGGCGAG 

WNPDL/PGQMRSHWMSPKIRPA 

NWTRTSWWALPQAPGLSPGAQ 

SWPSFVPRTTPTTPGTTCPTPSW 

* S WRSTSRTSSSLNPFTESLKNS 

LRTSKPFGWSQSAMATPCPLLP 

PASRVELWPETW\PLGQGHATS 

SQWKCVPERKL*QGGEAGGEQ 

LGREPKPSPPSSFLTGQRQEKSP 

EEYCSLLVPLQYFGSRGTHADL 

LHG 



2463 

BNSDOCID: <WO_0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


19544 


49912 


A 


19659 


1 


2707 


MPGPHPASASCPPRLFTPRRRAF 

CPLRICAPLAAAAFCPPRFLPHT 

RRRAFLLLCRRGFLPPPCLGGG 

LAAAFFPHPPLPFLRPHRRGFLP 

HRRRGFLLPPRLGFLPAAAFYPP 

PPRVFARRGFVPPSPPRLFARRA 

FCHTPPA A AFSPSA AA A FCPTA 

DTA FCTLA ALA FCRRGFLPPRC 

RGFLPLRHRRSFLPHRRRGFLPT 

AAFCHRGFLLATAFYPPRLFAP 

RCHGFLPPCRSDFFAAAAFCPR 

RRGFLPLSPPLFAPAAVAFCPRH 

RGFLLPRLFAPVTAAFCHRDFL 

PPPPRiFVPAATALRAGAADSA 

ASSTGVLARAALRGPCGLHRV 

ALPVEAMGEKJCEGGGGGDAA 

ATEGGTGAAASRALQQCGQLQ 

KLIVIFIGSLCGLCTKCAVSNDL 

TQQE1QTPEPAKPAKPASQTRQ 

PSQPSHPASQASQTSQPAKQPA 

SQASQPAKPAtCPPSQPSQPSHR 

ASQASQATQPERPASQPASEPS 

QPSLPASQASQDRQPAKPAKPD 

SHPRQPSQP/YQPSQPASQASQA 

SQPAKPSRQPSQPRQPSQLASQ 

ASQSTQPLKPAKSPVQQSQPSQ 

PASPDSQASQASQATQPAKPAK 

PPSQAAQPAKPAKPPSQPACQP 

PSQRAKPAKPARQPSQPSQSSPP 

ASQPSQACQPSQPGSQASQASQ 

AAKPGMPAKPARQPSQPSQPAS 

Q A RH A SQ A IQPAKPAG* PSQTS 



2464 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19545 


49913 


A 


19660 


1223 


2286 


RQCFKATEQPPAIHHPSSQPSRQ 

PSSQPP1YPSPICGRKSGIQPKFQ 

LNG*MVNG*MDE\SRERHEWP 

CNYQVRPKAGEKQPGAEANRE 

TRPEGGTP/RGERGRQGPATRR 

QKSTPEAGPSDLEKQIARQEAP 

AGTDEIERQQARPH*AP*KIPVE 

WVNGEWLNGRMPGDPHEWQC 

NYQPAIQPA1QPANQLSIHNLW 

TQFRHSTKIPVEWVNGEWLNG 

RMPGKHHEWQCNYQPAIQPAI 

QPANQLSIHNLWTQFRHSTKIP 

VEWVNGEWLNGRMPEDHHEW 

QCNYQPAIQPAIQPASQLSIKN 

MWTQFRHSGQJPVEWVNGSRL 

HGRQQG1FMHGNATSSHSPSIQ 

PAIQPAIQPANQLSIHNLWTQFR 

HSTKIPVEWVNGEWLNGRMQR 

NIMNGNATISHSPS1QPAIQPAIQ 

PVNHLSIHNLWTQFRHSTKJPV 

EWVNGEWLNGRMPGKNHEW 

QCNYQPAIQPAIQPANQLSIHNL 

WTQFRH STKI P V E WVNG E WLN 

GRMPGDHHEWQCNYQIAPML 

QSNRTAASHSPSIQPAIQAA1QS 

ATHLSIPNLWTQVRHSTKIPVE 

WVNGEWLNGRMPGRDMNGH 

AT1RYGPKPEKNNRAPRQTEKQ 

GQKGAHQRREGKARAGNEETE 

KYSRSRAIRPRKTDSASRSSRGH 

RRNRKAASAATLGPIEDTNQNK 

LHVRDTGLEVKAISIQGPGTLM 


19546 


49914 


A 


19661 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 
/PPGEPERRAPLPSGHGEPCRHR 
PPPFPQPP/AGTQKPLLQGPGGG 
*PAENAPTAALGSPAPPRGCQA 
APPPRSGAGRPDT PTI AHPRPAP 

AXPPPSAAPPPPPSGAPSR/PAAG 
RQRLSGVSSGPSLGWW*VGRG 
RGLPAFAQIAGHQVGPRRRRTP 
AG RKPRSPAGPR 


19547 


49915 


A 


19662 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 

/PPGEPERRAPLPSGHGEPCRHR 

PPPFPQPP/AGTQKPLLQGPGGG 

♦PAENAPTAALGSPAPPRGCQA 

APPPRSGAGRPDLPTLAGPRPAP 

AXPPPSAAPPPPPSGAPSR/PAAG 

RQRLSGVSSGPSLGWW*VGRG 

RGLPAFAQIAGHQVGPRRRRTP 

AG RKPRSPAGPR 



2465 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19548 


49916 


A 


19663 


1 | 


379 


YFPHTAIRYPPHLNRQDPLKDL 

VSLACDPASQQPGPLNGSGQLK 

MPSHCLSAQMLAPPPPGLPRLA 

LPPATKAATTSEGGATSPTSP/S 

PGIWDSKGLLPSPLLHRPRNPR 

GQHSRPPAHVFGGKLE 


J 9549 


49917 


A 


19664 


3 


285 




19550 


49918 


A 


19665 


2 


1556 


RLEFPGRRFRSAPAPAGPAPPA 

APGMYSSPLCLTQDEFHPFI EAL 

LPHVRAFAYTWFNLQARKRKY 

FKKHEKRMSKDEERAVKDELL 

GEKPEVKQKWASRLLAKLRKD 

IRPECREDFVLSITGKKAPGCVL 

SNPDQKGKMRRIDCLRQADKV 

WRLDLVMVILFKGIPLESTDGE 

RLVKAAQCGHPVLCVQPHHIG 

V A VKELDL YL A YF VRERD A EQ 

SGSPRTGMGSDQEDSKPITLVT 

TDFQESFVTSGVFSVTELIQVSR 

TPVVTGTGPNFSLGELQGHLAY 

DLNPASTGLRRTLPSTSSSGSKR 

HKSGSMEEDVDTSPGGDYYTS 

PSSPTSSSRNWTEDMEGGISSPV 

KKTEMDKSPFNSPSPQDSPRLSS 

FTQHHRPVIAVHSG1ARSPHPSS 

ALHFPTTSILPQTASTYFPHTA1R 

YPPHLNPQDPLKJDLVSLACDPA 

SQQPGPSWYLG*QRSSSLAPSPS 

SQESQGAAQPAPGPRFRWKIRV 

NKNTPADSQPGQKDKTHRRTH 

SGGKEKTKAE 


19551 


49919 


A 


19666 


1 


477 




19552 


49920 


A 


19667 


1 


440 


WTQDM/EGG ISS/PV KKTEM A K 

SPFNSPSPQDSPRLSSFTQHHRP 

VIAVHSGIARSPHPSSALHFPTT 

SILP\QTASTYFPHTAIR\YPPHL 

NPQDPLK\DLVS\LACDP\SSQQP 

GP/SYSPPDTSPANRVSFVGLGPR 

DPAGIYQAQSWYLG 



2466 

BNSDOCID: <WO 0175067A3.IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19553 


49921 


A 


19668 


2 


1963 


CPTGFEHGSPCARRTPTGRVSV 

TRCRRRAWGSLRVSVCGPRAQ 

LQ A EL VQEEQG G GVLCV1VMP 

LTPGRTPRLPRGRALCNGRGGV 

WGGGGSPRGLLPAQAPGDPEV 

CKFRFLDRCFPPYAGPSDLSLR 

GRAVGPPSASLALLTSRLSGLQ 

DEFHPFIEALLPHVRAFAYTWF 

N LQ A RKRK YFKK HEKRM SKDE 

ERAVKDELLGEKPEVKQKWAS 

RLLAKLRKDIRPECREDFVLSIT 

G KKAPGCVLSNPDQKG KMRRI 

D\CFRQADKVWRLDLVMV1LF 

KG IPL ESTDG ERLVKAAQCG H P 

VL/CALKPQHI\GVAVK/ENLDL 

YL A YF VRERDA *QSGSPRTGM 

GSDQEDSKP1TLDTTDFQESFVT 

SGVFSVTELIQVSRTPVVTGTGP 

NFSLGELHAHLAYDLKPASAGL 

TRTLSSTFSSGNKRYXKAGSMEE 

YVDSTPWGDD*T*PSSPTSSSRN 

WTEDMEGGISSPVKKTEMDKS 

PFNSPSPQDSPRLSSFTQHHRPVI 

AVHSGIARSPHPSSALHFPTVTSI 

LTPDGPSPTFPHTAIRYPPH LNP 

y L>r LKX>L Vi>LACDPA\SQQP\G P 

LNGSGQLKMPSHCLSAQMLAP 

PPPGVLPRLALPPATKPATTSEG 

GATSPTSPSYSPPDTSPANRSFV 

Kj LvjPKDPAG I YQ AQS WYLG 




40099 


A 


i vooy 


ill 


j j l 


b I> W LOKCj H(^r r r \PG Lr H S P1CPS 

SGTAVLPAWRPPSPGPGAGDD 

ASPSPS*AGPGAGANPGA*QRS 


1 /JJJ 


4009^ 


A 


I VO /U 


1 A 1 A 


IO/-> 




19556 


49924 


A 


19671 


72 


227 


EEFPMGHTA* WSCEKRATILQI 
QEW*1QQQLAPCAWQSHRHST 
RAHESSHG 


19557 


49925 


c 


19672 


1 


604 




19558 


49926 


A 


19673 


653 


889 


VYPQTNWKQNTGTRVFIAALF 
TM\AKGENK*PSMGEW/IKQM 
WS1HTMERHAA1KRIEAQVYAT 
M*MKLKSMLLLERNQT 



2467 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) iNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tfn known, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


19559 


49927 


A 


19674 


75 


1619 


EVSIPAQTMWTADEIAQLCYEH 

YGURLPKKGKPEPSHEWTLLA 

AVVKIQSPA\DKACDTPDKPVQ 

VTKEVVSMGTGTKCIGQSK/M* 

RKNGD1L\NDSHA\EVIA\RRSFQ 

RYLLHQLQLAATLKEDSIFVPG 

TQKGVWKLRRDXLINVFFSSHT 

PCGDAS1IPMLEFEDQPCCPVFR 

NWANNSSVEASSNLEAPGNER 

KCEDPDSPVTICKMRLEPGTAA 

REVTNGAAHHQSFGKQKSGPIS 

PGIHSCDLTVEGLATVTR1APGS 

AKVTDVYRTGAKCVPGEAGDS 

GKPGAAFHQVGXLLRVKPGRG 

DRTRSMSCSDKMAR\WTVLGC 

QGALLMHLLEEP1YLSAVV1GK 

CPYSQEAMQ\RA\LIGRCQKV\S 

ALPKGFGVQELK1LQSDLLFEQ 

SRSAVQAKRADSPGRLVPCGXA 

AISWSAVPEQPLDVTANGFPQG 

TTKKTIGSLQARSQISKVELFRS 

FQKLLSRIARDKWPHSLRVQKL 

DTYQEYKEAASSYQEAWSTLR 

KQVFGSWIRNPPDYHQFK , 


19560 


49928 


C 


19675 


45 


140 




19561 


49929 


A 


19676 




354 


AKIKTGYKXREHINLGCDMDFDl 

VGPS1RGALVLGYEGWLAGYQ 

MNFETAKSRVTQSNFAVGYKT 

DEFQLHTNVLLLNLERTCFLTG 

PTPTPPPLSWLPGTTFSLTWAM 

TGRYTFNSQ 


19562 


49930 


A 


19677 


1 


983 


AARSAPLPGSAPCLRVAAPAVA 

ASEPAATSSEQKMAVPPTYADL 

GKSARDVFTKGYGFGLIKLDLK 

TKSENG LEFTSSGSANTETTFCV 

TGSLETKYRWTEYGVLTFTEKW 

NTDNTLGT\EITV\EDQL\ARGT* 

SLTF\DSSFSP\NT\GKKNAKIKT 

GYKREHfNLGCDMDFDIAGPSI 

RGALVLGYEGWLAGYQMNF* 

DCKIPE*PQSNFWQLANKT\DEF 

QASR*M*MD\GTEFGGSIYQKV 

NKKXLETAVNLPWTVAGNSNTR 

FEIAAKYQ\VDP\DACFSGKVNN 

SSL1GLGYT\QTLKPG1KLTLSAL 

\LDGICNWNA\GGHKL\GLGLEF 

QA 



2468 

BNSDOCID: <WO 0175067A3JA> 



I 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19563 


49931 


A 


19678 


551 


831 


CHPSSHVI CAPASI SDHOWPPP 
ALCPSSRPQ/PCALPWSGTLSSR 
PQPCPTHPSGIEA*LCLPLVTQL 
G*LPL\PAPQHLVPPCPSTCPTM 
LKLF 


19564 


49932 

t 


A 


19679 


47 


980 


VCQYCTARMADFGISAGQFVA 

VVWDKSSPVEALKGLVDKLQA 

LTGNEGRVSVEN1KQLLQCLVP 

GSTTVLHSA\EILA\EIARILRPGG 

CLFLKEPVETAVDNNSKVKTAS 

KL\CSALTLS\GLVEEKELQREP 

LTPEEVQSVREHLGHESDNLLF 

VQITGKKPNFEVGSSMQLKLSI 

TKKSSPSVKPAVDPAAAKLWT 

LSANDMEDDSMDLIDSDELLDP 

FD1 KKPDPA^U R A\A < sPnFr , .kTK' 

RKACKNCTCGLAEELXEKEKSR 
EQMSSQPKSAVCGNCYRGAMPS 
GCASCPYLGMPAFKPGEKVLLS 
DSNLHDA 


19565 


49933 


A 


19680 


29 


1270 


FPFWPAVFQVCQYCTARMADF 

GISAGQFVAVVWDKSSPVXEAL 

KGLWDKLQAF/TPGNEGRVSVX 

ENIKAAVA1LPTKNPSFGHYFV 

Q/CLVPGKAPLWHSA*DFWAG 

MPPGFLRPGWMFFFLKEPVETA 

VR*Q*AKWKTASKL\CSAL\TLS 

GLV/EKLKELQREPLTPEEVQSV 

REH LGHESDN LLFVQ1TG KKPN 

FEVGSSRQLKLSITKKSSPSVKP 

AVDPAAAKLAWTLSANDMEDD 

SMCIFCGCSLTHRWPLEHVVQV 

E/1MMDQ PKRRTR V DTXFFTPRT 

PKFPSRSPASHFSFSIKQKT/TRP 

VSLIALNTLVODLIO'sOFl 1 DPF 

DLKKPDPSLLRAASCGEGKJCR 

KACKNCTCGLAEELEKEKSRE 

QMSSQPKSACGNCYLGDAFRC 

ASCPYLGMPAFICPGVEKVLLSD 


19566 


49934 


A 


19681 


3 


405 


QDFGTRALAAVQIKNGGSWWC 

PPVSLAAGVGPRPQLGRPYVRV 

APHGQV\GLSFAMWKTLT\FFR 

GASPGVGSQAMLKCVA*SPHH 

WRARRDPEF1AYP\HLR\IRTKP\ 

FPWG\DGNHTQQYITPH\VNPLS 

NLATED 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19567 


49935 


A 


19682 


2 


450 


VNKAGGLI YQLDSYAP/RAEAE 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLA1NGMDVN 

GRYTADGKEVLEYLGNPANYP 

VSIRFGRPRJLTSNEKLMLASMF 

HS\IKFVVLADP\RQAGIDSLLRK 

IYEIYSDFALKNPFYSLEMP 


19568 


49936 


A 


19683 


1 


2034 




19569 


49937 I 


A 


19684 


202 


453 


RRLWRGSCPRCGGKARDGMG 
VRGR/YSEG/RERV*FGGPPRGS 
T WPLCGR WRRPARPSA PLRWS 
AMCPNTSDAAGACAAAVRCG 


19570 


49938 


A 


19685 


269 


326 




19571 


49939 


B 


19686 


98 


562 




19572 


49940 


A 


19687 


1 


2223 




19573 


49941 


A 


19688 


374 


1107 


1PVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVLVAINGMXDVNG 

RYTA DG\KE VLE YLG * PLLNYP 

VS1RF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIGXSQACLPGTREASR 

HLK1LGRQDTFK\LH\CYQTL1AG 

IKFVVL\ADPR\QAGI\DSLLRKI 

YE\IY\SDFALKNP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


19574 


49942 


A 


19689 


119 


288 


ALHLNSSDVHQKLLPVQSLKKS 

♦GRHRNNTCNQRVHA/SSTSRE 

FFTKLNKDND1LKP 


19575 


49943 


A 


19690 


92 


317 


KSVGPVNFPLPSGNM>JEDN*M 
H*HPFSSVTQAFRLRVLQSII\QR 
PL*TFNPGSSSLFSSISGQSNFPL 
GVAVLRP 


19576 


49944 


A 


19691 


27 


389 


NFKTLKKN * I YK* MCSQEIK1 LS 

♦KLIRFWYEIHAFFPWAHGVVF 

CVAQEFCLPTVVLLPVPRLLIM 

KDMVRRLQELRHTEQVQRAYA 

LNCGEGATVSYEIQIRVLREFGL 

ADAAAELLQN 
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SEQ 11) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19577 


49945 


A 


19692 


313 


2255 


KTPQVQQPFPRQTGAAGAGAP 

SGRSGERAAGRAGPSGGSGGG 

QDSAHAGEAYRVRGILLRKTFQ 

CLKDYFLTYYTSSKVVPVKVPC 

RQVLTI DKCSLPRSSHRNARTV 

SNDFPRKSCSRERCTHCMRPPE 

GRRPPNGNMNSWKWPSGDESK 

WRRGEPGAVPEPEPLTGEERAA 

AAAVGGGWPGVLAPVRTAVL 

VAAAAEATAAVPAAAAAAGG 

ASGHCNHPVMQGRNLSHRFLL 

PLHHSPYQFGTSSYSQQGYGCE 

SKLYSLDHGHEKPQDKKKRTS 

GLATLKKKFIKRRKSNRSADHA 

KQMRELLSG WD VRD YN A L V E 

EYEGTSALKELSLQASLARPEA 

RTLQKDMADLYEYKYCTDVDL 

I FQETCFPVHRAILA ARCPFFK/I 

TAFFLTRVWGRDNNGHQYSW 

Y*YAHVFCFVTLPLYRRVWEW 

EDSRFQNVD1LVQLSEGIWEHQI 

PLM*DMRGTLLI/DMCYYDVVL 

SFSSDSELVEAFGGNQNCLDEE 

LKAHKAVISARSPFFRNLLQRRI 

RTGEEITDRTL RTPTRI I LDESIIP 

T^WATX/n ur\/iVTnA/\/nr o\/t 
Iviv Y A I V ILriUIVl Y 1 L/V VULbVL 

HCSPS VGSLSE VOAL V AG K PN 

MTRAEEAMELYHIALFLEFNM 

L AQG SC WEC I PPNDE ANQEQ R S 

EGSRJCWAPTREGSKGRSHASA 


19578 


49946 


B ! 


19693 


4 


3923 
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SEQ 11) 

NO: 


SEQ 113 NO: 
of peptide 
sequence 


Mel 
hod 


SKQ IP NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


19579 


49947 


A 


19694 


1 


2154 


MEYYAAMKTKEIMSFALTWIE 

LEA1VLCELTHVLSELMQKQKT 

KYHMLSLGSPVPTFALV/NFDV 

AQDFHHFIENARSSQCRGRPRM 

TGAGAGAPSGRSGERAAGRAG 

PSGGSGGGQDSAHAGEAYRVR 

GILLRKTFQCLKDYFLTYYTSS 

KVVPVKVPCRQVLTIDKCSLPR 

SSHRNARTVSNDFPRKSCSRER 

CTHCMRPPEGRRPPNGNMNSW 

KWPSGDESKWRRGEPGAVPEP 

EPLTGEERAAAAAVGGGWPGV 

LAPVRTAVLVAAAAEATAAVP 

A AA A A AGG ASG HCN H PVMQG 

RNLSHRFLLPLHHSPYQFGTSS 

YSQQGYGCESKLYSLDHGHEK 

PQDKKKRTSGLATLKKKFIKRR 

KSN RS ADH AKQMRELLSG WD 

VRDVNALVEEYEGTSALKELSL 

QASLARPEARTLQKDMADLYE 

YKYCTDVDLIFQETCFPVHRAl 

LAARCPFFK/ITAFFLTRVWGRJD 

NNGHQYSWY*YAHVFCFVTLP 

L Y RR V W\KED S RFQN V D I L VQL 

SEEFGTPNSLDVDMRGLFDYM 

CYYDVVLSFSSDSELVEAFGGN 

QNCLDEELKAHKAVISARSPFF 

RN L LQ RRI RTG EEI TDRTLRTPT 

RI I LDESI1PKKYATVILHCMYTD 

VVDLSVLHCSPSVGSLSEVQAL 

VAGKPNMTRAEEAMELYHIAL 

FLEFNMLAQGSCWECIPPNDEA 


19580 


49948 


A 


19695 


1 


163 




19581 


49949 


A 


19696 


1 


207 




19582 


49950 


A 


19697 


1 


579 


PTRPGQAGSSSAMAAQRJLAKR 

VLVSKLQSPSRARG/PCAGSPGG 

LQK/RGHARVTVKYDRPGSLQR 

RJLDVEKWIDGPLEGLYRR\QEA 

D\MPMRS1MIDELLE\LESEE\ERS 

RK1QGV/LRDS*KSCGKPVEDFI\ 

QELLAfCLQGLHRQ\PGLRQPSPS 

HDGSLSPLQ\DRARTASPLTLLA 

LFPGPPERRPALLCVLSC1 


19583 


49951 


A 


19698 


2 


151 


PPSPPPLPPPPLPPAPSLPLSLPSF 
DLPQPPVLDTLGV/LF*LCRKKI 

svs 


19584 


49952 


A 


19699 


2 


310 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19585 


49953 


A 


19700 


1 


688 


LTWMTERVDFTALLPLEPPLPP 

GTLPQPSPTPPDLEAMASLLKK 

ELEQMEDFFLDAPLLPPPSPPPL 

PPPPLPPAPSLPLSLPSFDLPQPP 

VLDTLDLLA1YCRNEAGQE\EV 

G\MPPLPPPQQAPSFLLPP\QPSR 

WurL 1 nlru^rl KOCjr AKA^Kbt 

RPRJMKSAALKVTPSGKRARG*S 

PWRAKSQGLEGTEFASLKERA\ 

ESVEREIQ\YVKD\LLIEVYKARS 

QRTRSC 


19586 


49954 


A 


19701 


3 


902 


AAM ATPARPG E A E DA AERPLQ 

DEPAAAAAGPGKGRFLVR1CFQ 

GDEGACPTRDFVVGALILRSIG 

MDPSDIYAVIQIPGSREFDVSFR 

SAEKLALFLRVYEEKREQEDC 

WETFGGAGGEASPA*RRSSSSS 

GTRRWTWRTL*LGSSATATCW 

PCXGESDRQVLDLD/LGSTNARS 

SCARGRAGSGTCQGPSSWGPR 

fi/r , vc\i/vir , r\Di/Trci' , prcnTi i 
U/LYbWY isajC^FK 1 CrKCGSR TH 

MSGSCTQDRCFRCGEEGHLSPY 

CRKGIVCNLCGKRGHAFAQCP 

KA VHNS V A AQLTG V AG H LNTR 

LPARVNTQASLSLLKCPKLFF 


19587 


49955 


A 


19702 


1359 


1981 


QSPFNDTLPGVPVSA*LHSLPPE 
HHPSKG*GVAKSPPVYPAGILL 
VCNNC A A Y RKLLE AQTPS VRK 
WALRRQNEPLEVRLQRLERER 
TA\KKSRRDNETPEEREETDEQ 

D A D O I AD T\D "C A N A D I IST>A X 1 PTn 

EKROARLIREREAKRLKRRI FK 
MDVMMLRAQFGQDPSAMAAL 
AAEMNFFQLPV\NGVEL\DSQLL 
GKMAFEVEQNSSSLH 


19588 


49956 


A 


19703 


1 


1875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19589 


49957 


A 


19704 


1 


673 


MSAKDGTCTLQDCMYKDVQK 

DWPGYSEGDQQLLKRVLVRAH 

NTQRQRQNERSDTRPCQRAAP 

RRFSHGTRRGTLPLASPDRARA 

PRTGHCRTQRRLDRTGGG FPPL 

TGAWAMLADWIHEGTPSRGRS 

DNDEPSAGSVGGLRQHGPGPR 

APKLTTTKVKALASPVLGQKIA 

ALCLGLTAQGLNIMDNPGSLA1 

HVHPDSVLTRKTNPCTHIWGFT 

QREPPLVANMSAKDGTCTLQD 

CMYKDVQKDWPGYSEGDQQL 

LKRVLVRAHNTQRQRQNERSD 

TRPCQRAAPRRFSHGTRRGTLP 

LASPDRARAPRTGHCRTQRRLD 

RTGGGFPPLTGAWAMLADW1H 

EGTPSRGRSDNDEPSAGSVGGL 

R/HAWPRTKSPKANNH*SESTG 

QPGAGPKNCSPVLGAYSPGPQH 

HGQPGLPGHTCP/SRTQC*PGRP 

TPAPTSGVSLRGNPLWWPT 


19590 


49958 


A 


19705 


1088 


2273 


SPCLLTGGHLPADTSYRRAPAG 

I WQ VPL WDEASQRK E* YQHQQ 

KKMSTQKPHPKDHNSSPARJEQ/ 

SSMENKFHELTEVGFRKITSLE 

KNINDLMELKNTARELREAYTS 

IKSRIDQAKESJSEIEDQLNEIKC 

EDKVREJCRMKSNKQNFQEIWD 

YVKRPN LRLTG VPESDRENGTK 

LENTLQEIIQENFPNLARQANIQ 

IQEIQRTAQRQSSSRATPIHIIVR 

FAKFEIKEKMLRAAREKDISMR 

QKINKDIQDFNTVLDQVDLIHV 

YRT V HPKSSE YTFFS A PH HTYC 

KTGHIIGSKTLLSKCKRMEIITN 

TLSDYSAIKLELRJKKLTQNHTT 

TWKVMTLLVMEY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


19591 


49959 


A 


19706 


318 


873 


AYELTPEPSPLPVFPVSADGSTT 

HPLADKRKASPVPEQHEEHLPA 

RPVTQRCLTYPFPN1TTASEFGP 

ATGFRARRSGRGSTVCCNPGCY 

PRARPEPEPRGTPPSVSAPRAAQ 

EAPARQR\AGPVLADTVP/SPAP 

RGKRDISPLFGNAHSASPKPSLD 

LWAPPP*AAGRRGPQQA*DVTE 

DTQQQQWSAMAVGGTAKWM 

AALGRFLVTYVEVEGVKLQTF 

TVTTLTQSFKYSLSKYLQQQPL 

LSSRTIYPTFYYLSLLRNLRAFK 

LNAAEAKPMSSPQNLVLFLCFL 

SLQN4A APPI RLQTKG KQAQCQS 

STKSTFQRGRSLRGVSPTLSPTS 

QQPRN LDQQL ASEQGE VGEAP 

VSALPGLHRKRQRDKEAGPVL 
ADTVPFRPHAGKGTFLRCLETL 
TRRAPN PRWTFG LPLRKLQG A 
VAHSRPEI RTHSVPNRT 


19592 


49960 


A 


19707 


■ 


690 


DQDMTSSDIPVRLEGSLWLP* I F 

IGTFKAFDKHMNLILCDCDEFR 

KIK*GVDCGGRRLEDGNGLSG 

WA KQ* SL VSMTVEG PPPKD VS 

QSRKP/CWRRGGPTVSQALC*IL 

YPSWGSHAPGSCRTCWASPWG 

WRA1PTGEELGKGYHI I VAKIK 

VV 1 VTA 11 1 VJ LjLj L/ VJ I\.VJ III 1— < L< V / VIA. 1 rV 

DKGEGP*FSNPVPTWPWGSSPT 
YGPRSTPSR*GAHKETSAM**K 
MP\SWiNDEI*PPMGMPPPGMRP 
PPPGMRGKCLQW 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 ! 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19593 


49961 


A 


19708 


1 


1348 


MVFWARPRTLLLCAALGLGAL 

YTATPAPTVAKRGQGTAQALS 

SEGASPKPWWLRHG1EPCKQSY 

WEVRTEQSPGVSERKAAAPVR 

GLEIKLPSPWDKAPEGGGGCGH 

SFSRLKCSFMPVLKRAVDLPAQ 

RSSPANGQTACSSGSLAPVLPD 

WEIPPSKGRQTPYATGELRJLAS 

DGCPSGTKLPEEGTDSNLCCSA 

SSAESNN IN1N1NFNKKDAHGKT 

PSKGPQHQRSKLDKSMKTRKN 

HHKNAENSKNLNASSPPKDHN 

SSTAKEQNWTENEFDELTEVGF 

RRRV1ANSSKLKEHVLTQCKEA 

ENFEKILEELLTRITSLEKNINDL 

MELKNTAQEHREAYTSINSQID 

QAEER1SEIEDKLNE1KREDKIR 

GKRI ICRN KKVSLQEI WDY VKRA 

NL*LIAVVPLNKITSPRTSETLST 

STNMSRSTLSCLLSSFSCPASCT 

ATSAALF 


19594 


49962 


A 


19709 


718 


1138 


GGRAAEGSQPPVAEPRCSRGAR 

ALPLPDTS WRQPS/APQAA P* D 

VELPASPSAPFAVLLSKPRLSQN 

KPKSPFSVASP*HGDKRPQPSRH 

LI*IPHLSSRAPVHS/PLGWPSNR 

K/HKHLRPDTAHAPAEGPPLNY 

VRKQQKQS 


19595 


49963 


A 


19710 


5 


760 


RAAACGGAAPGRKRCAPGRKR 

CGPRRKRSLGPPTLGQRPRQPS 

QQLRKPRRRRGSPGSLPKSSPLP 

SSTGKTGWSTRGRSVRPPVTTS 

RCCPPGHPCSRRAPSCTARAPLP 

PT* PPTTAPCR ASPP APRPPRRPR 

PPPGTRSPTSRGRCRWTRSGAG 

TSRCSWRAGPGTAPAAAGARS 

RPGAPGVSAAVPCAAACSWMT 

SAPEVRAASSPGTPSRGSGGRS 

HPPCSRGLPTTGPATTAPEAPG 

CWSCRRRS 


19596 


49964 


B 


1971 1 


180 


300 




19597 


49965 


A 


19712 


249 


700 


RQDPVSGGQSCPASCPSLWAA 

ARVWLGQ\PAPRAR*CPVCSSC 

PG PG A PEDTPE AGG CGCSG C RC 

CLRTQEPPAPLQPPHPPMAQTP 

REEVGRRGWTPGCPGTDPCLW 

GLRLLCPLWDPHRSGTRPWAQ 

VQRDTTETKAQRGLVRCQRGC 


19598 


49966 


C 


19713 


273 


485 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19599 


49967 


A 


19714 


35 


779 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSGLHTKGAL 

PLDTVTFY/KDYGDKLNMELSE 

KYKLDFCESYPVFYLFRDGDFEN 

PVPYTGAVKVGAIQRWLKGQG 

VWLGMPGCLPVYDALAGEFIR 

ASGVEAROALLKOGODNI SSV 

KETOKKWAEOYLKJMGKII DO 

GEDFPASEMTRIARLIEKNKRSC 

KKAVCDFPGFGGGREGRVNLL 

AVSPLWNIRG 


19600 


49968 


A 


19715 


2 


253 




19601 


49969 


A 


19716 


494 


1443 


LAVPRPAYGPRSPGSLLRIPVPG 

LHLLNLNVWSRGSAAALHTKG 

ALPLDTVTFYKVIPKSKFVLVK 

FDTQY P YGEKQDEFKRF A EN S A 

SSXDDLLWAEVGISDYGDKLNM 

\ELS\EKYKL\DKESYPVF\YLFR 

DGDF\EEPSSHYTGGS*RLGAIQ 

RWLKGGKGVYLGDGLELVCT 

V*LTPLAGEF\IR\ASGVEARQAP 

LEAGAQDNLSKCERRLRKKWX 

AEOYLKIMGKILD\OGFDFP\AS 

EMTTESLGL1EKN\KMSDGKKE 

EL\QKSLN\ILTALPRRKGAEKR 

GAVNKAVCDFPRVWWEYGRG 

ELTLLAVSPLWNIRG 


19602 


49970 


A 


19717 


286 


332 


HHHHHPHYHHHHHPHYHHHH 

HPQYHHXHHPHYDHHRHRQGD 

HHGQLQYDDDHQPQCHQHDH 

LRCEHQHYIQ*WLINNLRASRY 

KPLLNIMLVFAAEMIVLVALGL 

MVVVVLELTVVVALTMTVVV1 

VRMMGGDIGDDGGGGSGDDG 

GGGSGDDGGGVMWOFFDSMS 

KNDSI I PTTTTTl I PTTTTT1T1RA 

EQFTILTWKPVVSSQKNTSSFR 


19603 


49971 


C 


19718 


1 


546 




19604 


49972 


A 


19719 


1 


90 




19605 


49973 


B 


19720 


217 


951 




19606 


49974 


B 


19721 


67 


1708 




19607 


49975 


B 


19722 


218 


3267 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19608 


49976 


A 


19723 


1 


634 


LGRLSFPRPEQPDPGHRAHPSSP 

PRPRRPHARGRRGPRRHH/YHD 

TGANRAPEVRPPCPES/SPVGVA 

AFEPNGLRGQQPSPRSPGAPKG 

L*PTPPSASSSPKPREPSALGRPC 

CRCEESRFLEHRNSNPRVKDSR 

QARGRJ-IAEFHGRTGVFERRRS 

RDHLPTHFPASVRWEKLSWCA 

RKNGLSGLRLCHGSQHFSGYSN 

RKVGTESLNQVWE 


19609 


49977 


A 


19724 


3 


1090 




19610 


49978 


A 


19725 


1 


609 




19611 


49979 


A 


19726 


23 


636 


FSYLPPGPSHGTWGLWELQFK 

MRFGVCRHLMEDSMDMDVSP 

LR/PQNYLFSCELKADKDDHFK 

VDNDENEHQLSLRTPTVSLGVF 

EITPPVLLWLKCGSGPVH ISGQ 

HLVAVEEDAESEDEEEEDVKLL 

RISGKTKTFMATNGKEYKHYKI 

SSEKSLDNKYKTRTPGFQAFGF 

EDLHPWPLGSQAFYLSLRVTPP 

VFLVLRLLDFD 


19612 


49980 


A 


19727 


1 


830 


MEDSMDMDMSPLRPQNYLFGC 

ELKADICDYHFKVDNDENEHQL 

SLRTVSLGAGAKDELHIVEAEA 

MNYEGSPIKVTLATLKMSVQPT 

VSLGGFEITPPVVLRLKCGSGPV 

HISGQHLVAVEEDAESEDEEEE 

D VTM R VLFMKP/KRQGPQ A Y VR 

GFG VQLEIGSH * DPEQQF* RDSA 

QPSLATPSTPHLQALLCLSGQV 

LRLPLWGQRL*GLQGLLPPQHP 

EEHGVHVSPGQELHHQQGDPE 

PLPVLPTAEVL*SGHVQGVCEK 

RPKQEEEGGAQARVL 


19613 


49981 


A 


19728 


1 


684 




19614 


49982 


A 


19729 


3 


535 


DSVLRGCSLEQRSF1SVRLLSYL 

SACRHPMEDSMDMDMSPLRPQ 

NYLFGCELKADKDYHFKVDND 

ENEHQLSLRTVSLGAGAKDEL 

HIVEAEAMNYEGSPIKVTLATL 

KMSVQPTVSLGGFE1TPPVVLR 

LKCGSGPVHISGQHLVVYRRK 

HQELQAMQM\DCRALSTS*ASS 

APRPS 


19615 


49983 


B 


19730 


1 


2268 




19616 


49984 


A 


19731 


198 


472 


AHDIGCPEVSPLVLEVARDEGP 

AHRPRFSH*SSHCSHWGTSQRA 

APPPCHPCIQTTW/PGAVTGLG 

G*PKTRSGPGKDRSSGAASSFP 

GGRV 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19617 


49985 


A 


19732 


92 


2049 


LTALPPAVSPGGHSSSSSSRTIS 

GIT*ELQR/LLQAVVPGPWQED 

VADAEECAGRCGPLMDCRAFH 

YNVSSHGCQLLPWTQHSPHTR 

LRHSGRCDLFQEKGEWGYMPT 

LRNGLEENFCRNPDGDPGGPW 

CHTTDPAVRFQSCGIKSCRVAA 

CVWCNGEEYRGAVDRTESGRE 

CQRWDLQHPHQHPFEPGKFLD 

QGLDDNYCRNPDGSERPWCYT 

TDPQIEREFCDLPRCGSEAQPRQ 

EATSVSCFRGKGEGYRGTANTT 

TAG VPCQR W DAQI PHQHRPTPE 

KYACKDLRENFCRNPDGSEAP 

WCFTLRPGMRVGFCYQIRRCT 

DDVRPQDCYHGAGEQYRGTVS 

KTRKGVQCQR/WSLE/TG*DYP 

ATTSLPLPPRFTFTSEPHAQLEE 

MFC/RDPDGDSHGPWCYTMDP 

RTPFDYCALRRCDQVQFEKCG 

KRVDRLDQRCSKLRVAGGHPG 

NSPWTVSLRNWQGQHFCGGSL 

VKEQWILTA RQCFSSCHMPLTG 

YEVWLGTLFQNPQHGEPGLQR 

VPVAKMLCGPSGSQLVLLKLE 

RYVDNI nnWTICPFT AHRriFTK' 

IV I V L/l>l«rVJ\J W 1 IN. V_- I /A rVVJ 1 IN. 

GTGNDT VLN V A LLN VI SN QEC 
NIKHRGHVRESEMCTEGLLAPV 
GACEGDYGGPLACFTHNCWVL 
KG1RIPNRVCARSRWPAVFTRV 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19618 


49986 


A 


19733 


2 


2296 


HSAGQRSPSNDFQVLRGTELQH 

LLHAVVPGPWQEDVADAEECA 

GRCGPLLLSRAFHYNVSSHGCQ 

LLPWTQHSPHSRJLWHSGRCDLF 

QEKGEWGYMPTLRNGLEENFC 

RNPDGDPGGPWCHTTDPAVRF 

QSCGIKSCRVAACVWCNGEEY 

RGAVDRTESGRECQRWDLQHP 

HQHPFEPGKFLDQGLDDNYCR 

N PDG SERP WC YTTDPQ1 EREFC 

DLPRCGSEAQPRQEATSVSCFR 

GKGEGYRGTANTTTAGVPCQR 

WDAQIPHQHRFTPEKYAC/KVR 

WAGGRALGRAAAGETGGG*SR 

A*GWRLAG*G*VERLLRDLREN 

FC WNLDGSEAPWC FTLRPGTR 

VG FC YQ I RRCTDD V RPQDC YH 

GAGEQYRG\TV\SKTRKGVQCQ 

RWSAETPHKLQ'VPGAPGPAR 

ALTLGRHALMSGTRAWKWLR 

LSLPRPRSRSRLGSRJLTSEPHAQ 

LEENFC/RDPDGDSHGPWCYTM 

DPRTPFDYCALRRCADDQPPSIL 

DPPPDQVQFEKCGKRVDRLDQ 

RRSKLRVAGGHPGNSPWTVSL 

RNR*GTTACLPQRGAEVVSSVV 

MPLGAGNLSLPPEVLARRWQV 

*HLSQESVPCPNSPLL*\QGQHF 

CGGSLVKEQWILTARQCFSSXCE 

PPLCLGTQSHPTFPFPQAS*QVS 

LGATD*ESQMT*QSFSPSHMPL 

TGYEVWLGTLFQNPQHGEPGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1!) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19619 


49987 


A 


19734 


727 


3012 


PAPTHAHSAGQRSPLNDFQVLR 

GTELQHLLHAVVPGPWQEDVA 

DAEECAGRCGPLMDCRAFHYN 

VSSHGCQLLPWTQHSPHTRLRR 

SGRCDLFQKKDYVRTCIMNNG 

VG YRGTM ATTVGGLPCQA WS 

HKFPNDHKYTPTLRNGLEENFC 

RNPDGDPGGPWCYTTDPAVRF 

QSCGIKSCREAACVWCNGEEY 

RGAVDRTESGRECQRWDLQHP 

HQHPFEPG KFLDQG LDDN YCR 

NPDGSERPWCYTTDPQIEREFC 

DLPRCGSEAQPRQEATTVSCFR 

GKGEGYRGTANTTTAGVPCQR 

WDAQ1PHQHRFTPEKYACKDL 

RENFCRNPDGSEAPWCFTLRPG 

MRAAFCYQIRRCTDDVRPQDC 

YHGAGEQYRGTVSKTRKGVQC 

QRWSAETPHKPQFTFTSEPHAQ 

LEENFCRNPDGDSHGPWCYTM 

DPRTPFDYCALRRCADDQPPSIL 

DPP\DQVQFEKCGKRVDRLDQR 

CSKLRVAGGHPGNSPWTVSLR 

NWQGQHF\CGGSLVKEQWILT\ 

AR\QCFSS\CHMPL\TGY*GMVG 

ATFFQNPQHGEPSL\QRVQ*AK 

MLCGPSGSQLWLLKLERSVTL 

N/HRVWALIILPXPEWYVVPPPiTV 

KCEIAGWGET\KGTG\NDTV\LN 

VALLNV1SN\QECNIKHRGRVRE 

SEM\CTEG\LLAPVGACESDYG 

GP\LACFT\HNCWV\LEGIIIPN\R 


19620 


49988 


A 


19735 


66 


234 


WCSAWHSWLPHSPSGPAASYP 
PAACRSAPQWPDP*R*CPRTHR 
RRSPWRAPWHCP 


19621 


49989 


A 


19736 


3 


500 


GRGGGGVRRCARPAPGRPPAA 
ARRRG DQRGGRLGRVHVPG KTF 
CCGICGRGFGRRETLKRHERIH 
TGEKPHQC P VCGKRFRESFHLS 
KHHVVHTRERPYKCELCGKVF 
GYPQSLTRHRQVHRLQLPCAL 
AGAAGLPSTQGTPGACGPGAS 
GTSAGPTDGLSYACSD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19622 


49990 


A 


19737 


899 


2348 


GRR.RGGGGRCWHGCQSGPERF 

SCATCGQSFKHSW/DLVTHKYV 

HLMLLLPPSCEA VAPRG WRRSC 

SCPECCRVC/ELSSAA/RSATAR 

CFRRRSPSHAQPAPGPQVPQDW 

RSPRARIRLPVGPVGMPAFPTSA 

SGKAWPSLRSVSPHAFWKYHT 

SPPAMQPSGPLWASVPACAP*K 

N1PSPTIWQRLAFSGLGLP1CWV 

ENHGPATSSQWLVSGPRSPHLL 

S/RAEHPFSRPLPRWVATAERQ 

RRPSG K RTN PFP A SP A PPPG A/G 

PEVSVPPAGALPGEALGPARDL 

WPCSSWT*AGLPALG/DTGGGE 

APAP/AAAAEPSEDTLYQCDCG/ 

TFFASAAALASHLEAHSGPATY 

GCGHCGALYAALAALEEHRRV 

SHGEGGGEEAATAAREREPAS 

GEPPSGSGRGKLKIFGCSECEFCLF 

RSPRDLERHVLVHTGEKPFPCL 

ECGKFFRHECYLKRHRLLHGTE 

RPFPCHICGKGFITLSNLSRHLK 

LHRGMD 


19623 


49991 


A 


19738 


2 


358 




19624 


49992 


A 


19739 


635 


2441 


LKAIKRHPFFVTIDWNVSCMPQ 

SPPPFICPAVGRPEDTFHFDPEFT 

ARTPTGVCHSGSLYNAHHLFR 

GFSFVASSL1QEPSQQDLHKVPV 

HPIVQVTVFACSGFTDGYE1KE 

DIGVGSYSVCKRCVHKATDTE 

YAVKVRQAC*VSSLVFPAGTG 

APGIGEYGSGKLVSILCAQDSP 

KNLLPQRKVEKPSLSILVGESRS 

HVDKGQEVDILEMGMEFFFFIE 

FLVSPLATG*CFPMARSPCMGC 

SLSVCTAL*GQPLQGNTPTFKY 

QQVTWPQAKPPTPTAVLSPETA 

NVTSPQEQTRCLLKDRWLYPV 

VRNSSTRGPSEEIE1LLRYGQHP 

NIITLKDVSGPRATASLVMELM 

RGGELLDRILRQRYFSEREASD 

VLCTITKTMDYLHSQGVGAMP 

GAAFNILYRDESGSPESIRVCDF 

G FAKQLRAGNGLLMTPC YTAN 

FVAPEVSIPRLQTQACD1WSLGI 

LLYTMLAG*AVTSNRCHDTPEE 

ILARIGSGKYALSGGNWDSISD 

AAKVSTCPSVALDPHQRLTAM 

QVLKHPWVVNREYLSPNQLSR 

QDVHLVKVPAGVAVRTEWWE 

WDLNRTPQAPRLEPVLSSNLAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19625 


49993 


A 


19740 


144 


1143 


REAGRGCSAGVGGRPRRRRRK 

GAASRARLPFSLSIMDPSLLRER 

ELFKKRA LSTPVVEKRSASSE\S 

SSSS\SKKKKTKVE\HGGSSGSK 

QNSDHSNGSFNLKA\LSGSSG\Y 

KFG V LA KM VN Y M KDTG IQRGD 

TH PLTL DE I\L DETQH LD I G LQQ 

KQWLMTEVALVNNPKIEV1DGK 

YAFKPKYNVRDKKALLML\LD 

QHDQRGLGGILLEDIEEALPNS 

QK\AVKAL\GDQIPIC*SGPVRR 

i/ II c\c\\ini/cr , r\cc\//' , *T>irnizi 
KiLr\r\NL)K5>CQr SVG*RIFRKL 

WEECQLVDSHGTEEKIVEEYLE 

ADRVFSSHARESG\PK\KVGPYS 

RRKGKSPAFTRKXPTFLRTSLT 

NHLAWNC 


19626 


49994 


A 


19741 


677 


1590 


AHPHSPRRTLERQARJSGAGRR 

SSPNAANRGSAPPSRRLASFCT 

AGSA\GRPA*SSPCSGPWTAVSA 

PRSPGPRGGGRPPSPGRRRPCCS 

VFSGGASPSSARVSSPSGSCSAS 

PPAAPAAWSLRGCGCWPG/VW 

EVHVNTGGDSVXAAPAAWGSR 

A ACGPNLGCG SHPRAGRRAGH 

RCGHPWSPRPAPRPSCCGRSPR 

PG PPG ASGC PRPAPRPPTPA SRS 

G RPC S WR R A R A A G WPR rs WWfi 

SSAGGCRRGSGRREWCPCGTA 

RG SPA AG VSRWTAPRCRHRRS 

DA SA SGTPARFPG AGRKG RTL 

WQ 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19627 


49995 


A 


19742 


754 


2179 


SKMSRLEAKKPSLCKSEPLTTE 

RVRTTLSVLKRIVTSCYGPSGR 

LKQLrfNGFGGYVCTTSQSSALL 

SHLLVTHPILK1LTASIQNHVSSF 

SDCG LFTA 1 LCCNLIEN VQRI.GL 

TPTTVIRJLNKHLLSLCISYLKSE 

TCGCRIPVDFSSTQILLCLVRSIL 

TSKPACMLTRKETEHVSAL1LR 

AFLLTIPENAEGHI1LGKSLIVPL 

KGQRVIDSTVLPGILIEMSEVQL 

MRLLPIKKSTALKVALFCTTLS 

GDTS*\PGEGTVVVSYGVSLEN 

AVLDQLLNLGRQLISDHVDLVL 

CQKVIHPSLKQFLNMHPUIAIDR 

IGSDSD/VEPLDLKWTGTQPIGS 

LGS1CPNSYGSVKDVCTAKFGS 

KHFFHLIPNEATICSLLLCNRND 

TA WDEL K LTCQTA LH V LQLTL 

KEPWALLGGGCTETHLAAYIR 

H KTHNDPESI LKDDECTQTELQ 

LIAEAFCSALESVVGSLEHDGG 


19628 


49996 


A 


19743 


1 


652 


LMPKPGRDTTKKENFRPISLMN 

I1MAKILNKILANQIQQHIKKLIN 

HDQVGFIPGMQGWFNIHKSINV 

IHH1KRTNDKNHMIISIDAGKAF 

NKJQQCFMLKTLNKLNIHGVYL 

KIIRAIYD/KPPANHLNGEKLEA 

FPLKTGIRQG/CPLLRNIV/LEVL 

ARAIRQEKEIKGIQSGNEEVKLS 

LFADDM1VYLENPIVSAQNLLK 

LISNFSKVSGYKISVQ 


19629 


49997 


A 


19744 


1 


834 


MGDFNTPLSTLDRSTRQKVNK 

D1QELNSALYQVDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCKRTE1 ITNCLSDHSA 

IKLELTIKKLTQNRSTTWKLNN 

LLLNDYWKYKQPSENKHLYAN 

KLENLEEM DKFLDTYTLPRI.NQ 

EEVESLNRPITRSEIEAITNSLPT/ 

KKSPGPDGFTAEFYQXMLEVLA 

RAiRQEKEIKGIQLVKEEVKLSL 

FADDMIVYLENPIVSAQNLLKLI 

GMFSKVSGYKI/NVQKSQAFLY 

TNNRQTESQIM 


19630 


49998 


B 


19745 


1 


1521 




19631 


49999 


B 


19746 


1 


1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19632 


50000 


A 


19747 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQS1EKEGILPNSFYEPSII 

LIAKPGRDTTKKENFRP1SLMNI 

NAKILNKMLANQIQQHIKKL1H 

HDQVGF1PGMQG WFN I RKSIM V 

IQHINRTKDKNHMPSIDAEKAF 

DK1QQHFMLKTLNKLVLEVLA 

RAIRQEKE1KGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQMLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFI WNQKRAC 

IAKSIFSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRD1AQ 

WNRTEPSEIMLHIYNYLFFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTK1VTNSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQ1YKKKTNNPIKKWAK 

\J V In KH r £>ivfc L> 1 Y A A KJs. H M kKL 

SSSLAIREMOIKTTMRYHL TPV 

RMAIIKKSGNNRKJQ/GGIWCD 

R1L*R*TTCRVAKEIQSL*RR1/W 

KRLQRTLSIPVLDAV*PPMF*AS 


19633 


50001 


A 


19748 


1 


1818 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence j 


Amino acid sequence ( X=Un known, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19634 


50002 


A 


19749 


1 


1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLAKQVN 

VQIQEIQRTPQRYSLRRATPRHII 

VRFTKVEMKEKMLRAARJEKGR 

VTLKG KPI RLTADLSA ETLQA R 

REWGPIFNILKEKNFQPRISYPA 

KLSFISEGEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNTvJRS 

WFFEKINKIDRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTI 

IREYYKHLYPNKLENLEEMDTF 

LDTYTFPRLNQEEVESLNTSITG 

SE1VAIIS/NSIPTKKSPGPDGSTA 

EFYQVMLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

P1VSAQN LLKLISNFSKVSG YKI 

N VQKSQ A FL YTNN RQTESQ 1 M S 

ELPFTI ASKRJFCCLG IQLTRDVK 

DLFKENYKPLLKEI KEDTNK. W 

KNIPCSWVGRINIVKN4AILPKVI 

YRFNAIPIKLPMTFFTDLEKTTL 

NFIWNQKRARITKSILSQKNKA 

GGITLPDFKLYYTATVTKTAW 

YWYQNXRWYWYQNRDIDQWN 

RTEPSEITPHVYNYLIF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19635 


50003 


A 


19750 


1 


1719 


MHNTDGNRFLSHWGYRQALS1 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITR1TNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKI DTLTSQLKELEKQEQ 

THSKAGRRQE1TKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PL A RLI KKKREKNQ I DTIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

H1NRAKDKNHMIISIDAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

IRQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIVSAQNLLKLLS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIOLTRDVKHLFKFNYKPI I K 

EIKEDTNKWKNiPCSWV\GRINI 

VKMAILPKVIYRFNAVPIKLPM 

TFFTELEKTTLKFIWNQKRACIA 

KSILSQKNKAGGITLP 



BNSDOCID: <WO 0175O67A3_IA> 



2487 



WO 01/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
OD/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codom /=possihle nucleotide 
deletion, V=possible nucleotide insertion) 


19636 


50004 


A 


19751 


2 


2133 


WRRI YQANGK* KNK/QKKAG V 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTTMGDFNTPLSTLDRSARQKV 

NKD1QELNSALHQADLINIYRIL 

HPKSTEYTFISAPHRTYSKIDHI 

VGRKALLRK YKRTEI ITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LKNLLLNDYWIH>JKTKAE1KM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSKID 

TLTSQLKE/LEKQEQTHSKASRR 

KSRRNG*IPGH1HPPKTKPGRJ* 

VPE*TNNRV*N*GKN**LT7slQK 

KFRTRRIHSQILPEHSAGSSGQG 

NQAGERNKGYSIRKRGSQIVPV 

CR* H DCIFRKPHHLSPKSP* AVK 

QLQQSLRIQNQRAKITSSP1HQ* 

QTNREPNHE* TF1 HNCFKEN KIP 

RNPTYKGCEGPIQGELQTTAQQ 

NKRGHKQMEEHSMLMDRKNQ 

YHENG HS AQGNL* IQCHPHQAT 

NDFLHRIGKNYFKVHMEPKKSP 

HCQVMPKPKEQSWRHHAT*LQ 

TILQGYSNQNSMVLVPKQTYRP 

MEKNRGLRNNTTHLRPSSL*QT 

*QKQEMGKGFPI**MVLGKLAS 

HM*KAETGSLPYTLYKN*FICM 

D*RLKC*T*NHKNLRRKPRQYH 

SGHRHEQGLYV*NTKSNGNKS 

QN*QMGSN*TKELLHSKRNYH 


19637 


50005 


A 


19752 


1 


1314 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19638 


50006 


A 


19753 


1 


1998 


MVKGSIQQEELTILHIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQAALID1YRTFH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLNKCKRTEilTNYLSDHS 

AIKLELRI KNLTQSRSTTWKLN 

NLLLNDYWVFTNEMKAEIKMFF 

ETN EN KDTT YQN L W DA FKA\PL 

ARLIKKKREKNQ1D/TIKNDKGD 

ITTDPTEIQTTIREYYKHLYANK 

LEN L E E M DTF L DT YTLPRLN Q E 

EVESLNRPITGSE1VAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQS1EKEGILPNSFYEASI1 

L 1 P KPG RDTTKKEN F RPI SLMN I 

DAKILNKILANRIQQH1KKLIHH 

DQ VG FIPGMQG WFN 1 RKS1N VI 

QHINRAKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AIRQEKDIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

KFSKVSGYKIHVLKSQAFLYTN 

NRQTESQIMRELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKPLLN 

tlivtU 1 iNK> WKlNlrCb WiOKlNIIVl 

DDCCCADCrPUl rnDCI \/"T ucn\l 

VbLNVAor^VAurv^WK.L(jI 1 AP 
TQPRGVGDDFVTSTSPPSLDMF 
PRLKGAENSPHRSGRD 


19639 


50007 


A 


19754 


1 


3288 








A 

r\. 


1 Q7^ 

1 zr I _>_> 


1 


1 OQ'i 
1 ZiO 




1 Q£41 

I 7UH I 


j\j\j\jy 


A 


1 Z7 / DO 






\/VI T 1 \/ I A \/I "VfXIXT D r\TCCAIN/f 

V iLLIVLAVLY 1 INNKv^ 1 bM^lM 

SELPFTIASKRIKYLGIQLATRDV 
KDLFKDNY1PL\LKEI*EDTSKW 
KSIPCSWI 


19642 


50010 


A 


19757 


1 


1845 




19643 


50011 


A 


19758 | 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQE LN STL H H A DLI DI Y RTL H P 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVrfNKMKAEIlCMFF 

ETNENKDTTYQNLWDTFKAVS 

EITK1RAELKEIETQKTLQKINES 
RSWFLERJNKIDRPLARL1KKKR 
EKNQIDVIKNDK 


19644 


50012 


B 


19759 


1 


1743 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19645 


50013 


A 


19760 


1 


1500 


MGKKQSRKTENSKNQSASPPPE 

ECSSSPAMEQSWMENDFHELR 

EEGFRSNFSELKEDVRTHSKEA 

KNLEKRLDEWLTG1TSVEKSLN 

DLMELKTMARELCDKCTSFSS 

KFHQLEERVSVTEDQMNEMKS 

WFFEKTNK I DRLL A R L I KJC KRE 

KNQIEAIKNDKGD1TTDPTEIQT 

TIREYYKHLYTNKLENLEEMDT 

FTGTYTLPRJLNQEEIESLNKP1T 

GSEIEAIINSLPTKKSPGPDGFTA 

EFYQRYKEELL\FN1RKLINLIQL 

INRTQDP*PPL/VLSRIGRRVHQ 

YLENPIVSAQNLLKLKSNFSKV 

SGYKINVQKSQAFLYIKJCRQTE 

SQ1MSELPFTIASKR1KYLGIQLI 

RJDVKDLFKEN YKPLLNE1 KEGT 

NKWKNIPCSWIGRJNIVKMAILP 

KVIYRFNAIPIKLPMTFFTELEKI 

TLKFIWNQERAC1AKTILSKKN 

KAGG I M LPDFKL Y YKA\T V I KT 

AWDWYQNRYLDQWNRTEPSE1 

TPH1YNHLIF 


19646 


50014 


A 


19761 


I 


3192 




19647 


50015 


B 


19762 


180 


190 




19648 


50016 


A 


19763 


1 


3212 


MVKGSIQQEELTILNIYAPMTG 

ALRF1KQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSA1K 

L ELRI KN LTQN RSTTWTCLNTsI LL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19649 


50017 


A 


19764 


1 


2607 


MTNHCFKRQFQKHEMLLKEDC 

EPGDSSFILGEQH WENMLCEPK 

Q H PPQQG EG RA A G Q AQNPLNT 

DVSPGAGAKESEEK1YQHLNYT 

YFKQKCMSCSGFTFSSYAMHW 

VHQAPGKGLEWVSA1GAGGGT 

YYADSVKGRFTISRJDNAKNSLY 

LQMNSLRAEDMAVYYCARDTI 

DAYGDEKPSTIVTRIRVLRKLR 

DTCHMG EADRTFLSPIAQHPPV 

CH VETH LGMQVAN SSEEDEL V 

WSKWDVDVKFILCCAKYHREQ 

LQESALDLKSLHCPSASPALFL 

ATPSQPVLTTGPGSASSQGGAE 

MGAHFLVQLVQSGAETRESFD 

PALPEMETQRTDEQCRAVHPGP 

QKERHGNMSPPLLMKGSSSPVP 

SGPGEEPSHREPVSF1CGRCILLT 

LLLGDCLWGEGAWTQGDVLQ 

PSDRASFLAMGVNTTVQQVGD 

LSGYFPNSVGKACKCREFHTLT 

PLAHTSSTTHETFPGAQCEVQL 

VESGGGLVQPGGSLRLSCPDSG 

FTFSNHYMSWVRQAPGKGLEW 

ISYISGDSGYTNYADSVKGRFTI 

SRDNANNSPYLQMNSLRAEDT 

A V Y YC VKHTA RG KLE KQEQTY 

ACD DAPITV ID API V CTCTni/ 

I lA^lxl INxioivo W r r UlsJ I is. 1 UKrL 
f\ IVL, 1 IS. IV ISJvH NJN I U/\ 1 IvInLiIvOU 

1 TTHPTP 1 HTTT PPVVVUT V A\I 

II lUr 1 cly 1 1 Live Y Y l, Y /\ IN 

KJ FTvJT FriN/TTWFI DAVTT PPT XI 


i ytou 


CAA 1 O 

J\)\) I o 


A 

A 






IZ3 1 




19651 


50019 


A 


19766 


1099 


4113 




19652 


50020 


A 


19767 




2628 




19653 


50021 


B 


19768 




2970 




19654 


50022 


B 


19769 




4142 




19655 


50023 


A 


19770 




4091 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITR1TNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

n/tf n f \ztm f \a lc* a f n kr f p f it p i v p 

NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLKNTLQDIIQENF 
PN L A RQ A K VQ1 QE I QRMPQR Y S 
LTRATPRHUVRFTKVE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


19656 


50024 


A 


19771 


156 


450 


LQVE1YKTVKMHCIWHKQMVS 

SYFFYQKKNELSNFEEVFLKTA 

SGMFFSTVGCHPTRCGEFEKNN 

PDLYLKJELLNLAEKNKGKVVVA 

IGECGLDFDRLQ 


19657 


50025 


A 


19772 


173 


1009 


LHGGNLQDSKDALHLAQTNG 

MFFSTVG\lHPTRCG*/YFEKTslNP 

DLYLKGVAKIFA/EKTLKGKLW 

QLGEC\GLDFD\RLQFCPKDTQL 

KYFEKQFE\LSEQTKLPMF\LHC 

RNSHGWNFLDIMKRNRDRCVG 

GVVHSFDGTKEAAS\SL1DLDLY 

IGFNG/CASPENLEANLGRFWK 

SI\PSEKLMIEA\DAP\WCGVKST 

HA\GSKYIRTAFPS\KKKWESGH 

CLKDRNEPCHIIQILEIMSAVRD 

EDPLELANTLYNNT1KVFFSWN 

IIGICLPLSIMYVKFHSKTS 


19658 


50026 


A 


19773 


16 


1558 


QEHLQRASPRLLQLLPPLPPPPP 

PPAFGGSLSSLGSRMSRQVWRS 

SKFRHVFGQPAKADQXCYEDVR 

VSQTT\WDSGFWC/SVNP*VLW 

ALICEASGGGAFLVLPLGKJWT 

LWDKNAPTGCGSHS/APVLDIA 

WCPFTNDNVIA\SGSED\CTVMV 

WEIPDGGLMLPLREPV\ATLEG 

HTKRVGMVAWHTTAQNVLLSA 

GCDNVIMVWDVGPVGAAMLDT 

G P RG A/H P DAN YRG D WEPVDG G 

LICTSCRDKRVRIIEPRKGTVVA 

EKDRPHEGTRPVRAVFVSEGKI 

LTTGFSRMSERQVALWDTKHL 

EESPV/SLRKLHTRNGVPVAFFG 

P\DTN I V YLRG KG\SGPIR V FE\IT 

SE\APFLHYL\SMFS\SKESQRG\ 

MGYM\PKRGRKVMK\CEIAGFY 

KLHDGR/CVSPMPKPVPRKSDL 

FQEDLGPTPPRGPDP\ALTA\EE 

WLGGR£>VG\PLFISLKDGYV\PP 

KSREL\RVNRGLDP\GRRR\AAP 

EASGTPSSDAVSRLEEEMRKLQ 

ATVQELQKRLDRJLEETVQAKL 


19659 


50027 


A 


19774 


229 


475 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19660 


50028 


A 


19775 


225 


965 


EWAWRSQLRSEHSRADPTRSSC 

RSCGAKMSGEENPASKPTPVQ 

DVQGDGRWMSLHHRFVADSKA 

DKSGSKKKNPPPPEVVFIGDSL 

VQLMHQCEIWRELFSPLHALVN 

FGIGGDGTQHVLWRLENGELE 

H IRP\K I V V V WVG/TPNN HG H T A 

EOGLLPRGOHPNPLREKNROV 

NELGTGGTWLGHPRAHFLDAD 

PGFVHSDGTISHHDMYDYLHLS 

RLGYTPVCRALHSLLLRLLAQD 

QGQG APLLEPA P 


1966! 


50029 


B 


19776 


691 


1077 




19662 


50030 


A 


19777 


481 


1308 


PSVAFL*PSLHRYGHTGTAGPG 

WPCAAGS*AA/SSSRRGLPSVLQ 

ASSN SS H RRCN STPSG S AGQRR 

VRRAP*MASTTPGGTESGPCKA 

RNAFRMRSTSAFCRGQ*QRPVP 

SSSSSRSSSRACA\AGETASGDP 

RAQRQLRS*DEESSSPSLDFRQA 

/PWPTAPCVKVSYSSSRMFSGM 

SPWRSSDNKRNSSFLRKTTGSN 

FSADLDTPPMPEVCLLPSLGYP 

LVPPVAEVHMPVPAPILPSAGIR 

RKIQKAASAKQLPLFQMDDSFS 

QHRVQGDTKK 


1 




c 


1 977R 


41 


318 




19664 


50032 


A 


19779 


970 


1193 


INNH1RDSCWTCHCSC/QPPPPPP 
LLPQPPP*LSAPRVIERKE*DRL/ 
CPGEQTSSPTPSPRTQSAAAAT 
QLSLPPP 


19665 


50033 


A 


19780 


1 


494 


MDGRVMAAGGRQAPGQKKAG 

TSEAPPSSQEWPEAWYGCLQQ 

KLRAVYLVQSQPCTGPVLAPG 

AACPAAAASTPGCAOW/CGPR 

ACSPTOSSOLCAWFAFSSRCPD 

FCPNPPRPL*DPPSWPTDPADRC 

SPELTIRDSCWTCHCSCRRRHR 

RPCCRSRRPDSPRHG S 


19666 


50034 


C 


19781 


120 


392 




19667 


50035 


A 


19782 


174 


375 
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SKQ ll> 

NO: 


SKQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of* first 
codon for peptide 
Sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


19668 


50036 


A 


19783 


33 


1 154 


QFALCAGWWLCGRGGGRTPAT 

MSGFSTEERAVPFSLEYRVFLK 

NEKGQYISPFHDIPIYADKDVFH 

MWVEVPRWSNAKMEIATKDP 

LNPIKQDVKKGKLRYVAYNLFPX 

YKGYIWYNYG\AFPQTW\EDPG\ 

HNDKTLLGCCGLTMDPVIDVC* 

NWEGKVCARGEIIGWKVLGML 

AMI\DGGGTDWKV1AINV\DDP 

GCQPINNDI\NDVKRLK\PGYL* 

KLPVDWFRVRYKVPDGKPENEF 

AFNAEFKDK\DFA\1DI1KSTPWT 

LGKALVT*ENRMGKG1SCN41MT 

NFVLRAPFKVCILDAAQSPLWD 

ALPTHPCG1CPCHSTQQTVDKG 

VP1TQKNLMRFPLEYQAD1AY1R 

VPSWMVLEVKVVAFSKAFKFV 

EPHPNLK 


19669 


50037 


A 


19784 


1 


612 


vtqeddheehkprtprpsppll 

apspacqafgeghspghpaist 

gagprpsasfshphlsglhrepp 

lnwsvcpglvwspkpaldeth 

pfvqqfphqatlewgvfhrdv 

grrwgrrlgnlqigsevarrr 

rvgggglqcrrlgvgaspgad 

w* * sg * ee acggr wa a/g adg 

wglgrpreligcrgwrrslaa 

apgpqrpgfvsvstpr:crprsg 

metqtpalrvqqddlfqs 


19670 


50038 


A 


19785 


1 


951 


meegissqigrrenecqqkkcq 

tlikpsdlvrthsyhensmgeti 

lviqlpppgtafdmwelqfkl1 

tqtfsh hnql aqktrrek ra r 

qea\errjekaeraarlakeaks 

etsgpqikelt\deeaerjlqleid 

qkkdaenhea\qlkng\sldsp 

GKQDTEEDEEEDEKDKGKLKP 

NLGNGEDLPNYRWTQTLSELD 

LAVPFCVNFRLKGKDMVVDIQ 

RRHLRVGLKGQPAIIXDGELYNE 

VKVEESSWLIEDGKVVTVHLE 

KRGPADAHSRALSVLQASRLL 

GVHCVPGTVP1SJAE1QVVDFVIY 

FWQSVIPQASPISE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


19671 


50039 


A 


19786 


87 


1191 


SAELRDVDRSAARLGGEQEEER 

FDGMLLAMAQ\QHEGGVQELV 

NTFFSFLRRKTDFFIGGEEGTAE 

KLITQTF\SHHNQL\AQKT\RREK 

ESPRRRAEVRREKAERAARLAK 

EAKSETSGPQIKELTDEKA\ERL 

QLE1DQKKDAENHEAQLKNGS 

LDSPGKQDTEEDEEEEDEKDKG 

KLKPNLGNRADLAQ*RLNPDPC 

RELDLAVPF\CVNFRLKGKDMV 

VDIQRGTPRWGLKGQPSDSLM 

GELYNEVKVEES\SWLIEDG\KV 

V 1 VHLbKI\NKMb W WSRLVSXS 

DPblNHrRKJNPENSKA\SDL\DS 

♦DFASMVEKDDGMTQRTESPM 

GLPNFQTNRRKQEILK\KFM\DQ 

HPXEMGFFPKAKFPTNPCFFPP 


19672 


50040 


A 


19787 


*» 


403 




19673 


50041 


A 


19788 


281 


1952 


DPVPGCRRLVAMAPTIQTQAQ 

REDGHRPNSHRTLPERSGVVCR 

VKYCNSLPD1PFDPKFITYPFDQ 

N RF VQ YKATSLEKQHKH DLLT 

E PDLGWTIDLIM PDTYRI DPNVL 

LDPADEKLLEEEIQAPTSSKRSQ 

QHA\KVVPW\MRKTEYISTEFN 

RYC1FHEKVPEVKKWGSVKQQF 

TEEEIYKDRDSQITA1EKTFEDA 

QKSVIEGLGWGEARISQHYSKP 

RVTPVEVMPVFPDFKMWINPC 

AQVI FDSDPAPKDTSG A A ALEM 

MS\QA\MIRGMMDEEGMQFVA 

YFLPVEETLKJCRKRDQEEEMD 

YAPDDVYDYK1AREYNWNVK 

N KASKG YEEN YFFIFREGDG V Y 

YNELETRWRLSKRRAKAXGVQ 

SGTNALLVVKHRDMNEKELEA 

QETRKAQLENHEPEEEEEEEME 

TEEKEAGGSDEEQEKGSSSEKE 

GSEDEHSGSESEREEGDRHEAS 

ni/ , cr , cn\Annccnv* a d a a dim/ 
UK-bu ou \^UUobU Y 'AKAARUK. 

b b I r kj oU A Uo b UU AL) £>DLJ b U KG 
\SEAAASDSSEADSDSD 


19674 


50042 


A 


19789 


1 


885 




19675 


50043 


C 


19790 


164 


361 




19676 


50044 


C 


19791 


22 


156 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19677 


50045 


A 


19792 


1 


1344 


PGRTTRSMAEDVFLSAPIPRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVAEAEAVAAGWM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSAEAIIHGLCSLTACQLRTIY1 

CQFLTRIAAGKTLDAQFENDER 

1TPLESALMI WGSIEKEHDKLHE 

EIQNLIKIQAIAVCMENGNFKG 

AEEVFERIFGDPNSXHMPFKSKL 

LMIISQKDTFHSFFXQHFSYMHM 

MEKIKSYVYNYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEANLGYKXKC*LT 

NSLR*LNPQRVQYPY*GSHKNL 

FY LKLQHGTQQQDLN KKERRV 

GTPQSTKKKKESRRATESRIPVS 

KSQPVTPEK H RARKRQA WL WE 

EDKNLRSGVRKYGEGNWSKIL 

LHYKFNNRTSVMLKDRWRTM 

KKLKLISSDSED 


19678 


50046 


A 


19793 


1 


1444 


IPGSTISCLKGQYPSEPFNMAED 

VSSAAPSPRRCADGRDPVDPTEE 

QMAETERNDEEQFECNQELLEC 

QVQVGAPEEEEEEEEEDAGLV 

AEAEAVAAGWMLDFLCLSLCR 

AFRDGRSEDFRRTRMSAKAIIY 

GLSMLTACPLRTIYICQ\FLTRJA 

AGKTP*MHRFENDE\RITPLGISP 

*MIWGSIEKEHDKLHEEIQNLIK 

1QA1AVCMENGNFKEAEEVFER 

IFGDPNSHMPFKSKLLM1ISQKD 

TFHSFFQHFS\YNHMMG\KIKSY 

VNYVLSEKSSTFLMXfCAAAKVV 

ESKRTRTITSQDKPSGNDVEME 

TEANLDTRKRSHKNLFLSKLQH 

GTQQQDLNKKERRVGTPQSTK7 

RRKKEGRRATESRJPVSKSQPW 

TPENDRARKVRQAWLWGRKDK 

1LRS\GVREFG\EGN\WS*ILLHY 

KF\NN RVTSV M\LKA R W\RTMEG 

NLKLDFLQDSEDWIVFVKSFDG 

KGQFKYFDHCILFETCVIDV1 


19679 


50047 


A 


19794 


1 


1020 




19680 


50048 


A 


19795 


41 1 


769 


SHLGFPGTWTRJLWPSRMSPCPP 

QQSRNRVIQLSTSEL/APALGN 

W A RL PQ VTEQ * F RG L RKG S RT 

MPGSSPPATWTKGCLLA*Q*CL 

CPQLGWSRVAP*CRLGALFLAC 

SLLLAAPLRCF 
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SEQ 1l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19681 


50049 


A 


19796 


171 


325 


ETVAVSSAGARASSIMR1MVSS 
RPSETSLESVFPDSAP/PGL*PPP 
CLSFGL 


19682 


50050 


A 


19797 


335 


1536 


GCSPCPPQ\QS\RNRVIQLSTSEL 

GEMELTW\Q\EIMSITEACRVLN 

APSEPSFEAPKPQLPYLAGPPPPT 

TY\CPC\SIHPDSGFPI\P\PPPYEL 

P\ASTSHVPDPPYSYG\NMAIPV 

SK\PLSLSGLLSEP\LQDPLALLD 

IGLPAGPPKPQEDPESDSGLSLN 

YSDAESLELEGTEAGRRRSELC 

RRCYPVXEYPYSLMPNSLAHSN 

YTLAPAAETPLALEPSSGPYVRA 

KPTARGE/AQGSRDERRALVAM 

KISFXPTDKIVNFPVDDFNELLA 

RYPLTESQLALVRDIRRRGKNK 

ERLTNE\RERL\LRA\ RG E A SR\T 
LKVMRQQ\LQELY\REHFPSHLR 
E*NPGQTAYSP*KK*RACKQAC 
PNG DPSFPCG PRGTNKME A H R L 


19683 


50051 


A 


19798 


1 


408 


LNLMRWEAVQARGGAFRJPRV 

DPGPTPIPKNSSSRFDCNSVSTA 
p\p\/i x/Qriir^A Arcc\/i \/accuc 

vvj 1 oLL/u Y rLLL 1 ortAl^UrOvj 

SSSSLSLRERWTVFKGLLWYIV 
PLV 


19684 


50052 


A 


19799 


1 


759 




19685 


50053 


A 


19800 


1 


1815 




19686 


50054 


A 


19801 


1 


942 


MGGCAGSRRRFSDSEGEETVPE 

PRLPLLDHQGAHWKNAVGFW 

LLGLCNNFS Y V VMLSA AHDI LS 

HKRTSGNQSHVDPGPTPIPHNS 

SSRFDCNSVSTAPVRVLVSGICA 

AGSFVLVAFSHSVGTSLC/GYFL 

LLTSPEAQDPGGEEEAESAARQ 

PLIRTEAPESKPGSSSSLSLRER 

WTVFKGLLWYIVPLVVVYFAE 

YFINQGLVSEGCLFRPFPFSALN 

VCEVNLVKVSQHQGGWVAVV 

TQGKKHPISCRRLNVDGMNI1S 

NDGSNKLNRSRKARVSYKVQR 

TINASLNAATSTRAVSSNPNFV 



2497 

BNSDOCID: <WO 0175067 A3_IA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19687 


50055 


A 


19802 


82 


1620 


SLSPVADPHPSRGSPLWTLYDP 

GPSGDLNLMRW1GCAGSRRRFS 

DSEG\EETVPEPRLPLLDHEGAH 

WKNAEGFWLLGLCNMFSYVV 

MLSAAHDILSHKRTSG\NQSHV\ 

DPGPNGDSPTTAYSRFDCNSVFX 

TGAVLL\AD1LPTLVIKLL\APLG 

LAHLLPYRSGPRVLVSGUCAGG 

KFRPGFAFSHSVGVTSLCGCWSF 

ASISSGLG\EVTFLSLTAFYPRA 

VISWWSSGTGGAGLLGALSYL 

GLTQAGLSPQQTLLSMLGIPAL 

LLASYFLLLTSPEAQXDPERGEE 

ArC\SQAGQPFIRTEGPE\GKPGSS 

SSLSVLRERWTVVKGLLWVPLF 

PWFEVTFPKYFITQGLFELP/LFF 

WTTSLSHAQQ YR WYQM L YQ A 

GVFASRSSLRS\CSIGFTW\ALAL 

LQCLVNLWFLLADVWFGFLPSI 

YLVF\LI1\LYEGAPWGSASLREK 

PFVHNIRPWRPSDEHREVCKWR 

PPCHL*HTGGFILSGASLALPLH 

DFLLPSSPDTRDPQDAGH1HLW 

ARGTGYQ 


19688 


50056 


C 


19803 


270 


542 




19689 


50057 


A 


19804 


271 


449 


CLELRNLFYGACSWEVS1SSDS 
EKPGIFNASPASAVHC**GFARP 
SSWRVLGAICTFHHSVYAKTA 
KRKAST* RHFHH 


19690 


50058 


A 


19805 


21 


79 




19691 


50059 


A 


19806 


1242 


1560 


WATRSSCSSMMEMPPWCPCGC 
AGRWRRGGASRGPREAAAGH* 
KPRTSNQGEQPTRRPSPYAACA 
RRAFAGPWASLPSPSPLSAGGL 
AWGAPCVAHPTRPSPYLLV 


19692 


50060 


B 


19807 


148 


2949 




19693 


50061 


A 


19808 


1335 


2173 


KQAHRPR£EKRREEKRKEG\PS 

VPETLKKKQRNFTELKIKRLVRK 

KFAQQML\RKAR\RKLIYEKAK 

HYPKJ£\YRKMYRT*ISNGRGWA 

RKVAGQLYLVLKNPKFAVWIRN 

QKVSMGVSP\KLRKVVVSFLRP 

SSKSSNETFVKALKQRPSD*TM 

P*GLVRGPI*LPWGYPPQS*SPV 

NEP*SYK\RGY\AKIQ*EAELPLT 

DNALIASISWVNSAF1CM\DDLI 

HEIYTV\GKRFK\EANNFLWPLQ 

IVLLPRGGXMKKXTTHFVEGGD 

AGTQRSDQ1NRLIRRMN 


19694 


50062 


A 


19809 


3 


186 




19695 


50063 


A 


19810 


272 


428 





2498 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19696 


50064 


A 


1981 1 


50 


2237 


RSLKAFICSILSMDKQSRDPPVK 

MQGSITTPGS1ALAQAQAQAQV 

PAKAPLAGQVSTMVTTSTTTTV 

AKTVTVTRPTGVSFKKDVPPSI 

NTTNIDTLLVATDQTERJVEPPE 

NIQEK1AF1FNNLSQSNMTQKEE 

LVNNTELVQSYRQQ1GNVVNQ 

ANLQLFWNMYNSRRDLDINRP 

GT V PN A KTLRC P VML V VG DN A 

P AEDG V V ECNS KLDPTTTTFLK 

MADSGGLPQVTQPGKLTEAFK 

YFLQGMGYMPSASMTRLARSR 

TASLTSASSVDGSRPQACTHSE 

SSEGLGQLNLKFEIEVLCKNLA 

LDINELKPGNLLKDKDRLKNLD 

EQLS A PKKD VK.QPEE LPP1TTTT 

TSTTPATNSTCTATVPPQPQYS 

YHDINVYSLAGLVPHITLNPTA 

H PQLKQC VRQ A I ERA VQEL VH P 

VVDRS I K I AMTTCEQI VRKDF A 

LDSEESRMRIAAHHMMRNLTA 

GMAM1TC/RE/PLLMSISTNLKN 

SFASALRTASPLQREMMDQAA 

AQI*AQDNCFLL/CKVGGVDPK 

QLAVYEEFARNVPGFLPTNDLS 

QPTGFLAQPMKQAWATDDVA 

QIYDKC1TELEQHLHA1PPTLAM 

NPOAOALRSLLEVVVLSRNSRD 

A1AALGLLQKSMENGLNYMAV 

A F AMQL VKILL VDERS V AH VT 

EADLFHTIETLMRINAHSRGNA 

PEGMD1TTRQKVNKKREGFND 


19697 


50065 


A 


19812 | 


1 


3777 


KNPEFNKMVLNETYRNIKVLLT 

SDKAAANFSDRSLLKNLGHWL 

GMITLAKNKPILHTDLDVKSLL 

LEAYVKGQQELLYVVPFVAKV 

LESSIRSVVFRPPNPWTMAIMN 

VLAELHQEHDLKLNLKFEIEVL 

CKNLALDINELKPGNLLKDKDR 

LKNLDEQLSAPKKDVKQPEELP 

P1TTTTTSTTPATNTTCTATVPP 

QPQYSYHDINVYSLAGLAPHIT 

LNPTIPLFQAHPQLKQCVRQAIE 

RAVQELVHPVVDR 



2499 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ "> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19698 


50066 


A 


19813 


160 


1002 


KRLGSSAISMSKYKLIMLRVHGE 

GAWNKENRFCSWVDQ\KLNSE 

GMEEARNCGKQLKALNFEFDL 

V FTS V LN RA I PT A RL\I L\ E E LG Q 

EWVPVESSWRLNERHXYGALAI 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PP1EE\SHPYAYQEIY 

NRPGGIKVCDVP\LDQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEVYL 

RG\KTIL1SAHGK*AVGALLKHL 

GRYPSGLKTSFNIYSFLLGVPILL 

\ELD\ENLRAVGPH\QFLGDQEAI 

QAAIKKVEDQGKVKQAKK 


19699 


50067 


A 


19814 


200 


1155 


NHY1SLFQYSQDTCKLLFRNQM 

TISQIFLCIFSGVLMVFFL1ITTSQ 

VSFTN FFTGLK1 FFLVIKFWVSE 

FLHHQTGTYIH1YLLFISMKSFF 

LYASPLTFM1LSHFQASLSSIFGF 

CSSLFRQSSFFSNILFF*VYTQSY 

REFRTYYETIPCQFDITFVIFKM 

CCILILCXFDLLNRRNGSIIIQKFG 

IYGLVKIFIF*IFTN1HLLQ*FFQV 

VF1LQFFNIVKKSFLQPAGSKR* 

KFFSKVRFFSFL*F*KWEARSSA 

SKLFLLIY* * VYR/IFSFLLVFPV 

V/CPVGV/YLLFFFFLYLFFLFLN 

LSKNSFYSQWYWFKR 


19700 


50068 


A 


19815 


1 


168 


RPWLHLHGRPGPWPAETPPPQD 
PEQAPPPGRAGPAGEAEGLSCV 
/P*APSRRPRTM 


19701 


50069 


A 


19816 


1 


531 


PVGQGARQDDSSSSASPSVRAT 

SQGGHLMSDLFNKLVMRRKGI 

SGKGPGAGEGPGGAFVRVSDSI 

PPLPPPQQPQAEEDEDDWES*G 

AP*HLPPPDPDLGRCSDMDTAR 

TSCSDLLPWEGVTEPAVCGDQL 

QG AEG W L EATQLGRG L VCL YF 

MGGRJLHPACATVFLRGFQRKR 

HTNQ 


19702 


50070 


B 


19817 


61 


969 




19703 


50071 


A 


19818 


60 


436 


RGSREYLHTGCPRSGGCRSQCP 

GPPTQSPKVRPPQRGAPRLRGG 

DFPPSRLLDTVSFPSPA*AAFPP 

CPVPHLPAPVQGAPREVVDPSG 

GWATLLESIRRAGGIGKAKLRS 

MKERKLEKFCKQKEQ 


19704 


50072 


B 


19819 


575 


1666 





2500 



BNSDOCtD: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19705 


50073 


A 


19820 


515 


1 no 


MFHPTC LTCP A F AN RPH V H C RP 

GAPAFAPSAPGTIPELPTFHTEV 

SPSHSRQTLQDGVT*TAPPPPPP 

PPPPPPAPEVLGQLQPPLPTLQP 

RPLLGQGAREGRTAAAA/PSPS/ 
nDrwCcnrcrD di d\\/t rue a d\/ 

HPPSWGHRQGLAAQHERKRNV 
EKKKQKEQEQVRATSQGGHLM 
oULrNKLVivlKKNunLWhlvUrLi 

A W/ 


19706 


50074 


A 


19821 


1 


191 


MQK*ITAWAPAPMK1KIIASPER 
KYSVWIGGSIWPQLST/FQQMW 
ISKQEYDESGPS1VHRKCF 


19707 


50075 


C 


19822 


791 


970 




19708 


50076 


A 


19823 


13 


1260 


INPPPLSRRCQLSHSVLPPLRRR 
VSLPVAMEEEIAALVIDNGSGM 
CKAGFAGDDAPRA VFPSI VG RP 
RHQGVM VG\MGQK\DS Y VG DE 
AQSKRG1LTLKYPIEHGIVTNW 
DDMEKMWHHTFYNELRVAPEE 
HP VLLTEA PLNPKAN REKMTQ\ 
IMFETFNTPAMYWAMQAVLSL* 
\ASG RTTGI VMDSGVDG VTHTVX 
PILRG LPHCSTPFLRLG PG LARD 
LTD Y LMKILTAERG YS FTTHG PS 
GKTFRNIKGEACATSPLDFEQ\E 
MGT\AASSSSLEKSYELPDGQV1 
TIGNERFRCPEALFQPSFLGMES 
CLjlHt 1 I riNolJVlpLCD VDIKKDL 

QKAEIYTAL A APAP* K I R\ll APPER 
K\YSVW1GGSILASLSTFQQMW1 
SKQEYDESGPSIWHRKCF 


19709 


50077 


A 


19824 


93 


534 





2501 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/USO 1/08631 



SEQ in 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll>NO: 

in USSN ; 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19710 


50078 


A 


19825 


I 


1462 


WEVSAQPSPAVPRRAPLRGLSA 

TRSAAGTMREIVHIQ\AGQCGN 

QIGAKFWEVISDEH\G1DPTGSY 

HGDSDLQLERJNVYYMEAAGN 

KYVPRA1LVDLEPGS\MDSVRS 

GPFGQIFRPDNFVFGQSGAGNN 

WAKG H YTEG A ELVDSVLADVV 

RKESESCDCLQGXFQLTHSLGG 

RHGVPGWGTLLHQQGSGEEYP 

DRIHETPFSVrWPSPKVFKTRL 

LEPLQRHTSRFHHLVENTWKP 

YSIDNEALY\YICLPTAES*PTPT 

YGXALNPPGCSATMSGVTTACLR 

FP/GG QLN A DL R ICL A \VN M V PF 

PRLHFFM PG FA PLTSRG SQQYR 

ALTVPE\LTQQMFDSKKMIA/AP 

CDPPPTGRXYLTVAAIFRGRMFH 

GRRWDEADGSNVAGTRNRQVI 

SWEWVP\NMVKTA\VC\DIPPPG 

AWKMSVATFIGNQPRPSRRLFK 

R1YE\QF\TAMFPAQGPSLHWLH 

GRRAMDGDGSSPEAREQHERP 

WCPEYQQYPGTPRPT 


1971 1 


50079 


A 


19826 


2 


180 




19712 


50080 


A 


19827 


28 


185 




19713 


50081 


A 


19828 


179 


307 




19714 


50082 


A 


19829 


438 


663 




19715 


50083 


C 


19830 


99 


335 




19716 


50084 


A 


19831 


1 


320 


AYADQL*LRRHKSSSSSSSSSSS 

SSSSSSSSPLAP*LGSGDLP*E1N 

PPSSCSLLREKDPPTTSGPQVPTS 

PRNISPISNPDPTGNRTVQLTWQ 

PLPQPLELWPKAL 


19717 


50085 


A 


19832 


578 


753 


LCTPTPFPLFWKTVRKYSSN1MQ 

KGE*NTVLMEVCPRSPRTN*KX> 

SQ*PFELLTKMTSQGSDISGDLP 

WEINPLSSCSLLHEKDPPTTSGP 

QTDQPKKHLTNFKSETKETHF1 

RGPKTPVLVTDWEGRLPLVFN 

HSRDASLIIHPRFRGVRPRRDAC 

LGPSPLAASPAFLEEGQVPQPLL 

SMSLTPSLLFWRRGKKPSTPSSP 

LAASPAFLEEGQVPQPHISVPRS 

LISTPQPLITLHPDPFPAFLEDSK 

EVLKQQPKGRIKHCADGGMSK 

EPKMQLKG LP VTKAGNI HG IN D 


19718 


50086 


A 


19833 


95 


259 


SHRPSQ*VLQLIKVAHPELFVPP 
SG F V V S LTSG M KLQT LTTRE W 
MRILLIFWNG 


19719 


50087 


A 


19834 


1 


939 




19720 


50088 


A 


19835 


391 


792 





2502 



BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locRtion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


19721 


50089 


A 


19836 


1 


1317 




19722 


50090 


B 


19837 


1 


1665 




i y /z_> 


DWy I 


A 

A. 


1 QOIQ 
1 


J / J 


QfY7 


VQPI 1 II ID1/ITA\TC\/C\/I /""DDI/* 

FLGGGMEREWVMFL/EGCFKR 
D*GQRGNQFQIRVTAPNFMCV 
CVKRPPNRLCVSNKAVYFTWV 
QVGFQ1FEKPEPIEEICKVCWRP 


19724 


50092 


A 


J 9839 


1802 


2229 


GGGAEAEEELGPSSAWRGAAC 
PCPRKAGLVAKAEGPRQASLR 

C\\ XPT k* P PTM TP TP A C! C\*\ MTV A/ 
vjL 1 rLlvKcL I lj\Jr,A oLv^J LIN 1 V 

KAAFPVRDRRWSFGFTDKTCLF 
CLGSEIGEVFLGLVGLRT*GRR 
W1FLMEQRAGGQGIDLPREVPR 
SKSGHQISLVSl 


19725 


50093 


A 


19840 


19 


4153 


PPDPL PG LPCPPG G PPLPA FGGG 

WGGARGSWHWSSRACSRRRR 

LVHAPRAPLLPRAAAEKAKRP 

AGARQMGLKARRAAGAAGGG 

GDGGGGGGGAANPAGGDAAA 

AGDEERKVGLAPGDVEQVTLA 

LGAGADKDGTLLLEGGGRDEG 

NNAKYRRIQTL1YDALERPRGW 
ALL Y H\A L VFL I VLGXCLl L A VL\ 
TTFKEYETVSG D WLLLLETF AIF 
1FGAEFALRIWAAGCCCR 


I V /zo 




A 

A 


1 QQA 1 




04 U 


ILDY V r 5b on Lr (^o ivLLOKKU K 
AoriO I KL AUrU\uLiubVlK.uL* 

t~* A C A CCCT nnCC A WH~\f^ A A Z" 1 

OuuAtAbttLuroaAW^OAAC 
or rKJW\ULAAJvUtUrK^AoLrl 


1 0*70*7 




c 


lyo^z 


->-> 


1 QQ 

I 07 




19728 


50096 


B 


19843 


96 


401 




19729 


50097 


C 


19844 


558 


725 




19730 


50098 


C 


19845 


448 


540 




19731 


50099 


c 


19846 


140 


334 




19732 


50100 


A 


19847 


362 


710 


ILGGRKLRLEKSLGCAAQGGG 
at /vttpw/1 pi pxir.n rrcw/vn 

IN vj L. / rvrt 1 C1N IVlv^/rviVVJixr \LJ I 1 L, 

i FTTr.PA PiPr^l A V A ^N/f PW/Vn A P 
LCI 1 Ur/\L/run V AjlVlr* W VUAt 

LUjL/1 I JL.L/VJ11 1 1 V UolS. I ULN.ML 

AEEKPDGLIQ 


19733 


50101 


A 


19848 


181 


543 




19734 


50102 


A 


19849 


1 


594 




19735 


50103 


B 


19850 


29 


746 






SOI 04 




1 70J 1 






FFOH9MI Ci^riF^APRI RVNI R 

LVINRLKLLE/KKDERARIRVEH 
11RJEDYLVEAMEILELYCDLLLA 
RFGLIQSMKELDSGLAESVSTLI 
WAAPRLQSEVAELKIVA 



2503 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 i 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


19737 


50105 


A 


19852 


344 


951 


EEQHSMLGSGFKAEHLRVNLR 

LVINRLELL/EGKKKKKTELAQ 

KAGKEIADYLAAGKDERARJR 

VEHIIREDYFVEAMEILELYCDL 

LLARFGLIQSMKELDSGLAESV 

STLILAASRLQSEVEGFPNIYSS* 

IPSNSPI1LNL*MAIKGCKNY/RL 

LHQ1VVPGPSQKPLQNFLLDLR 

LPWTTLWPIFGLEGKIPLWERJK 


19738 


50106 


A 


19853 


1 


1077 




19739 


50107 


A 


19854 


1 


1140 




19740 


50108 


A 


19855 


1 


3426 




19741 


50109 


A 


19856 


1 


942 




19742 


501 10 


A 


19857 


342 


1499 


EEQHSMLGSGFKAERLRVNLR 

LVINRI.KLLEKKKTELAQKARK 

EIADYLAAGKDERARIRVEHIIR 

EDYLVEAME1LELYCDL/LCLA 

RJLG/LYSSY*KLELDSGLA\ESVST 

LIW\AAPRLQSEVA\ELKIVADQ 

LCAKYSKEYGKLCRTNQIGTV 

NDRLMHK\LSVGTPP\QILVERY 

L1EIAKNYNVPYEPDSVWMAE 

APPGVETDLIDGGFPDDVKKR\ 

GPWKKEGSGGFTAPVGGPDGT 

VPMPMPMPMPMPSANTPFSYP 

LPKGPSDFNGLPMGTYQAFPNI 

HPPQIPATSP1R1ESVRWTFNCLI 

KEYS/IFLAQICLGPGPKARRPF 

AKFP\SRPADNF*QLLFLPELPSV 

PDTLPTASAGASTFRHLKD1DF 

DDLSRRFEGAGKRKT 


19743 


501 1 1 


A 


19858 


2 


255 


GCISTSRLGSMPTTTLRJLLQKIS 
*RSYSSAPASCLISIVKSASD*RA 
RAPTRGSYGGPLLRLSSSSSLAS 
GRCVTSRASLRPRS 


19744 


501 12 


A 


19859 


1 


276 




19745 


501 13 


A 


19860 


3 


151 


GAVPAVRLGGPLHVHLPHAR*P 
SNLSALQFYQDGSLRWWQTVS 
♦RAASRSPPTRPVTIKSVCTPILP 
GWLSSLVANCIVKSASD 


19746 


501 14 


A 


19861 


1 


386 


DCV1ATDAEVLGAPVKGKRJIG 

RGPKGDKASDPEAGVARG1DF 

HHVSAVLNFDLPPTPEAYIHRA 

GR**CDGPG1CMVGTLRDLGCA 

GQSLRVGDASCTVFPCRTARAN 

NPG1VLTFVLPTEQFHLCKI 


19747 


50115 


B 


19862 


26 


186 





2504 



BNSDOC1D: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID INO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19748 


50116 


A 


19863 


2 


1839 


ARGQRVRAALLSSAMEDSEAL 

GFEHMG LDPRLLQAVTDLG WS 

RPTLIQEICAIPLALEGKDLALAR 

ARTGSGKTAAYAIPMLQLLLHR 

K\RQVRW*NRQ*EGLVLVPTKE 

L\ARQAQS\LIQQLATYCCSGMS 

ELANVSAC*KTQSLRELCLMEK 

PD\VVVGTPS\RILSHFAARQPET 

F VTP WSFL V VERSLTFFFPFG FE 

EELKKSSSGKAESLAPDFMKAF 

LMS ATFN ED VQA\LKEL1 LFTN P\ 

VTLKLQESQLPG A RP VTA VSGG 

L*DLREDKFLLLYALLKLFIDSG 

ASLWLFCSTL*EREFTGLRLFL 

WEQFQ/LSPTCVLNGELPLRSR 

VPH H L/QQFNQG F YG LC H RQL/ 

NAEVLGAPVQGQASGPRAQRG 

Q/VPLDPE AGV ARGIDFH HCVC\ 

VLNF*S FPPTPE A\ YIHRAG R* * C 

DGPGICMDSTR*QPRA*S*PFVL 

PTEQFH/C RQD * G A SQ WREQG A 

P/SLLPYKFGMEEIEGFRYR\*GV 

H PQD AM RS VTKQ A I RE ARL\S L 1 

KEELLHSEKLKVTYFGRQPLGD 

LQA\LRHGPYLCTPQLVEAPTW 

GHVPDLPGSSCFSVALGAPFTK 

KREEACLPSCRKAQESKVPRTP 

LRSFKHKGKKFRPDSQALREVV 


19749 


50117 


A 


19864 


3 


378 


TTTKFAGRRPKVTVLGQP/KAA 

PSVTLFPPSSEELQANKATLVCL 

ISDFYPGAVTVAWKRGSSPVKA 

GVETTTPSKQSN1MKYAASSYLS 

LTPEQWKSHKSYSCQVTHEGST 

VEKTVAPTEYLLRVY 1 


19750 


50118 


A 


19865 


1 


546 


MAWTPLLLLLLSHCTGSLSQPV 

LTQPPSSSASPGESARLTCTLPS 

DINVGSYNIYWYQQKPGSPPRY 

LLYYYSDSDKGQGSGVPSRFSG 

ci/haqa xinrr^ir i ic/~:i r\ccrr\CAr\ 
oNL/AoAIN 1 olLLloOLts^ofcL/fc-AL) 

YY/CGCFTVFWSTF*VLVPEHQ 
QSWLPLWTPGVVSLLV/CLVPS 
FVPPPLTKVPSSLSSPVKESAILA 
VDIH 



2505 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19751 


501 19 


A 


19866 


2 


838 


RVRVSTMA WTPLLLLLLSHCT 

GSLSQPVLTQPPSSSASPGESAR 

LTCTLPSD1NVGIYNIYWYQQK 

SGSPPRYLLYYYSDSYKGLGSG 

WPSRFSGSKDASANTGILL1SGL 

QSDDEGXDYYCATWDSSLTGQ 

VFGGGD/TKLTRP*GQPKACPP 

GVTLVPNPPS/SRSFQAQQGPQL 

VMSS*SDFLTPGSPLNSCPWK\A 

DSQPPFKAGWETTHTPPKQSNN 

QVRGPAGYLSLTA\EQWEVPTE 

SYSCQ\VTH*RGAPWEKTVGPY 

RMFHRFLNPSPPHHGMT 


19752 


50120 I 


A ; 


19867 


1338 


1854 


N S ETREHN H R Y V PQRETSG G TD 

GWKSKQPE*L*RRQLVQSWAK 

S*NQPKLPSSPH\* ELP WVTPS A 

RNFRSGPYSPPPPPPPQPLPSSHL 

SSLHFYSPFVSYTSFDLYSSSYH 

SYLMDEDTVEPKELRSSQKV1G 

HSFTGFQPTLSANPYDRGDGKII 

ELLPRKAQTFPVVRT 


19753 


50121 


A 


19868 


1 


500 


GSTYSELLSGTACVVTALHLAQ 

QRRHHLLGGLASRHDAPEQLA 

VGAPVQPRPLPAPAGAQALVG 

HAHVVVEGGP/PGSGGPGEGA1 

ARGPGAAAAAGAGPGAPRRRR 

LQASAGPCSRSSEPGRRSAPRA 

APPAPSAGPHVAFPSRRPAAGS 

PPRSRPPPPPGIPTGGR 


19754 


50122 


A 


19869 


20 


507 


TRQVYSGGVRTPPCQSHPHRPR 

SSCRPPPPPRRPRSSRRRRGLSP 

RRAPAHWSSRSTRPAWWAPSR 

RHAPRPPWSPGPASG*CSVYFPI 

LPLALFPLPVHHGGVHVCGREG 

VGLVQEGDSHSGEWS*RSAWG 

STSLRAAPRSGGRPPAGGGWR 

YTRPPSRRC 



2506 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19755 


50123 


A 


19870 


236 


1191 


GSGRIPGRAGLEGPGPAFQKSR 

LSPASGSAGPRGASPSAVPPGR/ 

RPGVPAFPASNPPPVAAVPGPW 

VTC WG KG LQG EG ICAPR A PH A 

GTPQR\SPGSARPTGLSPPA*PSR 

*RARRPSPETP\PGHGRAGPPPP 

DGAVQRQGPGCRAPSASRPPGS 

ARA RRRJ* WPA A RPPGCPARPG 

PRGGRPRRRPSPPAAGRARRRA 

PRTPAARSR*VCPRGRRSAAPP 

ADAPEQ/PRCRCARPAPPLPAPA 
GAQALVGHAHLLLKAALGHDF 

TFLWATIHEVIPKMRWGQSQC 

npr.r.PCQUTDni ca 
v^KXivjr ootl 1 rULoA 


19756 


50124 


A 


19871 


24 


286 


LRGQKVLLLGDRARLSQKKXE 
RKREREREREGHGRNGR/RRNG 
QG RGPEGQR*NERTGQERTGH 
GREGRKEGRKEGRKEGRNERE 


19757 


50125 


A 


19872 


43 


373 


PRFTDENLEMCTVIQSVQCYHR 

CU/U/UCCPPCPA DUUACDD A UCD 

oWn/niorrtrArnn^orrAnor 
VLCWFRRLGGGEDWAPSSGGR 
AVWRSHCSCFCCCSSSCCSCSQ 
SGKRTAAAPWPTTSPAPSRSCC 
A 


19758 


50126 


A 


19873 


3387 


4083 


AGRSALPVDAVQVQAEGLWPP 

AVLLHHHHHPHHHYHHYHHH 

HHHHHHP*HHHPHHHHHHHRN 

HHHHHHHHLHHHHHHHHHHL 

YHSHVYHHH/HHHHDHHHYHH 

FHDHYHHHH H/H YSHH/HHPH/ 

HHHH*RHDHY/AHHHHHQ\HH 

LnnCnnrnKjlunYll Y rtririO 1 
V rv r uALCL'jA V /-vrv l ULrLrCU V 
i pf, APTA A AQA A VPPPA VPAPW 

nriDr.pni upf^rwi dpi i uaua 
ALQWPTTHL 


19759 


50127 


A 


19874 


3 


411 




19760 


50128 


A 


19875 


1 


1095 




19761 


50129 


A 


19876 j 


1 


471 




19762 


50130 


A 


19877 


1 


554 


FRGRLASPFRPVPMEALGKLKQ 
FDAYPKTLEDFRVKTCGGATV 
TI V SG L LM LLLFLSELQ Y Y LTTE 
/VKGRGLMRGRGLAF*E*DL*G 

hmppayi sinAMnvAnFnni r> 
VEITNLFKQRLDKJ3GIPVSSEAE 
RHVLSFVVSAD 


19763 


50131 


B 


19878 


1 1 16 


1274 




19764 


50132 


A 


19879 


28 


389 





2507 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


19765 


50133 


A 


19880 


75 


448 




19766 


50134 


A 


19881 


276 


830 


QEDSCPLHPLSGIPFRRFQPTPE 

EAGA VVPGEGPTHDQGPSSALT 

RR*ACQGPLHLARTTAEPGHAH 

PWH*RWQRYMGKLGRDLEKV 

CPVWSSVACSSPGLSWAGKTE 

AKTSLEGGNSASASASSWAWG 

RSSLAPVRJDILGSREFSGLLEGT 

FVLSVTLSADFGIGTWVDLGKV 

TGSSSKEGRL 


19767 


50135 


A 


19882 


223 


1269 


APVTKRICEVFAKDSKGSALDA 

GRDPKRPALPETLCESGWASNT 

A PTAPPQPG WCLCG KDFK SSCQ 

TPGREKERRLATMHGSCSFLML 

LLPLLLLLVATTGPVGALTDEE 

KRLMVELHNLYRAQVSPPASD 

MLHMRWDEELAAFAKAYARQ 

CVWGFTN KERG R RG ENLFA ITD 

EGMDVPLAMEEWHHEA*/DTT 

TSAP/HSCSPGQMCGRYTQVVW 

AKTERIGCGSHXSCEKLQGVEET 

N1ELLVCNYEPPGNVKG1CRPYQ 

EGTPGSQCPSGYHCKNSLCEP1 

GSPEDAQDLPYLVTEAPSFRAT 

EASDSMKMGAEGPDKPSVVSG 

LNSGPGHVWGPLLGLLLLPPLV 

LAGIF 


19768 


50136 


A 


19883 


2 


281 


FVPALGSSAVMLSRSRCVSRAF 

SRSLSAFQ/KGVSLCQGPGYPNS 

RKVVINNSVFSVRFFRTTAVCK 

DDLVTVKTPAFAESVTEGDVR 

WEKGKI 



2508 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=p0Ssible nucleotide insertion) 


19769 


50137 


A 


19884 


1 


1320 


MPAVT1LKPNLKQIILGL1CAAE 

VSSLPPSIVLDAKE1TTQITRQ1L 

KGNCPLGRHSLPGVSLCQGPGY 

PNSRKVVINNSVFSVRJFFRTTTV 

CKYDLVTVKTPAFAEPVTEGD 

VRWEKAVGDTVAEDEVVCEIE 

TDKTL VQ VPSPANGM I EALFVP 

DG GK VEGGTPL FTLRKTG A A P 

AKAKPAEAPAAAAPKAEPIAA 

A VPPRAAPIPT/QM PPVPSPSQPP 

SSKPVSAEAQNTCA\MLTIFNEI 

DVSNIQKMRARHKEAFLKKHM 

LKLGFMSASVKASAFALQEQP 

VVNAVIDDITKEVVYRDY1DIS 

V A V ATPQGL V VPVIRN V EAMN 

YAD1EQTITELGEKARKNEFA1E 

DMDGGTFTISNGGVFGSLF/GTP 

1INPP\SA1LGMHG1FDKPVAIGG 

KVEVQPMMYVALTYDHRLIDG 

REAVTFLRKIKAAVEDPRVLLF 


19770 


50138 


A 


19885 


1 


1559 


MESEALVVCINHCMAVNYGMI 

YQRGSSNMNILSLSLKHPEKTG I 

SPTANHGISDLQEGEAACGSLR 

TPL VGRRVLRPAPLPV V V RP YI 

RCPPALGSSAVMLSRSRCVSRA 

FSRSLSAFQKGNCPLGRRSLPED 

DLVTVKTPAFAESVTEGDVRW 

EKA VGDTVAEDE VVCEI ETDKT 

SVQVPSPANGVIEALLVPDGGK 

VEGGTPLFTLRKTG A AP A KA KP 

AEAPAAAAPKAEPTAAAVPPPA 

APIPTQMPPVPSPSQPPSGKPVS 

AVKPTVAPPLAEPGAGKGLRSE 

HREKMNRXMRQRIAQRLKEAQ 

NTCAN4LTTFNEIDMSNIQEMRA 

RHKEAFLVRKLKLKLRLMSAIV 

EGSA\FALQE\KPLLMEGIDDTT 

KEVVYRDYIDISVAVAHPRGLV 

VPVIRNVEAMNFADIERTITELG 

r? iy * r> i/\ipi * i t*?r\x a v\/^ r~* r n?TTr\i 

nriVFri^i FnTPiiMPPn<iA ii cwa 

vjvj v rujLr 1 1 1 1 in rr^oni l,vjivi 
HGIFDRPVAIGGKVEVRPMMY 
V A LTYDHRLIDG RE A VTFLRK 1 
KAAVEDPRVLLLDL 


19771 


50139 


B 


19886 


239 


3045 





2509 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19772 


50140 


A 


19887 


-» 


809 


RGRFLPPCHPAALPPCRPAALLP 

VVAARGAPSPPPPHVLPCVGSG 

LGYNMLGM1KNSLFGSVETWP 

WKVLSKGDKEEVAYEERACEG 

G\KFATVEVTDKPV\DEALTGK 

QLPKV\AKYAGGTNDKG\IGMG 

MTVP1SFA\VFPN*RWLSCRKKL 

KVWFPDFQTNFQSDPPAPSVDKS 

VKI\EEREGIHCLIPCQFGGYAK\ 

EADYV\AQATR\LRAALGG\PAT 

YRGD1YFCTGYDPPMKAPYGRR 

NEFXWEFEDMSDPTEPRTYWEV 

CLCVSFLRG 


19773 


50141 


C 


19888 


164 


208 




19774 


50142 


A 


19889 


1542 


1929 


NLVPSLGSGDLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKS A A RPT\S WG RG KYPSTPS 

PSPLAASPAFLGGKNPPIAYFHT 

PTSYLCAPIPYFCAPTPSLLFWR 

ARTTTPTPSLCLKSFL 


19775 


50143 


A 


19890 


1 


208 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWAVRNARSPGFLLSRVP 
SPPG PSRTPSFG * LSQ WKPTCTQ 
VK 


19776 


50144 


A 


19891 


1 


1662 




19777 


50145 


B 


19892 


1 


915 




19778 


50146 


A 


19893 


183 


569 




19779 


50147 


C 


19894 


71 


344 




19780 


50148 


A 


19895 


147 


446 




19781 


50149 


A 


19896 


167 


373 




19782 


50150 


A 


19897 


142 


363 




19783 


50151 


C 


19898 


52 


174 




19784 


50152 


C 


19899 


228 


260 




19785 


50153 


A 


19900 


1 


753 




19786 


50154 


A 


19901 


1 


1077 




19787 


50155 


A 


19902 


500 


912 


LGSGDFPWEINPLSSCSL/LREK 

DPRTTSGPQTDQPSKHLTNLKS 

ASTPPPYNPFITSPPHTRSGLQFR 

STSSPPAPAQQFTLKKVAEAKG 

IVKVNAPFSLSDLSQISVRLGSF1 

KYEKSSPVHGSFGSNPETLYSP 


19788 


50156 


A 


19903 


1 


861 




19789 


50157 


B 


19904 


174 


222 




19790 


50158 


A 


19905 


1 


756 





BNSDOCID: <WO 0175067A3JA> 



2510 



WO 01/075067 



PCT/USO.1/08631 



SEQ H> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide j 
deletion, \=possible nucleotide insertion) 


19791 


50159 


A 


19906 


1035 


1852 


NLVPSLGSGDLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPT\SWGRGKYPSTPS 

PSPLAASPAFLGQRQVPLSWGR 

GRCPSTPSPSPSAASPAFLGQGQ 

RQVPLSWGRGRCPSTPSPSPSA 

ASPAFLGQGQRQVPLSWGRGR 

CPSTPSPSPSAASPAFLGQGQRQ 

VPLSWGRGRYPSTPSPSPSAASP 

AFLGQGQRQVPLSWGRGRCPS 

TPSPSPSAASPAFLGQRQVPLSW 

GRYPSTPSPSPSAASPTFLGQDL 

PLSWG ! 


19792 


50160 


A 


19907 


1644 


1981 


LGSGDLPWEINPSSSCSLLREKD 

PPTTSGPQTDQPKKHLTNFKSA 

*KRTNTASYK/WHSQSRVPAPR 

DGLVAAPTESEVAFLPVPPHQG 

PPLGNLG PSTVTTSFRC WLLDP 

RS 


19793 


50161 


A 


19908 


1011 


1154 




19794 


50162 


A 


19909 


1043 


1168 




19795 


50163 


A 


19910 


1328 


1470 




19796 


50164 


B 


19911 


406 


1191 




19797 


50165 


A 


19912 


2848 


3140 


SFYHLSSSHLVRLTVSFRD*PSP 
TCP A 1 YS* KGG WSQRHSQG AC Y 
TCRKSG H W A\RN ARSPG FLLSH 
VPSVWDPTENRTVQLTWQPIPE 
PLELWPKAL 


19798 


50166 


B 


19913 




941 




19799 


50167 


A 


19914 


656 


1983 


NLVPSLGSGDLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSEAKEICFIREPKTPAPVT 

DWEGSLPLVFNHCRDASLIIHS 

RFKGVRPRRDACLGPSPLAASPI 

FLGKGQRLKTDTARLPRKPPRP 

SRMPSFGVKHVNVTIDCLPEGA 

ATRGTARTSKPTTKSQKTLPST 

SPGHWTQSTPWASALRSSPWTE 

TAAPSETEETLNTGRPPELPARA 

TATWFSASHTLPALATRRVART 

QWLTADRQTWASISSVPWAQT 

1SEKKPGGSLWETRSSPPTTAGT 

EEAMNTTSLLAPAAEIMATPGS 

PSQASPTSGAFTHGTQTPSPTKA 

TAPRYPQTGNSILTFGRPFLPFA 

G DLFA E WPFTAG EEP VL VPRPH 

QVSKTRSPPSFHLTLKTVTVAL 

LGNGEECYVYLSVSELREIRTR 

LYSPDAGLNEEKMLTKLLLI 


19800 


50168 


A 


19915 


1 17 


432 




19801 


50169 


C 


19916 


122 


289 





2511 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 

UL IlCc 


Met 
hod 


SKQ ID NO: 
in USSN 
0<)/S40 7 1 7 


Nucleotide 
location of first 

rrwlon for nt*nliflf 

sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


19802 


50170 


A 


19917 


1 


516 




19803 


50171 


B 


19918 


212 


3302 




19804 


50172 


C 


19919 


181 


444 




19805 


50173 


A 


19920 


151 


485 


SPRGHYQLLLSGRALADRYRRI 
YTAALNDRDQGGGSAGHPAS/ 
RSEM LENTVI1 PDI KLHSNPS AFN 
IYCNVRHCVLEWQKKEISLAAA 
SKNSVQSGESDSDEEEESKEPPI 


19806 


50174 


A 


19921 


I 


3465 




19807 


50175 


A 


19922 


1 


176 




19808 


50176 


A 


19923 


1 14 


1421 1 


AAPVAAPGALFMPVPDGSVAA 

AGLGLGLPAADSPGHYQLLLSG 

RALADRYRRIYTAALNDRDQG 

GGSAGHPASRNKK1LNKKKLK 

RKQKSKSKVKTRSKSENLENTV 

IIPDIKLHSNPSAFNIYCNVRHC 

VLEWQKKEISLAAASKNSVQS 

GESDSDEEEESKEPPIKLPKJIEV 

GLCEVFELIKETRFSHPSLCLRS 

LQALLNVLQGQQPEVLQSEPPE 

VLESLFQLLLEITVRSTG MNDST 

GQSLTALSCACL 


19809 


50177 


A 


19924 


375 


1191 


SQGIPELHYTPGPRGRWCGWW 

PIVEPRMGASQGCCVLGHLAQ 

QGGGASQAVRGANGVHAGCR 

GDPHPRSDHYPGGRPWLPGAS 

QDPAVAPGGHGHPSYLARLPC 

AAEPGTP/PAEPPRPSSLPGAAT 

APAGT*\PALADAPPRRVGGAG 

QPGRGHV*PKLVPGWQSQDSI* 

PSL/PSSPARHTLAASATP*APGS 

GARPAW*C*WAPALAPV1PVD 

AHSPP\GGAGHGPGH*GPRGSV 

LGLRJLPAGCP\GPRQPHRPGQSG 

PQPSSPPGGALRSASR 


19810 


50178 


A 


19925 




543 


SDDQPEKPHFDSRSVIFELDSCN 

GSGKVCLVYKSGKPALAEDTEI 

WFLDRALYWHFLTDTFTAYYR 

LL1THLGLPQWQYAFTASYGISP 

QAKGITKATCEWGEH1IPLGSM 

AINSISKLTQLTQSSMYSLPNAP 

TL A D L E DDTH EG RKGTEG SQL 

KCEHQLPPPMSHVGGGQRESL 

ARKEK 


19811 


50179 


A 


19926 


1 


392 


FLDRALYWHFLTDTFTAYYXRL 
LITHLG LPQ WQ Y AFTS YG I SPQ 
A KITYN I KMN RRKC VH WKLA V 
EPLQWELRSCVSAGMGTGPKQ 
KVSSMKPRSCSVCSRRQSNSMG 
TTVSQSFLSYGKNVLFFPVRCC 



2512 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19812 


50180 


A 


19927 


1 


1081 


RAMEEEASSPGLGCSKPHLEKL 

TLGITRILESSPGVTEVTIIEKPP 

AERHMISSWEQKNNCVMPEDV 

KNFYLMTNGFHMTWSVKLDE 

HlIPLGEALAfNKHLKTDFSFTQ 

SSMLFTFLIAPTLGQTWEDDTH 

GSQWMIQPEKPHFGLFAVLIF* 

GWVS\CNGSG\KVCLV\YKSG\K 

PALAEGHWRFLFPGTELLYWH 

FLTDTFTAYYR\LL1TAHLGLPQ\ 

WAILPFTSYGISPQAKQWXFSM 

Y*TYSPYNTNLV/TQKETDSFCG 

ll\LL/rol\ V r kJvJlS.lNrvl V li rvrvixkj 

PVQPAGG\QKGPFRDPPVPSISSi 
FKSSSGLWGNPTREVSTPPSNSL 
PAPEWWFPCTDGPRGDLQFCV 
WTVGLFLVE 


19813 


50181 


A 


19928 


1 


2835 


MDALMLALGALMLALGLGDP 

KSAQVSDPDGAEPGPGRATGT 

DPLVQIHWKLG1SEALSIPGGRL 

YRDLWSLTPVCLHIPGIAHHGP 

FTLGRMDVVEVAGSWWAQER 

EDIIMKYEKGHRAGLPEDKGPK 

SFGSYNNNVDHLG1VHETELPP 

I T A R FVk r OIRRFTQR k r< vkT\X/Vk r \A 

LG E WDTYKNSRKLI DRA YQG I P 
MNIRGPMWSVLLNIEEIKLKNP 

r?R VOVR^A R A PlPTY^r^ A v/Qri AH 
UIv T y V rvo/A rvz-VV^ i 1 \J3\£/\ V ovJ/\v<J 

VSSWRERQDHPGELGVK1 


19814 


50182 


A 


19929 


3 


142 


TISSIIRJCARKPXQDLLNNYTPRS 
SPLRSSGRTRMYKGKNVRPGNS 

S 


19815 


50183 


A 


19930 


904 


1295 


W ALMNGSESRFF VSSSQG RSEL 
VPNS/NY A VDY*PLTAHAVSSG 

HT^PVT ARI f RFIfl F^l \T PI HI 
VJ 1 Or V L/\IvLLi\CivLCjL\LrLn L. 

nox/AK'VAnoi Rr^R\/i<rr^oPAT 
MGERRRFWEKLFVNDR/AGAV 
AGKQRSESHY*NDRTVNQRTA 
RPSR 


19816 


50184 


B 


19932 


1 


1050 




19817 


50185 


A 


19933 


303 


384 





2513 
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SEQ ID 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19818 


50186 


A 


19934 


375 


1 161 


EALESAPEG/RR*GSGTKTLSPS 

P/PAGSWVCRJPMGRGCRHGAE 

R/P/PGSQESSPSNGHGKLAGPSP 

YLGRFKSSS*T*QSPQTPAQGVS 

AS*GLGAAPVLRLQGPVPP\SHC 

GKSRPDPC*PSPGSPDPPGER£S 

QQESQ* WPPVGELCTDPTGNPE 

RGGRHLQXSHAPSGGGLSGFPS 

DSFPCSCYYGSTPVARKKRFAK 

CRGYIYDFVYELLSLKPPSQGV 

AEMPPPAVGQQGXQAEPRGIPQ 

SPAGGRVFFQDFYSLCLENTS 


19819 


50187 


B 


19935 


62 ! 


346 




19820 


50188 


B 


19936 


1 


1629 




19821 


50189 


A 


19937 


1 


1218 




19822 


50190 


C 


19938 


718 


1053 




19823 ! 


50191 


A 


19939 


54 


212 




19824 | 


50192 


A 


19940 


122 


451 




19825 


50193 


A 


19941 


329 


398 


FFSYFRPSGCILPL*ELPEARCP 


19826 


50194 


A 


19942 


92 


346 


VGSSPSRL*SLRGQVLNKN*S/I 
QLGCLH1VGNPI*NS*DVPWAG 
WSED*GRRWISSRSSSKDRGPV 
S*RSPPVPGLQHQMSHASM 


19827 


50195 


A 


19943 


284 


374 


LKNHKRSEYALPHLN**PSTTK 
E V * M/DRS/SA LSDDITL* KSFS W 
LILAQKSPPLSTLQPPLLPAREQ 
TLFDCNSPLPTQIL*NGPTLISLR 
*LSQDEPGKGLSQGNVIT 


19828 


50196 


A 


19944 


I 


1674 


MAPPLSPFADSLFGLSPPAPRDK 

GDTFYPWTQNSGARHGLGRQP 

SLGVSSLQGRLSDHSPTFQRCQ 

TTQGRLPWSFTLSGKSCFSEEG 

AIPTPSVAESFQSSFSTDPSDLSP 

PPQPAHRQAELSPNSSSASTPPP 

YNPPTTSPPHTRSGLQFSSATSS 

SPPAQQFPLREVAGAEGIVNAH 

VPFSLSDLSQISQHLGSFSSDPT 

KY1QEFRYLTLSYNLTWSDLNV 

1LTSTLSPDERERVFPVSQSHAD 

NRRLHEP 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


19829 


50197 


A 


19945 


1746 


3501 


ESDPSNSTTSMDRTLL/MSSIVP 

RLPSACRILPTGFT1PE*SCVHRT 

ASLIPPLPPGSRFCYSPPLPLNSLI 

FLKN/SAYTAVPALQTDWATSP 

1SLHLRTSFNSPHLYPPEELIYFL 

DRSSKTSPDISHQQAAALLRTY 

LKNLSPYINSTPPIFGPLTTQTTI 

PVAAPLCISWQRPTGIPLGNLSP 

SRCSFTLHLRSPTTNINETIGAF 

QLHITDKPS1NTDKLKNISSNYC 

LGRHLPCISLHPWLSSPCSSDSP 

PRPSSCLLIPSPENNSERLLVDT 

RRFLIHHENRTFPSTQLPHQSPL 

QPLTAAALAGSLGVWVQDTPF 

STPSHLFTLHLQFCLAQGLFFLC 

GSSTYMCLPANWTGTCTLVFL 

TPKIQFANGTEELPVPLMTPTQ 

QKR VIPL1 PLM VG LG LSASTVA 

LGTGIAGISTSVMTFRSLSNDFS 

ASITDISQTLSVLQAQVDSLAA 

VVLQNRRGLDLLTAEKGGLCIF 

KDRAQKLANQASNYAEPPWAL 

SNWMSWVLP1VSPLIP1FLLLLF 

GPC1FRLVSQFIQNRIQAITNHSI 






A 


1 QQA& 


1 jyz 


lO /O 


CWC^W T_I I \/I CDU/CC A DC A DF CTTCT 

urLlLnlVLbrWrliArbArLo 1 oL 
YWLF*LYILLNFFQSFQLLCLW 
FECPPVAQSNLIV*SLLLSARQS 
HSPSSFFPLLVRNCVPLEEERCS 


19831 


50199 


B 


19947 


1 


1500 




19832 


50200 


A 


19948 


107 


691 


TTMLLIQSLFGGLFTWTRMKFG 
AVARIGGHPLGDQSP\SSCSLLP 
EKDPPTTSGPQ 1 DQPKXH LTDF 
KSGTPL*LYTHVSRVSDHAGTP 

ALVLnrWUKoKroutUA 1 vKl^ 

LLflS.il IN or Y nor lLr V LfvrlJlvr Y 
KL V yUL\rLo 1 IS. Lr ^L,Z> 1 rWLy 1 

HILFYPQYLPLQPIILF 


19833 


50201 


B 


19949 


1 


2628 




19834 


50202 


B 


19950 


1 


585 




19835 


50203 


B 


19951 


178 


462 




19836 


50204 


C 


19952 


1 


825 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19837 


50205 


A 


19953 


644 


1795 


RPSKSQTMLNSLSTALIISKIYFL 

PHT*HIYFLLPGSFCYTHSLLSLP 

QLPLFL/CLDLN A ASH I IPDTTPD 

PHDCISLIHLTFTFPQ1SFFPVSHP 

DHTWFIDGSSTRPNVTTHQQRQ 

AML* YLPHLSLRLPLCLPPLPLS 

KPN*LP*LKPINSPYNSPILPVQK 

PDKSYRLVQDLRLINQIVLPIHP 

VVPNPYTLLSSIPSSTTHYSMLD 

LKDAFFTl PLHPSSQPLFAFTWT 

DPDTHQSQQLTWAVLPQGFRD 

SPHYFSQALSHDLLSFHPSASHL 

IQYI DDLLLCSPSFESSQQDTLL 

LLQCLFSKGYRVSPSKAQISSPS 

VTYLG 1 1 LHKNTH ALPA DR WPS 

CLRAAAAAALILVEALK1TNYA 

QLTLYSSHNFQNLFSSSHLTHIL 

SAPRLLLLYSLFVESPTIT1VPGL 

DLNAASHIIPDTTPDPHDCISLIH 

LTFTFPQISFFPVSHPDHTWFID 

GSSTRPNHHSPAKAGYAIVSST 

SII E ATALPPSTTSQQ A EL VTLT 

QALTLAKGLRINIYTDSKYAFHI 

LQH H A V I W A E RG FLTTQG S S I IN 

ASLIKTLLKTTLLPKEAGVIHCK 

GHQKASDPIALGNAYADKVAR 

QAASSPTSVPHSQFFSFASVTPT 

YSPTETSTYQSLPTQGKWFLDQ 

GKYLLPASQAHS1LSSFITNLFH 

VGYKPLDRLLEPLISFPSWKSIL 

KEITSQCSICYSTTPQGLFRPPPF 

PTHQARGFAPAQDWQIDFTHM 


19838 


50206 


A 


19954 


52 


641 


RPSKSQTMLNSLSTALIISKIYFL 

PHT*HIYFLLPGSFCYTHSLLSLP 

QLPLFL/CLDLN AASHI IPDTTPD 

PHDCISLIHLTFTFPQISFFPVSHP 

DHTWFIDGSSTRPNYTTHQQRQ 

AML* YLPHLSLRLPLCLPPLPLS 

KPN*LP*LKPSLLQKDYASISILI 

LNMPFIFCSTMQSYGLKEVSSL 

HKGPPSLMPL 


19839 


50207 


A 


19955 


3 


380 


TTPDPHDCISLIHLTFTPFPHISFF 
RVPH PYH I WFI DG SSTRPNXATH 
QQRQAML*YLPHLSLRLLLCPP 
PLPLSKPN*LP*LKPSLLQKDYA 
SIFILTLNMPFISCTTMQEVSSLH 
KGPLSLIPL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




jUZUo 


A 


i yy_>o 


1 Oh 




SSSPPAG*TG/IFARLL1FSCLLQI 
LN H M/QHTL AGQS VL V KN LTP 
QTLQPRWTGPYLVIYSTPT/VRP 


1 Q9.A 1 

i yon i 




A 


i yyo / 


1 <\fi 
1 _>o 




IQr.TPQMI 1 /~IETC\/I CCD! A A A \/ 

Iota 1 LoINLLucc VLtcKLAAA V 
V A r Vj KVL nivl W Lu r V oy W K\^> 
VIVTQKCIAVWLLPLYYCTP*R 
QG* LI PV VGFEGQILIFE VFS 


19842 


50210 


c 


19958 


1 


1755 




19843 


5021 1 


A 


19959 


2 


394 




19844 


50212 


A 


19960 


710 


1093 


KEPTQHSFSYTHSLLSLPQLPLF 

I /^DPlFXTD A QTJIIOPiTXDr^DIJr^r^I 
L/L^r^l^riNrAorilir'Ll 1 lrUrnlJLl 

CI 1 1 II r TPT^I>CTDLJTC ITCDX/C UDFMJT 

WFTDGSSTRPNXATHQQRQDM 
Q*YLPHLLLTLPLCPPPLPLSKP 
NQLP*LRPSLLQKG 


19845 


50213 


C 


19961 


1 


1287 




19846 


50214 


A 


19962 


1 


1293 


MEEPLGFKQTLVVAQQNPLWT 

SGGGGHSPSGSGHRGVC1TTLP 

VPEGSSQKETPHVSEKLKEKNE 

SLPGNPENSSRSSERPPRRHSKA 

RDSDEENDPDDEDAVVNAVGC 

LGKNSGFLAPELQKYQKQIKDG 

TAGTPAISTTTTVEIRKSSVMTT 

pr\LTl I Qf~lY \f A ADD A DrUCCPDC 

I fc. 1 fc,t,tKOis.KLL» Y WW W^VA 

\/\lC ACni C AU\TCr\!D\/Cl opni 

VNoAoyLbAnrsotlNrVoLoLKl 

RERPGLWHGYRPSRSPLPHSLS 
GSYSLWALRTDTVCD 


19847 


50215 


C 


19963 


1 


846 




19848 


50216 


B 


19964 


377 


1 172 




19849 


50217 


A 


19965 


564 


1163 


FPKSIFFLPPDAYTFLFPWLLQL 
YSLFVESPTITHCSWPRLQSGLP 
HYSGYHT*PS*LYLSDPPDIHPIS 
AYFLLSCSSP*SRLIY*WQFHQA 

SFPFHRGNVSSRK*LLSVPSAIL 
LLLRDYSGPLPSLHIKXRDLPPP 
RTGKSA\YSTCPESGN*NTSWSR 
♦TLICQS 


19850 


50218 


A 


19966 


1382 


1778 


PIGTNTECVVLFQPMETGHSSR 

CWRVYPFCLLFGGPLSVMDPE 
GSPSGC/SNSLGLGADSVTLSTG 
GVFQPNVRGLNCNGKIVMGRC 
PLEFVPIPATSPISRKKPERSTAF 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


19851 


50219 


A 


19967 


239 


737 


R PS FKTPENSPTLVPTW ITLFYA 

LFFSYPHLPTSLIRPKYFNQIICF 

PDYSWSTATSHCCPSSQSK/CLL 

CV/SLTSPQYQPLPQDLPSA*SLP 

L*VPTPPLIPLEAALRN1AHSLSI 

PPPKNFRRSNTSTLFCFICLINIR 

RQECQASEPRPGHRI PCDLHVY1 

QMA 


19852 


50220 


B 


19968 


1 


1321 




19853 


50221 


A 


19969 


1 


1069 




19854 


50222 


B 


19970 


758 


6451 




19855 


50223 


A 


19971 


53 


319 


CSGSMPSSSSVSRPTSPFGSPLLS 
SPATSSSPKTPPTSATSGSSCPTT 
GL*M WT WSG FTGPV KLAATWR 
WTSATYPRWSWRPRAPLCPP 


19856 


50224 


A 


19972 


1427 


2103 


RPVHGHLHAVPVWRDSVRGLA 

PSSSPRVPGRDL1KQTPRLRARV 

VLSPFKTADAAHSHPGLTQPGR 

GRMKADISAATPGPFMCRVTPL 

ALGVSTEPSPARLVLNFVLFCF 

VLRRSLALSPRLEVLWLDLG\SL 

QPPPP\GFKQFSCLSLPSSW\DYR 

CMPPWAG\QFLEF*VEDGV*H\I 

GQADLELLTSGDPPASASQSAG 

ITGVSNXRAQPQVSECGHGVAL 

RRQ 


19857 


50225 


A 


19973 


3 


320 


VRMV11KKSENNRCWRKCGEIG 
MLLNCW*ECKLVQPVWKTA/D 
PA 1PLLGIYPK DYISFYG KDTCT 
HMFIVALFTIAKTGNQPKCPSMI 
DWIKKMWHIYTMEYYAAI 


19858 


50226 


A 


19974 


2 


79 




19859 


50227 


A 


19975 


308 


630 


GREKAREQVDLTLFT1AKTWN 

QPKCPSVIDMKKIW/HIYTMGY 

YAAIKJCDEFVSFAGT\WMKL*T 

VSVEADPHIEGRFFRF1CNYASK 

TPSLKLQRQSRPFQETSHPTGIE 

KRSPPNLQKATQPHIMSAKEYA 

FSRKMYGKTGRKKGEVKVRER 

KGKGAGRSDTIYNSKDLEPTQ 

MPISDRLDKENMDIYTMGYYA 

A 1 KKDEFVSFAGTMDEA VMQG 

YSSRARTRHWSMKKILLQLAR 

CLPKWPLSFVLESQGLGGVGS 
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SEQ ID ; 

NO: 


SEQ ID NO: 
if peptide 
sequence 


Met 
hod 


SEQ II) NO: 
n USSN 
09/540,217 


Nucleotide 
ocation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19860 


50228 


A 


19976 


2 


508 


KTTMRYYLTPVRMAIIKKSENN 

RCWRGCGETRMLLHCWFECKL 

VQLLWKT\W*FLKDVELK1PFD 

PAIPLLGVYPKDYKSCYYKDTC 

TRMFIAALFTIAKTWNQPKCPS 

VIDWIKKMWHIYTMEYYAAIK 

KDEFVSFAGTWMKLETIILSKL 

SQGQKTK H RMFSL 1 SGS j 


19361 


50229 


A 


19977 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 

QAITKHFSPK1SDLILCLKKKIM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AHKKSGNNRCRRGCGE1GTLLH 

CWWDCKLVQPLCKSMWRFLR 

DL\DPA1PLLGIYPKDYKSCCYK 

DTCTRMFIAALFT1AKTWNQP 


19862 


50230 


B 


19978 


1 


1899 




19863 


50231 


A 


19979 


1 


2142 


MHLIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKJEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

I MSEFP FTIATKRI KYLG IQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRIN1MKMAFPR 

WELNNENT WTQEG EHHTLG P V 

VGWGKRGG1ALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

S AQN LKLISN FSKVSG YKIN VQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRI KYLG IQLTRD VKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRJGRINIMKMAILPKVIYRFN 

DIPI KLPMTFFTELEKTTLKFI W 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGL1SR1YKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLV1REMQ1KTTM 


19864 


50232 


A 


19980 


1 


5127 
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SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19865 


50233 


A 


19981 


209 


3816 


qgrptfrfrkyrehhkdtpr.ee 

qlqdt*ssdspklk*rkkc*gq 

perkvklptkgspsd*krisrq/ 

ktlqa rrqswffekink idrpq 

arlikkkreknqidt1kndkgd 

ittdpteiqitireyykhlyank 

lenleemdkfldtytlprlnqe 

evesvnrp1tgseieaitnslptk 

kspgpdgftaefyqrykeelvp 

fllklfqpiekegilpnsfyeasii 

lipkpgrdttkkgnfrpislmni 

DAKIL 


19866 


50234 


A 


1 9982 


1 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQD1IQENFPNLARQANIQ1QE1 

QRTPQRYSSRRATPRHI1VRFTK 

VEMKEKMLRAAREKGWVTHK 

GKPIRLTVDLSAETLQARREWG 

PIFNILKEKNFQPRISYPAKLSFI 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

Y 1 1 V KG L I QQEELT I LN T Y A P STG 

APRF1KQVRSDLQRDLDSHTLII 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADLID1YRTLHPK 

STEYTFFSAPHHTYSKIDHIVGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRIKKLTQNHSTTWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

N ENKDTTYQNL WDTFK V VCTG 

KF1ALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTL/QKINESRS 

WFFERINKIDRPL 


19867 


50235 


A 


19983 


1 


3450 




19868 


50236 


B 


19984 


1 


2265 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


19869 


50237 


A 


19985 


1 


2526 


MFFETNENEDTSYQNLRDTFKV 

VFRWKI1ALNAHKRKQERSK1D 

TLTSKLKELEKQQQTNSKASRR 

HEITN1RAELKEIETQKTLQKIN 

ESVNWFFEKI1K1DRLLARLIKK 

KREKNQIDSIKNDIEDITTDPVE 

TQTTVREYFKHLYANKLENLEE 

MDKFLDTYILPSLSQEEVEPLN 

RP1TGSEIEAIINSLPTKKSPGPD 

RFTAKFYQRITNTEKCLKELME/ 

PESQSSRTT* RMQKPQESMRST 

GRKGFSDGR*NE*NE*RGEWN 

QVGKHSAGYYPGELPQTSKAG 

QHSDSGNTENATKILLEKSNSK 

TYNCQIHQS*NEGKNVKGSQRE 

RNTNYHQRILQTPLRK*TRKS\K 

EMDKFLDTYTLPRLNEEEVESL 

NTP1TGSEIVAIINSLPTKKSPGP 

DGFTAELYQRQTESQIMSELPF 

TIASKRIKYVGIRLIRDVKDLFK 

ENYKPLLSEIKEDTNKWKNIPC 

SWVGRJN1VKMAILPKV1YRFN 

AIPIKLPMPFFTELEKTTLNFIW 

NQKRAHIANSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNREIDEWNTTEPSEIMPHIYN 

YLIFDKPEKNKQWEKDSLFNK 

WCWFTsIWI ATPRICl k"l HPFI TP 

YTKftsJ^R WlkTHT lMVRPICTTK'TI F 
i i rvuNorv vv i rv l/L/in v rvr rv. i i rv i i_rC, 

L»IN L»VJ l^i 1 1 V^L/IVJ I VJ VJl^Jl IVIoJV I » IN. 

AMAT1C AkTTDRWni TIC I ^NpfT 
AKETTIRVNROPTKWFKIFATY 

/vfv I.' I 1 I IV V l^ilVV^l I IV W Civil / V 1 I 


19870 


50238 


A 


19986 


1 


3723 




19871 


50239 


A 


19987 


1 


1023 




19872 


50240 


B 


19988 


91 


1596 




19873 


50241 


B 


19989 




3171 




19874 


50242 


A 


19990 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 
GTSNKPQTLEQISTSIIAQKEAT 

V M VPG SNQE 1 PSG A Y A 1 RALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPS VIDRHLIQESSNWHL VGA 
ALGQSFQRKEQAAIFAVLQPLL 

V 1 rKl^ 1 O oU V UJU Irl UL^K 
HI IVRRKTNKOlCniVl-rKlNTTRF 

QNWTENEFDKLTEGGFKRWV1 

TNSSELKEHVLTQCKEDKNLEK 

SAIKLELRJKNLIQN 


19875 


50243 


A 


19991 


1 


1797 





2521 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19876 


50244 


A 


19992 


1 


2367 


MVKGSIQQEELTN LNMYAPNT 

GAPRFIKQVLSDLQRDLDSHTLI 

MGDFNTQLSTLDRSMRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKLALLSKCKRTEIITNYISDHS 

A 1 KLELRI KN LTQNCSTT WKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNEN KLDTTYQNL WDTFKVVC 

RGKF1A LN A HK RXQERSKTDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQIDAIKNDKGDITTDPTEIQS 

TIREYYKHLYTNKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGAEIVA1I/NNLPTKKSPGPDGF 

TA EF YQRK\EG I LPNSFYEASI1LI 

PKPDRDTTKKEI^FRPISLMNID 

AKILNKILANRIQQHITKJLIHHD 

QVGFIPGMQGWFN1RKSIRVIQ 

H1NRTKDKNYMTIS1DAEKAFD 

KIKQCFMLKTLNKLG1DGTYFK 

IIRA1YDKPTANIILNGQKLEAFP 

LKTGTREGCPLSPLLFNIVLEVL 

ARAIRQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENP1VSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKR 

IKYLG1QLTRDRKDLFKENYKP 

LLKEIKEDTNKWKNIPCSWVEK 

INIVKMAILPKVIYRFNAIPIKLP 


19877 


50245 


A 


19993 


2 


2910 


WRKIYQANGK/QKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMVK 

GS1HQEELT1LNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTIIMGDFN 

TPLSTLDRSMRQKVNKDTQEF 

NSALHQADLIDIYRTLHPKSTE 

YTFFSAPYHTYSKIDHIVQSKAL 

LSKCKRSEIITNCLSDHSAIKLD 

LRIKKLTQNHSTTWKLNNLLLN 

NYWVFFNEMKAEIKJVIFFETN EN 

KDTTYQNLWDTFKAVCRGIFIA 

LNAHKRKQETS 


19878 


50246 


A 


19994 


1 


4729 




19879 


50247 


A 


19995 




1566 




19880 


50248 


B 


19996 




2796 




19881 


50249 


B 


19997 


127 j 


2479 




19882 


50250 


B 


19998 




2907 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19883 


50251 


A 


19999 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

I Xir^VAXrWUTM CIV/11/ A ClV\yICUCTM 

ENK DTTYQN L WDTFKA VCRG K 
FI ALN AHKRKQERSKI DTLTSQL 
KELEKQEQTHSKASRRQE1TKIR 
AELKEIETQ 


19884 


50252 


A 


20000 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKMLTQNRSTTWKLM 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAH1CRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQK1N 

ESRSVARL1KKKREKNQI/DAIKN 

DKRDITIDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TGSEIVA11N 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEASIILIPKPGRDTTKKENFRP 

ISLNfNIDAKILNKILAKRIQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINV1QHINRTKDKNHM1ISID 

A EK VFDKIQQRFMLKTLN KL V 

LEVLARAVRQEKKIKGIQLGKE 

ELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSEYK1NVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRJKYLGIQLTRDVKDLFKE 

N YKPLLK EIKED VNK WKN I PCS 

WVGRINJVKMAILPKVIYRFNAI 

PIJCLPMTSFTELEKTTFKFIWNH 

KGARJAKS1LSQKNKAGGITLPD 

FKLYYKATVTKTAWY 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19885 


50253 i 


A 


20001 


1 


2314 


MDKFLDTYTLPRLNQEEVESLN 

RS1TGSEIVAILNSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTSKKENFRPIPLMNIDAK1LN 

KILAKJUQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHTNRA 

KDKNHMIIS1DAEKAFDKIQQLF 

MLKTLNKLGIDGMYLKIRRA1Y 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFN1VLEVLARAIR 

QEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPIVSAQMLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTLASKRJKYLG 

IQLTRDVKDLFKENYKPLLNEI 

KEDTNKWKNIPCSWVGR1NIVK 

MAILPKVIYRLMAIPIKLPMPFF 

TELEKTTLKFIWNQKRARVAKS 

ILSQKNKAGGITLPDFKLYYfCAI 

VTKTAWYWYQNRDIDQWNRT 

EPSEITPHINN YL1FDKPDKN KQ 

WGKDSLFNKWCWENGLAICRK 

LKLDPFLTPYTK1NSRW1KDLN 

VRPKTRKTLEENLGITIQDIGMG 

KDFMSKTPKAMATKDKIDKW 

DLIKLKSFCTAKETTIRVNRQPT 

KWEKIFATYSSDKGLISRIYMEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKKHMKKCSSSLA 

IREMQIKTTMRYHLTPVRMAII 

KKSGNNXRLFTVAKTWIQPKCA 



2524 

BNSDOCID: <WO 0175067 A3_IA> 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=poss»ble nucleotide insertion) 


19886 


50254 


A 


20002 


I 


2685 


MGDFNTPLSTLDRSTRQKVTMK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEIITNYLSDDS 

AIKLELRI KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RG KF V ALN A HKRKQG RS KIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERiNKIDRQLARLIKKKR 

EKNLJDAIKNDKGDITTDPTE1Q 

TTI REYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FT AE F YQRA I RQE KEI KG I QLG K 

EEVKLSLFADDMIVYLENPIVS 

AQKJLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDTNKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

VRAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNW1 A ICR K I KT DPPI TPVT 

KINSR WIKDLN I RPKTI KTLEEN 
LGITIQDIGMGKDFMSKTPKAM 
ATKAK 1 DK WDL I KLKSFCTAKE 
TTNRVNRQPTKWEKIFATYSSD 



2525 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19887 


50255 


A 


20003 


1 


2502 

* 


MTELTGIQQPQIVLFEHKGHKL 

VQGSSSDAGKVNR1YQHYEAS 

DKFNYTTGLAWKTAPEQTGKT 

VRKQQIKLNVKXMESRSKMQE 

HSSSPPMEQSWREMDFDELREE 

AFRRSNYSELQEEIQTKGQEVK 

NFEKTLDEY1TRITNTEKCLKEL 

MELKAKARELREECRSLRSRCD 

QLEERVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEKWDYV 

KTPNLRLIGVPESDGENGTKLE 

NTLQDIIQENLPNLVRQANIQIQ 

EIQRTPQR YSSRRATPRH 1 1 VRPT 

KVEMKEKMLRAARJEKEIQTTIR 

EY YKHL YANKLENLEEM DKFL 

DT YTLPRLNQEE V ESLN RPI TGS 

EIVAI1NSLPTKKSP/GPVGFTAE 

FCQRKAEGILSISFCEASIILIPKL 

GRDTTKKEMFRPISLMT1DTKIF 

NK1LANQ1QQHIKKL1HHDQVG 

FIPGMQGWFNICKSINVIQHFNR 

TKDKNHMIISIDAEKAFDKIQQL 

FMLKTLNKLGIDGTYFKIIRAIY 

DKPTAN 1 ILNGQKLEA FPLKTGT 

RQGCPLSPLLFN1VLEVLAGAIR 

QEKEIKGVQLGKEEVKLSLFAD 

DM1VYLENHIVSAQNLLKL1SNF 

SKVSGYKINVQKSLAFLYTNNR 

QTE SQI M S ELPFTI A SKRIK Y LG I 

QLTRDVKDLFICENYKPLLNE1K 

E DTN K WKN I PC SWVG RIN1 V K 

MAILSKVIYRFNAIPINLPITVFT 


19888 


50256 


B 


20004 


! 


2115 




19889 


50257 


A 


20005 


! 


2382 




19890 


50258 


A 


20006 


j 


2742 




19891 


50259 


A 


20007 




2250 




19892 


50260 


A 


20008 


j 


2982 




19893 


50261 


A 


20009 


1 


4791 




19894 


50262 


A 


20010 




2499 




19895 


50263 


A 


20011 




3259 




19896 


50264 


A 


20012 




3654 




19897 


50265 


A 


20013 




2391 
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SfcQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


19898 


50266 


A 


20014 


326 


1 158 


LWICEVMVKQRSRILKICLQKQ 

W QKTL A M WLKPC M G TF L LQL 

C*LDIAWV/RA1AVHTASSNLVP 

SLLGLCMIDVVEGTAMDALNS 

MQNFLRGRPKTFKSLENAIEWS 

VKSGQIRNLESARVSMVGQVK 

QCEGITSPEGSKS1VEGIIEEEEE 

DEEGSESISKRKKEDDMETKKD 

HPYTWRJELAKTEKYWDGWFR 

GLSNLFLSCPIPKLLLLAGVDRL 

DKDLTIGQMQGKFQMQVLPQC 

GHAVHEDAPDKVAEAVATFL1 

RHRFAEPIGGFQCVFPGC 


19899 


50267 


A 


20015 


1 


2860 




19900 


50268 


A 


20016 


1 


2956 




19901 


50269 


A 


20017 


1 


3359 


MKNSIKEKVKLSLTKWEMQTK 

PNNNTVDLKDAQEVNLTSTDY 

RKQHVMLPTEINSDDSLLKIGV1 

RLANWIKSQDPSVCCNQETHLT 

CRDTHRLK1 KG WRKI YQANGK 

QKKAGVAILVSDKTDFKPTKIK 

RJDKEGHYIMVKGSIQQEELTIL 

NTYAPNTGAPRF1KQVLSDLQR 

DLDSYTL I MG D FNTPL ST L DRS 

TRQKVNKDTQELNSALHQVDL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHILGSKALLS 


19902 


50270 


A 


20018 


-» 
.> 


3130 




19903 


50271 


B 


20019 


8 


2398 




19904 


50272 


A 


20020 


3 


3398 


SNSHITILTLNVNGLNAPIKRHR 

LANW1K\SQDP\SVSC1QETHLTC 

RDTHRLKIKGWRKIYQANGKQ 

KXSTWAILVSDKTDFKPTKIKR 

DKEGHYIMVKG*IQ*EELTILNI 

YAPNTGAPRFIKQVLRDLQRDL 

DSHPIIMGDFNTPLSTLDRSMR 

QKVNKDIQDLNSALHQADLTDI 

YKI Lrir'ls.o 1 bY 1 rrorrnn 1 Y ^Is. 

TDHIVGSKALVSKCKRTEI1TNC 
LSDHS A I KLELRI KKLTQNRSTT 
WKLKNL 


19905 


50273 


B 


20021 


483 


2210 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of lust 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


19906 


50274 


A 


20022 


1 


5316 


MVKGSIHQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDFHTLI 

MGDFNTPLSTMDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFYSAPHHTYSKIDHILG 

SKALPSKCKRTDI ITNYLSDHSA 

1 KLELRI KN LTQN H STT WKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN EN KDTTY EN L WD A FKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TK1RAEQINKIDR 


19907 


50275 


A 


20023 


2 


2712 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKJKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPTFI 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQKVN KDTQELM 

SALHQADLID1YRTLHPKSTEYT 

FFSAPHHTYSKIDHILGSKALLS 

KCKRTEIITNYLSDHSAIKLELM 

IKNLTQNHSTIWICLNNLLLNDY 

WVHKEMKAE1KMFFETNENKD 

TTYQNLWDTFKAVCRGKFIAL 

NAHKRKQERSKIDTLTSQLKEL 

EKQEQTLSKASRRQEITKIRAEL 

KEIETQKTLQKINESRSRFFERIN 

KIDR*\TLARVIKJCKGEKNQI DTI 

KNDKGDITTDPTEIQTTIRESYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGSEIVAI 

VNSLPTKKSPGPDGFTAEFYQR 

YKEELVPFLLKLLQSIEKEGILP 

HSFYEASIILIPKPGRDTTKK\EN 

FRP1SLMMIDAKILNKILANQIQ 

QHIKKLTHHDQVGFIPGMQGWF 

NTCKSrNVIQHINRTKDKNHMII 

SIDAEKAFDKIQQPFMLKTLNK 

LVLEVLARAIRQEKEIKG1QLGK 

EEVKLSLFADDMIVDLENPIVS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYKNNRQTESQIMSELA 

FTIASKRIKYLGIQLTRDVKDLF 

NENYKPLLNE1QEDTNKWKNIP 

CSWVGRJNIVKMAILPKV1YRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19908 


50276 


A 


20024 


1 


4461 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDGSLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPPID 

VNGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RHRPDRRPQGMVGVLTNQKEP 

RTRWIHSRILPEVQGGTGTVPSE 

TIPIDRJCEG1LPNLFDEASIILIPK 

RGRDTTKKENFRPfSLMNIDAKf 

Liy KI L ANRNQQHIKKL I HHDQV 

GFIPGMQGWFNICK 


19909 


50277 


B 


20025 


1183 


4247 




19910 


50278 


A 


20026 


1 


2671 


MVKGSIQQEELTILNIYAPNTG 

A PRFIKQ VLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRJKNLTQSRSTPWKLN 

N LLLN D Y WV HNEMK A E1KMFF 

ETN KN KDTT YQNL WD A F KA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLK ELEKQEQTHSKA SRRQ 

EITKJRAELKEIETQKTLQK1NES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDT1 KNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSfPFENWHKTGMPSLTAP 

1QHSVGSSGQGNQAGEGNKGY 

SIRKRG SQI VP VCR* HDC L S RKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTKITSI L I HQKQTNREPTH E* 

TPIHNCFKENKIPRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQIQCHPLQATNDFLHR1GK 

NYFKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQTILQGYSNQ 

NS\MVLVPKQRYRSMEQNRAL 

RNNAAYLHYSD\L\*QT*EKQA 

WGKGIP\IYKJV1UL\GICLAS\PM* 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknovvn, 
*=Stop codon, ^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1991 1 


50279 


A 


20027 


1 


3159 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYR TLHP 

KSTEYTFFSAPHHTYSK1DHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKPIALlsJAHKRKQKRCKJDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQVKISES 

WSWFFEKFNKIDRPQARLIKKK 

REKNQ1DTIKND 


19912 


50280 


A 


20028 


2 


3767 


HRLANW1KSQDPSVCC1QEAYL 

TCRDTHRLKIKGWRK1YQANG 

KQKKAGVAILVSDKTDFKPTKI 

KRDKEGLYIMVKGSIPREELTIL 

NIYAPNPEAPRFTKQVLSDLQR 

DVDSHTI I LG DFNTPLS A LDRSM 

RQKVNKDTQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHHTY 

SKIDHRVGSKALLSKCKRSEI1T 

NCLSDHSAIKLELRIKJCLTQNCS 

TTWKLN1MLLLNDYWVFTNEMK 

AEIKMFFETNEN 


19913 


50281 


A 


20029 


3311 


9648 


KLYVCITRITNAEKYLKELMEL 

KAKAQELCEECRSLRSRHDQLE 

ERVSVMEDQMNEMKQEEKFRE 

KRRKRNEQSLQE1WDYVKRPN 

LRLIGVPESDGENGTKLENTLQ 

DIIQKNFPNLARQANIYIQEIQEI 

QRTPQR YSPRRATPRH 1 1 V RFTK 

VDMKEKMLRAVREKGFKPTK1 

RRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGGPRFIKQVLSDLQ 

RDLDSHTIIMGDFNTPLSTLDRS 

MRQK1NKDIQEL 


19914 


50282 


A 


20030 


2031 


6332 


QDSNSHITILTLN1\NGLNAPI*R 

HDVRNCNWIKSQDPSVCCIQET 

HLTCRDTHRLK1KGWRKIYQA 

NGKQKKKAGVAIVLVSDKTDFN 

PTKIK.RDKEGHYIMVKGSIQQE 

ELTILNIYAPVNTGAPRFIKQVLS 

DLQRDLDSHTLI\MGDVFNTPLS 

TLDRSRRQKVNKJDTQELNSAL 

HQADL\IDIYRTLKP\KSTEYTFF 

SAPHHTYSKIDH1VGSKALLSK 

CKRTGIITNYLSDHSAIKLELRI 

KNLTQSR 


19915 


50283 


A 


20031 


2 


178 




19916 


50284 


C 


20032 


88 


228 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


19917 


50285 


A 


20033 


*> 


382 


VDRT1MSDSLVVCEVDPELTEK 

LRKFRFRKETDN AA 11 MK V D KD 

RQMVVLEEEFQXFVVYSYKYV 

HDDGRVSYPLCFIFSSPVGCKPE 

QQMMYAGSKTRLVQTAELTK 

VQTGMWLQSVRERWCGSWV 


19918 


50286 


A 


20034 


89 


633 


KTAELRKEEACGQNNHALPGS 

LRQSDSLVVCEVDPELTEKLRK 

FRFR KETDN A A 1 1 M K V DK D/RG 

QMVVLEEEF\QN1SPQREL\KMG 

FPRRDKPR\FVVYS\YKYVHD\D 

G\RVSYP\LCFIFPPRPVGCKPE\Q 

QMMY\AGS\KNRLV\QTAELTK 

GVPKSRTT*LTSLRPWL\QEKLS 

FLSLISGAGD 


19919 


50287 


A 


20035 


78 


638 


WLDLTWKESSADSQLFLEKMD 

HSHHMGMSYMDSNSTMQPSH 

HHPTTSASHSHGGGDSSMMM 

MPMTFYFGFKNVELLFSGLV1N 

TAGEMAGAFVAVFLIAAMFYE 

GLKIARESLLRKSQVS1RYNSMP 

VP\GQNG\T1L YGRTH KTVG\QQ\ 

MLSFPHLLQTVLHIIQVWISYFL 

MLIFMTYNGYLCIAVA 


19920 


50288 


A 


20036 


1 


849 


MSQKMENL1GNAHISAYEIIKEF 

QKEQHQAGLPGTTVPCSCQVY 

KCSK RPERVA REG PSE DLEPLP 

QTVRKCGQGCTLHGAGGSQGQ 

VGARPFGIGGVEALWFLASPSY 

WAPLIPQCQLGKLLVVRLVQL 

QARRELAPMLAPGAACPMVAT 

ACLTVQWPDPMLTHTPLTIPHL 

TCSLLGGNVELLFSSLVINTAGE 

MAGAFVAVIILAVFYEGLUAQE 

SLL*PNGTILM*THKTVGQQML 

SFPHLLQTVLHI1QVVISYLLMLI 

FMTYNGSSELLFRGERPR 


19921 


50289 


B 


20037 


308 


568 




19922 


50290 


A 


20038 


394 


528 




19923 


50291 


A 


20039 


186 


856 


TWG KG DI LRRPRRKMSS Y/SHF 

FVQTCRGG\HKKKHPRLLQVN\ 

FSEFASKEVLQRGWRPMSCLKR 

KGKILKIWAKAGQGPFLERELK 

TLYPLPKGEDQKKKFKDPNCTP 

RG PPS\ A FFPLL A LEY PPQKSKG 

EHPWPVPLVDVAEENWETMW 

ELTL LQM DKQPW EKKA\A KLK 

EKYEKD1ACISSLKGKPDAAKK 

RELSRPEKSKKKKEEEEDEEDE 

EDEEEEEDE* DEEDEEEEEDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


19924 


50292 


A 


20040 


1 


413 


GAMRGDRGRGRGGRFGSRGGP 

GGGFRPFVPHIPFDFYLCEMAFP 

RVKPAPDETSFSEALLKRNQDL 

APNSAEQASILSLVTKIKNGNE 

KLWGSPGTLK A H I EKFTRG 1 P Y 

KRGTVSRGrfNVADLGGKXKILX 

PPLEAV 


19925 


50293 


A 


20041 


70 


1451 


GAMRGDRGRGRGGRFGSRGGP 

GGGFKPFVPHIPSDFYLCEMAF\ 

PRVKPAPDETSFS*GLA*RRNQ 

D\L A PN S A EQVA S I LSL\ VTK I\NN 

V\I DN LTCG SQG H FE V A K L E E V\ 

RQVGDPIKRGTMTTGHNVAVL 

WVVIPQEFWQRLEAWACPGGN 

KVVESLR/SHQDPSESFKPCLTN 

E\TGFE1SSSDATVKILITRVPP\N 

LRKLDPELHLDIKVLQSALAAI 

RHARWFEENASQSTVKVLIRLL 

KDLR I RFPGVFE PLTP W\l L DLLG\ 

HYXAVMNNPTRQPLGLKRWHN 

RALAWQISGLAGTVSCQGVSVG 

YSIDPCESWQL*£LHTVMTLEQ 

Q\DMV\CYTAQ\TFVRILP\HGGF 

RKILGXQEVDASYLASEISTAWD 

G V I VTPFRKRL YE KJAPE K\K EG 

EEEEENTEEPTSRRGRRK\HGN\ 

SGVTIPLPLLFPNPRGKTGALSC 

PAYWALHGDRHFPWDREDSRK 


19926 


50294 


A 


20042 


253 


379 




19927 


50295 


A 


20043 


284 


1062 


APRNYLPQRATASVRRQQISFS 

NEHTPHQSLHEIPNVRQRHSGL 

MKLNTMGAMTTSTTSAVANH* 

PSNKRTPLVSV/MQSASPEQRQ 

AVRERMQTNPK1QQRREAARE 

RIQSASPEQRQAVREKMQTNPQ 

NQQRRDAARER1QSASPEQRQV 

FKEKVQQRPLNQQQRDNARQR 

VQSASPEQRQVFREKVQESRPQ 

RLNDSNHTVRLNNEQRSAVCE 

RLSERGARRLESLYGRHMQAN 

PEPPKKNNDKSKKISRKPLAAK 
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SEQ ID 

NO: 


SEQ II) NO: 
i>f peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19928 


50296 


A 


20044 


1 


2269 


MSPDIPQVSPEVGLYPVANHSSI 

VVPTCHSLSEEDTEAQRNHELD 

TVKALREDAQVLKJPNQSPKDT 

LVTALQLAQKGTKAAAIRLGA 

KVGQKQSRQAKSSPALVVPGL 

LSFPRARFFEWQSPGLPNTAAM 

ENGTGPYGEERPREVQETTVTE 

GAAKIAFPSANEVFYNPVQEFN 

RDLTCAVJTEFARIQLGAKGIQI 

KVPGEKDTQKVVVDLSEQEEE 

K V ELKESENLASG DQPRTA A V 

GEICEEGLHVLEGLAASGLRSIR 

FALEVPGLRSVVANDASTRAV 

DLIRRNVQLNDVAHLVQPSQA 

DARMLMYQHQRVSERFDVIDL 

DPYGSPATFLDAAVQAVSEGG 

LLCVTCTDMAVLAGNSGETCY 

SKYGAMALKSRACHEMALR1V 

LHSLDLRANCYQRFVVPLLSIS 

A D F Y V R V F V R VFTG Q A K V KA S 

ASKQALVFQCVGCGAFHLQRL 

GKA SG VPSGRAKFS A ACG PP VT 

PECEHCGQRHQLGGPMWAEPI 

HDLDFVGRVLEAVSANPGRFH 

TSERI RG VLS V ITEELPD VPL Y Y 

TLDQLSSTIHCNTPSLLQLRSAL 

LHADFRVSLSHACKNAVKTDA 

PASALWDIMRCWEKECPVKRE 

RLSETSPAFRIXLSVEPRLQANFT 

\IRED\ANPSSRQRGLKRFQA\NP 

EA\NWGPRPRSRP\GGKAADEA 

MEER\RRLLQNKRKEPPEDV\A 


19929 


50297 


A 


20045 


1578 


2356 


PLRRWACNHKLRQNAHQLSSTI 

HCNTPSLLQLR\SALLHADFR\V 

SLSHACK\NAVKTDAPASALW\ 

DIMRCWEKECPVKRERLSETSP 

AFRILSVEPRLQANFTAIREDANP 

SSRQRGLKRFQANPEANWGPR 

PRARP/GVSGGKVGVGLSQGKK 

G*RADGVPPTPSPSHRGKAADE 

AMEERRRLLQN KRKEPPXED V A 

QRAARLKTFPCKRFKEGTCQRG 

DQCCYSHSPPTPRVSADAAPDC 

PETSNQTPPGPGAAAGPGID 
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SKQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknmvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19930 


50298 


A 


20046 


1 


791 


MGPSSIHHSSQHATAPQILPKVR 

AGPRSSGCRISECRREEKPPKGR 

RGLKDATRPGVNWGPDGGVQS 

GAGAQPWSLTPLPPGSVSPAGR 

AQRRSMRAAAAQERSPGRRRL 

GKEPLIRESWTRSAPWRCLSQD 

AGRAGSQVCGSSPQTRGAAAE 

KVAVTGAKSCSGRGK.KAAAAR 

AKSRGGGGRKTQKAAAAKSRG 

C/AGQRSPKSRGSRG*IPRGRGQ 

KAAVAGAESNGGGGKKSRRRR 

HKAAKTRSSGGKNPWRQKAAS 

AGAK 


19931 


50299 


C 


20047 


76 


327 




19932 


50300 


A 


20048 


336 


814 


ANFSLEDPSCSPPPRLLAGSFVD 

SPQSLSCMRSKNPLLGSGSGPLS 

PTY1L*ATTPHFLLPQPLITTSPSS 

PSPPSPPLPPPPPSFSSSYSSSSFF 

E/NRVPLCCPCFGSAIRKPSPSVS 

TKARPQGETGRSLALLFLPQRP 

SSSLHRSDTLYRDCVHRI 


19933 


50301 


A 


20049 


1 


310 




19934 


50302 


A 


20050 


1 


1482 




19935 


50303 


A 


20051 


-> 
:> 


2455 




19936 


50304 


A 


20052 


3 


1441 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possib1e nucleotide insertion) 


19937 


50305 


A 


20053 


1 


2322 


MAEGKGEAGTFFTGQQDRLLF 

VFFIIT1VVGLFRCSVFSSSSSSSS 

LSSSSSSSSSSSLSSSFLHLFFIFIF 

VFFVFIFFVFIFVFVFAFFFIFFVF 

VVFFVFFFFVLLVEILMRPTISIR 

GQKLKISDEMSKDCLSILYNTC 

VCTEGVTKFXAEKNDFVIFLFT 

LMTSKKTFLQTATLIEDJLGVK 

KEMIRLDEVPNLSSLVSNFDQQ 

QLANFCRJLAVTISEMDTGNDD 

KHTLLAKNAQQKKSLSLGPSA 

A EINQ AALLS 1 PG F VE RLCKLAT 

RKVSESTGTASFLQELEEWYT 

WLDNALVLDALMRVANEESEH 

NQASIVFPPPGASEENGVLAHTS 

A RTAQLPQSMKIM HE IM YK LE V 

LYVLCVLLMGRQRNQVHRMIA 

EFKL1P\G\LNNLFDKLIWRKHS 

ASALVLHGHNHY\CDCSPDITL\ 

KIQFLRLLQSFSDHHENKYLLL 

NNQELNELSA1SLKANIPEVEAV 

LNTDRSLVCDGKRGLLTRLLQ 

VMKKEPAESSFRFWQARAVEE 

FPSRGTTSYADQMFLLKRXGLL 

EHILYCIVDSVECKSRDVLQSYF 

DL\LGEL\MKFNVDAFKRFNKYl 

NTDAKFQVFLK\QI\NSSLVDSN 

MLVRCVTLSLDRFENOVDMKV 

AEVLSECRLLAY1SQWPTQMSF 

LFRLINIIHVQTLTQENVSCLNTA 

SLVILML\ARRKERLPL\YLRLL\ 

QR\MEHSKKYPGLL\LNNFHNL 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19938 


50306 


A 


20054 


237 


2033 


TSPTPLPLPATMPKT1SVRVTTM 

DAELNEFAIQPNTTGKQLFDQV 

VKTIWL EG KFGFFG LQNQDTAK 

GFSTAWLKLNRXVD*PRNVRKE 

\SPLLFK\FRAKFYP\EDVSEELIQ 

DITQRLFNFLQVKEG1LNDDIYCP 

VPETA VLLASY A VQSK YGDFNK 

EVHKSGYLAGDKLLPQRVLEQ 

HKLNRD\QWEERJQVW\HEEHR 

GML/RGEDAVLEISERLLQDLE 

MYGVNYFSIVKNKKGSELWLG 

VDALGLN1YEQNDRLTPKIGFP 

W\SEIRNISFNDKKF\VIKPIDKK 

APDFVFYAPRLRJNKRILALCM 

GNHELYMRRRKPDTIEVQQMK 

AQAREEKHQKQMERAMLENE 

RKKREMAEKJEKEKIEREKEEL 

M ERLKQ 1 EEQTKKAQQE L\EEQ 

TPRAPGTLSQERKRAQSEAEKL 

AKERQEAEEAKEALLQASRDQ 

KKTQEQLALEMAELTARJSQLE 

MARQKKESEAVEWQQKAQMV 

QEDLEKTRAELKTAMSTPHVA 

EPA EN EQDEQDENG A EA SVADL 

RA*S\MAKDRSEEERTTE\AEKN 

ERVQKHLKALTSELANARDES 

KKTANDMIHAENMRLGRDKY 

KTLRQIRQGNTKQRJDEFESM 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


19939 


50307 


A 


20055 


2 


2230 


PRVRLGAHGCPPGPRRCGCCW 

ANG LRSSERCVLESLRPC VQS A 

TRGLRCGCDSAANLDTMAKPP 

QG A G DRG S I HDFPG FDPNQDA E 

ALYTAMKGFGSDKEAILDI1TSR 

SNRQRQEGCHSYKASLYGKADLI 

A DLKAY ELTG KF\ERLI V RLMRP 

PA YCDAKEIKADA ISGUGTDEKA 

CLIEILASRTNEQMHQLVKRITK 

MPTERDLEADI1GDTSGHFQKM 

LVVLLQGTRJEEDDVVSEDLVQ 

QDVQDLYEAGELKWGTDEAQF 

IYILGNRSKQHLRLVFDEYLKT 

TGKPIEASIRGELSGDFEKLMLA 

VVKCIRSTPEYFAERLFKAMKG 

LG\TRDNTLIR1MVSRSELDMLD 

IREIFRTKY*/EKSLYSMD/IKND 

TSG/QSYKKTLLKLSGGDDDAA 

DQFFPKAAQVAYQMWELSAV 

ARVELKGTV\RPANDF\NP\DAD 

AKALR\KAMKGLGTDEDTI1DII 

THRSNVQRQQIRQTFKSHFGRD 

LMTDLKSE1SGDLARL1LGLMM 

PPA H YD AKQLKKAM EG AGTDE 

KALIEMLATRTNAEIRA1NEAYK 

\EDYHKSLEDALSSDTSGHFRR1 

LISLATGHREEGGENLDQARED 

AOVAAFILEIADTPSGDJCTSLET 

RFMTILCTRVSYPHVRRVIOEFIR 

LTNYDVEHTIKK\EM\SGD1 RDA 

F\VAIVQ\SAKTKPLFFPDK\LYK 

SMKGWGTDEKTLTRJMWSRNG 


19940 


50308 


A 


20056 


3 


368 




19941 


50309 


A 


20057 


1 


936 


M M KCEEQKEEEEET V RMFS A A 

SQPLDPDGTLFRLRFTAMVWW 

AITFPV FGFFFCII WSL VFHFE YT 

VATDCGVSASSPAPGSGPGXPN 

YLPSVSSA1GGEWPQRYVWRFC 

IGLHSAPRFLVAXFAYWNHYLS 

CTSPCSCYRPLCRLNFGLNVVE 

NLALLVLTYVSSSEDFTIHENAF 

IVFIASSLGHMLLTCILWRLTKK 

HTVSQEVRS1PSGGSKAAQKKI 

KDICPQDSGNGEDRKSYSWKQ 

RLFirNFlSFFSALAVYFRFTNMY 

CEAGVYTIFAILEYTVVLTNMA 

FHMTAWWDFGNKELL1TSQPE 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possit>le nucleotide 
deletion, \=possible nucleotide insertion) 


19942 


50310 


A 


20058 


1 19 


930 


ESLFPSLAFLSPSKPLFSHPPSFH 

LSNKQDTSPCSCVLSSPFSLRTE 

ASIGVPG1KMDGGNAQEHGHFL 

RLPQVPNYLPSVSSAIAREVPQR 

YVWRFCIGLHSAPRFLVAFAY 

WNHYLSCTSPCSCYRPLCRLNF 

GLNVVENLALLVLTYVSSSEDF 

/TWVPG*GRSGEVFPEGTGLPLP 

HSDLPTSWCGHSLQCGSQSSFP 

PAIHENAFIVFIASSLGHMLLTCI 

LWRLTKKHTVSQEVRSIPSGGS 

KAAQKKIKDICPQDSGNGEVGT 

EF 


19943 


50311 


A 


20059 


3 


206 




19944 


50312 


B 


20060 


80 


304 




19945 


50313 


A 


20061 


1 


2111 


MAATGTAAAAATGRLLLLLLV 

GLTA PALALAGYIEALAANAGT 

GFAVAEPQIAMFCGKLNMHVN 

IQTGKWEPDPTGTKSCFETKEE 

VLQYCQEMYPELQITNVMEAN 

QRVSIDNWCRRDKKQCKSRJFV 

TPFKCLVGEFVSDVLLVPEKCQ 

FFHKERJVIEVCENHQHWHTVV 

KEACLTQGMTLYSYGMLLPCG 

VDQFHGTEYVCCPQTKI1GSVS 

KEEEEEDEEEEEEEDEEEDYDV 

YKSEFPTEADLEDFTEAAVDED 

DEDEEEGEEVVEDRDYYYDTF 

KGDDYNEENPTEPGSDGTMSD 

KEITHDVKVPPTPLPTNDVDVY 

FETSADDNEHARFQKAKEQLEI 

RHRNRM DRVKKE WEE AELQA 

KNLPKAERQTLIQHFQAMVKA 

LEKEAASEKQQLVETHLARVE 

AMLNDRRRMALENYLAALQS 

DPPRPHRILQALRRYVRAENKD 

RLHTIRHYQHVLAVDPEKAA\Q 

MK\SQVMTHL\HViEERRNQSLS 

LLYKVPYVA\QE\IQEE1DDVLQ 

EQRADMDQFTASISEVTPVDVR 

V\SSDESEEIPP\FHPFHPFPAPT* 

ERRILGVGRAGWGGLIGAEEK 

VINSIC\NKVDE\NMVH*TRLLD 

VKEMIFNAERVGG\LEEERESV 

GPLREDFSLASSSALIGLLVIAVA 

IAT\VIVISLVMLRKRQYGTI\SH 

GIVE/VVDPMLTPEERHLNKMQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19946 


50314 


A 


20062 


61 


2634 


SQPAEGKWSTGNAATATAGVL 

LLPAACGA*TAPALAL\AGYIEA 

LAANAGTGFAVAEPSNSPMFC 

GKLNMPCETFQTGK\WEP\DPN 

QAPKSCF*TslQKEEVSSSYF\QEM 

Y PRA YRSQN VME A KPAGLRI D 

N\WC\RRDKKQ\CKSRFCYTFSS 

CLVG*IL*SDVPAKFPEKVPSFF 

HK\ERMEVCE\NHQ\HW\HTVSQ 

KKAMS*PPGK*PLIIANGMPASP 

CGGRTSFHGTE\YVC*PSAQRLL 

GSCV/TKEEEEEEE\EKEEEEDE 

KGD\YAVYKGNFLL*ADLEDST 

EAVAVDEDDEDEREGEDVVEDR 

EYYYDTFKG DDYNEEN PN\DPG 

SAATMSD\KEITHD\VKAVCSQE 

AXMTGPCRAVMPLWYFYLSKG 

KCVRFIYGGCGGNRNMF*SEDY 

CM A VCKAMIPPTPLSTN DDDVF 

F*TSKDDN EH A RFHKA KE H V VI 

RPRNRMDRLK*EW*YAQL\QLK 

\NLPKAERQ\TLIQHF\QA\MVKA 

LEKEAA\SEKQQLVET/HTLARV 

EAMLND\RCLMALENY\LAALQ 

SDP\PRPHR\ILQALRRYVRAEN 

KDRLHTIRH YQH VL A V DPEKA 

AQM\KSQVM\THLAHVIEERRNQ 

Ci ct | VVVPVV AAPIOPPIDFI I 

QEQRADMDQ\FTAS1SE\TPVDV 
\RVS\SEGRGEI PPFHPFH PFP ALP 
ENEDTQP V\L Y H PM KKG SG VG E 
QDGGLIVAEEKWINSKANKVDE 




CAT 1 ^ 


A 

A 






1 A/1 G 


ttrruu 1 uKLLu 1 Lu Y HJn/CCjC 

ci*ccni t>/~\d n~*r~*\ i c? d t> # tt\\/k a 
bl'abDLPl^K/CCVbtjKK* 1 rWM 

VWSACVCASGCLPGGNRCCCP 

VSLSPERIAVLGGLLPRKPPCRV 

VGERRSVLTLQATSQCPR 


19948 


50316 


A 


20064 


6 


1174 




19949 


50317 


A 


20065 


285 


567 


SRRRSSSYERSGSYSGRSPSPYG 

RRRSSSPFLSKRSLSRSPLPSRKS 

MKSRSRSPAYSRHSSSHSKKKR 

SSSRSRHSSISPVRLPLNSSLGAE 

LSRKKKERAAAAAAAKMDGK 

ESSYERSGSYSGRSPSPYGRRRS 

SSPFLSKRSLSRSPLPSRKSMKS 

Fvoivirrt i orvri ooorioiNJN. rv rvkjOirv 

SRHSS1SPVRLPLNSSLGAELSR 

KKKERAAAAAAAKMDGKESK 

GSPVFLPRKENSSVEAKDSGLE 

SKKLPRSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
hi USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


19950 


50318 


A 


20066 


214 


805 


LGLQAANDLHLEYAMGKRYFC 

DYCDRSFQDNLHNRKKHLNGL 

QHLKAKKVWYDMFRDAAAIL 

LDEQNKRPCRKFLLVTGQRDFG 

SN\CRFS\HMSER\DLKEL\SIQVE 

EGRGEPRE WLL\DAPELP\EG HL 

GGLGLEERRAKRLELQPQVSQ 

G*NPFRTT/VSFQ*PRRVGQPSS 

GSLPPNSCGHPPPGGLALLQPR 

V\QWG 


19951 


50319 


A 


20067 


2 


418 




19952 


50320 


A 


20068 


1 


1 134 


ATTARRRGAPGTPSLAAEGNGL 

SARVDEGVEEFFSKRLIQQDRL 

WAPEEDPATEGGATPVPRTLRK 

KLGTLFAFKKPRSTRGPRTDLE 

TS PG A A P RT RKTTFG DLL RP PT 

RPSRGEELGGAEGDTSSPDPAG 

RSRP\PTQE1ARPTR*YCCLPRRR 

QRWV PDPTSG GPWSG EKQN WL 

HPLNSGYK*CCRG*ASAEAAGV 

PKARGSKAKMARSRKLAQMV 

TLWTVPRRPLPSRSSPAPT/PVS 

ADPSCRPGPGSQGPESATWKTL 

GQQLN A ELRSRG WGQQDG PG P 

PSPGQSPSPCRTSPSPDSLGLPED 

PCLGPRNEERPLRLQRSPVLKR 

RPKLEAPPSPSLGSGLGTEPLPP 

QPTEPSSPERSPPSPATDQRGGG 


19953 


50321 


A 


20069 


3 


206 




19954 


50322 


A 


20070 




349 




19955 


50323 


A 


20071 


226 


610 




19956 


50324 


B 


20072 


18 


1306 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


19957 


50325 


A 


20073 


3 


1665 


LRPQGREGGDWEGGRSPFSLPY 

GSLRGRVVSTAQFRVPMPSASA 

SRKSQEKPREIMDAAEDYAKER 

YGISSM1QSQEKPDRVLVRVRD 

LTIQKADEVVWVRARVHTSRA 

KG KQCFL I LRQQQFN VQ A L V A 

VGDHASKQMVKFAANINKESI 

VDVEGVVRKVNQK1GSCTQOD 

VELHVQ\KIYVISL\AEPRLPLQL. 

DDAVRPEAEGEEEGRATVNQD 

TRLDNRVIDLRTSTSQAVFRL\Q 

SG1CHPLRETLINKGFVEIQTPKI 

ISAASEGGANVFTVSYFKNNA\ 

YLAQSPQLYKQMCICADFEKVF 

S1GPVFRAEDSNTHRHLTEFVG 

LDIEMAFN YH YH EVMEEIADT 

MWQIFKGLQERXFQTEFQTVNK 

QFPCEAISNFWEPTLRLEYCEAL 

AMLRGKLESEMGXDEDDLSTPN 

EK\LLG\HLVKEKYDT\DFYILD 

kTVPlHI *RPF/H1 VPPP*PPR>JPr> 

OVPTI TMMFHFRFl<rT<r VI Qr,AO\ 
v r i l i iNivi r n ll rvL. rv rv i ujvjav^\ 

IKAY1DSFRFGSPSP/HAGGGIGI/ 
ENRVTMLFLGLHNVXRQTSHVP 


19958 


50326 


A 


20074 


3 


424 




19959 


50327 


A 


20075 


178 


859 




19960 


50328 


C 


20076 


304 


592 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19961 


50329 


A 


20077 


1381 


2936 


PTNPRPSPGLARWAESYEAKCE 

RRQEIRESRRCRPNVTTCRQVG 

KTLRIQQREQLQRARLQQFFRR 

RNLELEEKGICAQHPQAREQGP 

SRJ^PGQVTVLKEPLSCARRISSP 

REQVGRVKGHTAVCSGTLSGQ 

GGWV/R/RPPSLHRACR£S*DNC 

PSSLALTLSHPIHSSLERTQ*l/SH 

ALTFWNSMIYPRSSRL1LPQASD 

SSW/KGKGMKFFLNKA WASMC 

SHLIFLSTGKHSEGYFHLRNLEL 

NEKNVFEP\KAKESLQKVLEEK 

MNAEQQLQSTQVWGCHIDMG 

LGTPGSLGNKGSQLQRTLGTQH 

RELESQLHVLQSKLQVPGTGGG 

EGRQGMGRRDGDERSCSAKIE 

CLQG DRDLCSLDTQDLQGTLLL 

GGLECMAAMAK*AKKKETEAF 

QILKVHRVFLGSWPTKGTQVW 

SPKSFPNEVEPEGTGKEKDWDL 

RDQLQKKTLQLQ A KJEKEV RG * 

PEIVRAHLRNSRETWEAVKNCR 

EELNQSQQLPPRVRGSLLPIKP 

WMMGRFLL*PSFAHKDNLMI 


19962 


50330 


B 


20078 


1 


1 173 




19963 


5033 1 


A 


20079 


16 


1584 


SSRFLFSLGWLWEAPEVGTRSG 

WLQRRPGLGAG\LGG\QEKQFL 

PALLSFFIYNPRFWPREGEEENK 

ILFYHPNEVEKNEKIRNVGLCE 

AIVQFTRTFSPSKPAKSLHTQKN 

RQFFN\EPEENF\WMVMVVRCPI 

IEKQSKDGKPVIEYXQEEELLDK 

VYSSVLRQCYSMYKLFNGTFPE 

SHGRRRWKLLKERLEKFFHRY 

LQTLHLQSCDLLDIFGGISFFPL 

DKMTYLKIQSFINNRM EESLN1 V 

KYTAFLYNDQLIWSGLEQDDM 

R1LYKYLTTSLFPRHI\EPELAGR 

DSPIRAEMPGNLQHYGRFLTGP 

LNLNDPDAKCRVFPK1FVNTDDT 

YEELHLIWYICAMSAAVCFMID 

ASIHPTL\DFCRRTGTASLGPQL 

HSGWASGHLVEQRNFNKGDVP 

GLRK\EPQFKFI\YFNHMNLVEK 

STVHIEENAPACPLTSVHPDL\M 

KIPR* PSNSDL YPRVXDEDEGDH 

C*RALSDYW\VVGK\KSDPAGS 

LYV1FEIQKNAKP*LKVK*KRSK 

KPLCNASSNNILPSLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 






A 


ZWVJoU 




420 


LSNLFLHATNDGALTSTT1PHPP 
MRQPTS/S/GDGSEIFLHTELKLL 
EPPHA WPOSCPPRL* MTROOLL 
PMTFLLKAHSKAGIESPGLNPR 
PGFSLHPVLPAASSAAFLLPSFR 


19965 


50333 


A 


20081 


220 


563 




19966 


50334 


B 


20082 


1 


576 




19967 


50335 


A 


20083 


111 


3586 


TMFGLKPPLYFLPGSSLSSESSP 

VSSPATNHSSPASTPKRVPMGP1 

IVPPGGHSVPSTPPVVTIAPTKT 

VNGVWRSESRQDAGPRSSSGG 

RERLIVEPPLPQEKAGGPA1PSH 

LLSTPYPFGLSPSSVVQDSRFPP 

LNLQRPVHHVVPPSTVTEDYLR 

SFRPYHTTDDLRMSSLPPLGLD 

PATAAAYYHPSYLAPH PFPHPA 

FRMDDSYCLSALRSPFYP1PTPG 

SLPPLHPSAMHLHLSGVRYPPE 

LSHSSLAA 


19968 


50336 


A 


20084 


576 


1261 


GDDLCSVGAPCRSTWACSTPLR 

CVRRSREFPGLPHAAGAARGFR 

LPAGRPVPARPGAAAARAAAA 

GEAH RPLPCGRRPG P VRRA A V P 

PRPRPPRRGLRGRREGPAAPAG 

PGGPSLLCASAGRHGPPGLRAG 

OGLRDSAGEAGGEPAP/AGPRP 

EASP*RSSLCENTCTEAGLGPRR 

AAGDLGSPWLTSGLLWGSFFLF 

FLFFFVILRQSLLLSPKTEVAVA 

QLMSHCSL 


19969 


50337 


A 


20085 


248 


356 


EG E E EG DEEN DPD\MTQ RR1 KT 
OQSASSSEAGCMWP 


19970 


50338 


A 


20086 


1043 


1191 


NFYFSCKNKNKANKQQITWK\ 

KGLSNGCKF1LSGGRQKGRTLP 

QRERMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
cod on lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


19971 


50339 


A 


20087 


287 


1401 


CQNPQIPCSPFKKRLDG/LWVET 

PT\G YI ESLP\RVVKRR\VNALKN 

LQVKCAQIEArCFFE/EKVHGFFE 

RKYAVL\YQPLFD\KRF\E1INAI 

YEPTE/EK£CEWETR*RKDEDF 

GGNWKEKGQ1EDEKKDEVEKE 

DPKG/IFPEFWLTVFK\NVDLLS 

DMVQEH\DEPILKH\LKDIKVKF 

SDA\GQPMSFVLEFHFVEPNE\YF 

TN E V LATRT Y RMRSEP/DTRL1 L 

DPFSFDGPEIMGCTGCQ1DWKK 

GKNVTLKTY*GGGRKHKGRGT 

\VRTVTKT\VS\NDSFSNFFPP\PE 

IPE/DVGDLDDDAGSLFLAGRLS 

EIWFTFYRERIIPRSSVNILPGEAX 

IEDDDDDYDEEGEEADEEGEEE 

GDEENDPRLLTQRVRIKTQQSAS 


19972 


50340 


A 


20088 


1 


350 


DNLEAEAVAPCTAAARAVAPD 

LFVFAA*PESVSAGGPQQPCRSP 

I VKPG LPSFRPSSCTQP WLTHS W 

AEDVDLRVNFAMNVGKARGFF 

KKGDVVIVLTGV/RPGSGFTNT 

MRVVPVP 


19973 


50341 


A 


20089 


1 


399 




19974 


50342 


A 


20090 


I 


394 




19975 


50343 


B 


20091 


82 


351 




19976 


50344 


A 


20092 


3 


789 


CGTSRMCHTTEELA/SDPIL/YRP 

LAVALDTKEPEI/RNGLIKGSGT 

SEVELKKGATLKFTRNN AY/ME 

KCDENILWLDYKNICKVVEVG 

SKIYVDDGLISLQVKQKGADFL 

VTEVENGGSLGSKKGVNLPGA 

AVDLPAVSEKDIQDLKFGVEQD 

VDMVFASFIRKASDVHEVRKV 

LGEKGKN1KIISKIENHEGVRRF 

DEILEALGHWAVVPLKPTLALA 

LTCFSSSLGLSSLHLSPPSTQLSC 

SKHSTLHLPFSPTTAAPPGLLL 


19977 


50345 


A 


20093 


3 


424 




19978 


50346 


A 


20094 


2 


173 


1YH LQLFEELR/RL A P1TSDPTE A 
TAVGAVEASFKCCSGAIiVLTK 
SGRSAHQQELGP 


19979 


50347 


B 


20095 


1 


1362 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, ^possible nucleotide insertion) 


19980 


50348 


A 


20096 


1 


1982 


QRDNLEAEAVAPCTAAARAVA 

PDLLRLCSVRPSRSAPEDRQQP 

CLFSHSEAGTAF1QTQQLHAA\ 

MADTF/LWEHMCRLXDJDSPPIT 

A RNTGM I C\TI G PG LPDQ V ETLK 

EDD*SLGMKCGSVLNFSSWEL 

HGVTMRETIQGMWRTANGKA 

FAFLTPFLLPGPLAVGFRTLKGP 

EIPNWGSSKGNGTVAEVGA*RK 

GATLKFTL\DNAYM\EKC\DENI 

L\WLDYKNICKV\VEVG\SKIYV 

DDG L I SLQG KQKAG A DF\L VTE V 

ENGGSLGI\MKGVNLP\GAAVD 

FACLCRRKD1QDLKFG\VE\QDV 

DMVFVASF1PQSILMFHEVRKVL 

GXEKGKDHQGLSSKIRESMRGF 

RRFD\E1L\EASDGI/LWVARG*F 

* A LRJPAEKWRLAQKMIDLDRF 

NRA\GKP\VICATQMLESMIKKP 

RPTRA\EG SDWANVA V LD WKPT 

CIMLSWEKQPKGDYPL\EAV\R 

MQHL\IAREARWLPSYH\LQLF\ 

EELRPPGAQLTSDPTEATAVGVA 

VEASFKCC\SGAII\VLTKSGKVC 

SPRLARYRPRAPIIAVTRNSPGK 

LVRAHLWRGIFPGWCQGPDSR 

lVr\W/\ UIVJ\Ll\ V IVL-l-^llOlVl r O rv 

ARGFFQERGDVVHCA*PEWRP 
WLPAPPNNMRVVPCCRDGPRG 
PSSSRPCSHPFFPKPIPFRPSNGL 
VELHSGAVNVATG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19981 


50349 


A 


20097 


215 


1893 


TVTFSQCRFGKMLPLEKAFASP 

QELPSPAGSAHAGVSSRSSSRK 

NPRPSLRGPLLTLEFSRLRFREF 

VYAQEAAGPHQTLARLHELCRQ 

WLMPEARSKEQML/ESLLVLEQ 

FLGILPDKVRPWVVAQYPESCR 

SSLLVEGLADVLEEPGPSTVDR 

DAAGLPCGLILNS*RWSVREAH 

GPSAATRRAREPQPGPWSWGD 

PGTF*DTLAFSGPPVSGTEEGQ/ 

MKQRPKRTALP/HTEQVGGHE 

QVGGRSQ/RTTNVSEAEVLSRG 

PSAPGGVGPPGPCXEENLKSYRK 

LLLWEGGRRQESAGCACEEAA 

PAGXGCLSCLRRRPLGTPLPIPRR 

A\H*GGGRAAWEGPGPAGPPGR 

GVRLCHRIAEAVRHPAACP/ET 

GARRNWEPRGRTPRMGTGRAS 

RA/CSSSGDSAGLEAGQGPGAD 

EPGLSRGKPYACGECGEAFAW 

LSHLMEHHSSHGGRKRYACQG 

CWKTFHFSLALAEHQKTHG\KE 

KSYALGGARGPQPSTREAQAG 

ARAGGPPESVEGRGSPRTPRGA 

EVSRCAVPFRRGRFAGRESQTR 

HWAFPRPWVAASCGVCGRPLP 


19982 


50350 


A 


20098 


5 


372 




19983 


50351 


A 


20099 


1 


129 




19984 


50352 


A 


20100 


1 


627 




19985 


50353 


A 


20101 


i 


441 




19986 


50354 


B 


20102 


i 


477 




19987 


50355 


A 


20103 


2007 


2156 
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SEQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19988 


50356 


A 


20104 


1 


717 


MKLRTLAVSVTALKVARLGSA 

PSDVQMCLEFLPSDSGAQLASP 

SGSRTGAAGGAACQSGAVRSY 

SSALGWSMGLGAVEQGVVLV 

GDARAAQEPMEWMGGSGMAG 

CRSRALHRGKAAKARREIEHSA 

GRKGLFGSARLIPATAMAPRSR 

LLSLGRRGN FRSRVLRRKSRPL 

EEAARRWRDCPTGFGALVAGA 

GSGRAPGVPPKRLPARTKAQVS 

RETRGSGEVTAQGGKGPRGLW 

ILLWGFYNLLPTTSHAESYPERL 

IQKVVSEKIARALARYLHLPFG 

LLGGNKT1VYSWEALRFHHQLT 

PSVITNTVIKVYEEPKLSQQKSR 

TLDVSTDEEDKIHHSSESKDDQ 

GLSSDSSSSLGEKELSSTVKIPD 

AAFIQAARRKRELARAQDDYIS 

LDVQHTSSISGMKRESEDDPE1S 

RNEETSEESQEDEKQDTWEQQ 

QMRKAVK1IEERD1DLSCGNGS 

SKVKKFDTS1SFPPVNLEIIKKQL 

NTRLTLLQETHRSHLREYEKYV 

QDVKSSKSTIQNLESSSNQALN 

CKFYKSMKIYVENL1DCLNEK11 

NIQEIESSMHALLLKQAMTFMK 

RRQDELKHESTYLQQLSRKJDET 

^T^riNFWDFKTOWII FFTF9RR 
TKRRQARVLSGNCNHQEGTSS 
DDELPSAEMIDFQKSQGDILQK 
QKKVFEEVQDDFCNIQNILLKF 
QQ WREKFPDS Y YE A F I SLC * RQ 


19989 


50357 


A 


20105 


154 


744 


SQRNLCLGRVWYILFFLFAFLQ 
TLELVSHERRGRTGITNA*VSNS 
PRRELGFHVL*R*QFLLLFLFSH 
RLRSPAGFT*WIPHRGCRWSCL 

PVI PU AT API <IPU/\/\/nnTODP 
l V Llvrl/\JL,/\r Lor W V V UU I Orvtv 

fiAf.r.r, Ai?pr,n<iriUTr,A ur.wp. 

uAUUUAlVlvUUoUrl 1 vjArlvJ Vvj 

flRT RMfiRI r^VPQPI PAPQPFI I Q 

f ti crni picppi TrQnr,HOVk r V 
w I Lov>^LL/orLL 1 v^ol^vJllv^J I IS. Y 

OHSDKGKRLTIVTKSFDFIPS 


19990 


50358 


B 


20106 


1 


531 




19991 


50359 


C 


20107 


99 


323 




19992 


50360 


A 


20108 


305 


658 




19993 


50361 


B 


20109 


79 


936 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19994 


50362 


A 


201 10 


381 


1 169 


LPSRGAGLGTCSPPCLSLPPTPW 

APVRPEPPQGAPPPAPRRPVPST 

TQGLRSASARHGTGRQLHLQP 

WCG1HWVKLAGLLSLVGSQHL 

RGQGSRAAAALTHMHS/PHAC 

THAHTRAEPLRLPPPPRPLPPPL 

SPPPLRLCCLRSLFPCPLTESAA 

KAGSKKFHSVQEIPSPAVCELG 

VGTVLHIDPEKV/RAGRENVET 

G G 1CRTG S G KDSTG RG WG QTD 

YGLGKKERTEEASRSCICLVCV 

SM RRD A LCGQS VG SHFCQ WSL 


19995 


50363 


A 


20111 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVALIATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNVIKNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQFCALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQ1L 

MDTIQLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


19996 


50364 


A 


20112 


2 


1844 




19997 


50365 


A 


20113 


746 


1215 


PN IM RFLKH Y REP V PKKRERN Y 

STLWPLCPSTLNK1YTIMSYLSP 

ATKEYPFFLLLLEQEC*AE*LLA 

LA VSQPLLSSTTNCLKN * M VTW 

NGSLIPWSPCKINLTPVPAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCCYVNQSG1ITEKVKE1QGRI 


19998 


50366 


A 


20114 


1 


1338 




19999 


50367 


B 


201 15 


1 


4935 




20000 


50368 


A 


201 16 


3 


421 




20001 


50369 


C 


20117 


33 


571 




20002 


50370 


A 


20118 


3 


323 




20003 


50371 


A 


20119 


146 


809 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQ YG RTKN A RP VQ V KADS 

ASFPYQRRYPLRJLEAQQGLQKI 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRJFNEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFC1PVHRJESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAHLETLCH 


20004 


50372 


A 


20120 


3 


1 147 




20005 


50373 


A 


20121 


2 


1658 
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SEQ1I) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, ! 
*—Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20006 


50374 


A 


20122 


2 


211 


MGIYDFSYFPPGCCLKSRRKSS 
RGSQE*LALSPGFSGSFGSIQDL 
TQ V * C IQDSTPATLTA VG VDKM 


20007 


50375 


B 


20123 


86 


586 




20008 


50376 


A 


20124 


66 


433 


SSSRTEGARGKRQPMPSP/STEP 
Dun Tipnncvxiri i htp. a a cc 

VLLSCPGQLSSRSVTPGVLGQP 
VTRYFPQPLSCDWGTLLFSNAF 
L1MPESPTPLLGRG1LAKAGAIIH 
HAVLVTAAL 


20009 


50377 


A 


20125 


■ 


459 


MAVRYTDENVLRKGTREAGT 
M MRLRGTTECCADF A A WD VT 
H DALRATGG ELPG AQ V M LTTT 

PmpuynrrnD a \/\\/t do \a w/r^ 
CyK^Kj ivri V Ur V WLr KIvl WO 

YPLALPGEMRKLYTVRMAGRD 

ll^AKAOAlIrlJLrNltjiiO Irv KLrL 
L'/JDVj i IN re V WIS. 1 tuy Y 1\A S JAIS.IN A 

RPVQVKL 


20010 


50378 


A 


20126 


260 


392 


VEVVILPMPVPNLPSIPARITKG 
RMGTLLLRGLGTT* L YKSCS V ! 


20011 


50379 


A 


20127 


1 


1740 




20012 


50380 


A 


20128 


1 


858 


MEWEDNLPLELGRTVAKLLSD 

HSQTPLGIQMFLLFSLSLRKSPL 

VCLSYLFNFRFTLESEVQHLSG 

AITLTAWPKIPFLGIREAKSPRS 

ENTRLATILEAGHRHLGTSVSK 

DHPVTFWRPRRDLQSDLKQIKI 

DLGKFSDNPDGY1DVLQELGQS 

F DLT W RD I M LLLN QTLTPN E RS 

A TIT A ADFPfini U/VICHWA A \/ 
A I 1 1 AAKtruUL W Y lo^ V V A A V 

AGLVSEAVKIIQGVLTVWT/SHD 
VNGILTAKGDLWLSDNHLLKY 
QALLLEGPVLRLRTCATLNPAT 
FLPDNEEKIEHNCQQVIAQTYA 


20013 


50381 


A 


20129 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRJRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RI V F PKAIFP V WVDQQT Y I F IQI 

VALIPAASYGRLETDTKLLIQPK 

TRT2 A kTF'NITFQK' A Fi A FVI^VI I-IQ 

vr.p r^r^if n\A kai<tv\ rYnsrxi 

Y vj rsJJ^lvOJVi rvltvcL,^ 1 Jvv^JLV^olN 

TVr^lTFQTsJF'MFQFIPVr^QQQV A Q 
1 VVjl 1 coJN CIN LoClr V Uooa V Ao 

LWTMIGSIFSFOSEKKOETSWG 
LTEINAFKNMQSKVVPL 


20014 


50382 


B 


20130 


1231 


2065 i 




20015 


50383 


A 


20131 


68 


372 




20016 ! 


50384 


A 


20132 


1 


1461 





2549 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ l!> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20017 


50385 


A 


20133 


1 


806 


AVWCTHCCAPTPSGPVLPHSAA 

MSFLKSFPPPGPAEGLLRQQPD 

TEA VLNGKG LGTGTLY IAESRL 

SWLDGSGLGFSLEYPTISLHALS 

RDRSDCLGEHLYVMVNAKFEE 

ESKEPVADEEEEDSDDDVEPITE 

FRFVPSDKSAF*FPCSVEAMFTA 

MCECQALHPDPEDEDSDDYDG 

EEYDVEAHEQGQGDIPTFYTYE 

EGLSHLTAEG\QATLERLEGML 

SQ\SVSS\QYNMAG\VRTAEDS1R 

DY\EDGDGRLDTTP\TVCLGQF\ 

EDADV 


20018 


50386 


A 


20134 


225 


420 


RLLGDVCGRLRPRGHEEQRPG 
GPGARSHSRSGPRMGRDCAGA 
VPRVTPK*SACAAGGRGGPAT 


20019 


50387 


A 


20135 


1 


687 




20020 


50388 


A 


20136 


1 


2979 


MLRRKKQEDWAAKGSSHACG 

Q1PEEREKGFAVGNVVANLGLD 

LGSLSARRFRVVSGASRRFFEV 

NRETGEMFVNDRLDREELCGT 

LPSCTVTLELVVENPLELFSVEV 

V1QD1NDKNPAFPTQEMKLEISE 

AVAPGTRFPLESAHDPDVGSNS 

LQTYELSRNEYFALRVQTREDS 

TKYAELVLERALDREREPSLQL 

VLTALDGGTPALSASLPIHIKVL 

DANDN APVFNQSLYRA RVLED 

APSGTRVVQVLATD 


20021 


50389 


A 


20137 


2 


296 




20022 


50390 


A 


20138 


1 187 


1292 




20023 


50391 


A 


20139 


2 


3250 


LTSRWRPWPRPPTSASSAGWFC 

ASTGPWTAAPAKAPPSWASWT 

SRALRSSRPQTSRLWRR*PRSR 

AATPSSSGRGTCGIRPTSVFSTT 

RA RSTTRPTSG * * KTWTL* MTT 

SQ/RLLHQSTDRLTAEIWTCDVE 

G 1 VG LEQ V SS\RATA HQ V A AP V 

GVCSGQWDSS/HKESLSRLMAT 

LSNTNPSFVRCIVPNHEKRAGK 

LEPRLVLDQLRCNGVLEGIRICR 

QGFPNRJLFQEFRQRYEILTPNA 

1PKGFMDGKQA 


20024 


50392 


B 


20140 


1 


1816 




20025 


50393 


A 


20141 


500 


866 


QVCLYPGWQHSPGRQRVSG*A 

HLHTAPLW1CQ*SGDCDWHES* 

GGGM*CVR\FEPPRTSSPPSATS 

GSLLK* KEKTGLSNSPCSTSTSS 

GGRTPSTDRMGKTRRQYPSGA 

GNSEDKVGFPQVF 


20026 


50394 


A 


20142 


130 


226 





2550 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20027 


50395 


A 


20143 


846 


1555 


GRKTPSQGRRWSSPRVFLLPGG 

PKPCYTYPLVGEKLLFRVLPLFP 

HKPSASNLEKVSHCPECGKTFS 

RSSYLVRHQRIHTGEKPSQVPV 

ECGKGF* * ALPT/CTAH/HYGTH 

TGERPYQCGQCGKSFNQSSSL1 

VHORTHTGEKPYOCIVCGKRF 

NI\S SQFS A H RRIHTG E S P YKC A 

VCGKIFNNSSHFSAHRKTHTGE 

KPYRCSHCERGFTKNSALTRHQ 

TVHMKAVLSSQEGRDAL 


20028 ; 


50396 


A 


20144 


93 


764 


AQERKALKSTPSHSSFSR/WLSR 

IILKNGSSSSSSSSSSSSSSSSLRE 

RERKSCENVNITRNRR/LTAETI 

ADT1DTSNGSVFLIWTER*EWN\ 

WLPKPWHQYQLQARASLSEEIL 

NNRWEQDPEAFRQDPEDQARS/ 

QWLPRGGSAPVXKQRLLLHHDS 

VPDHAFLRTRAAGODLPWETV 

RRPPDNPDLAPADFSLFPCLGK 

LLAERRCFSLORRVPWPPENOP 

PHRQ 




JVJ7 / 


A 


9014S 


1 


433 




900^0 




c 




319 


443 






so^qq 

JVJ77 


A 


90 147 


1 
l 


94 




900"*9 


S0400 


A 


90148 


2 


122 


DLLCPOMG * G WKLTA LSLOCS 
LODGIERSRAKASOCCLSI 


20033 


50401 


c 


20149 


25 


328 




900^4 


S0409 




901 SO 


1 57 


309 




900^S 


S0403 


u 


901 SI 


33 


2996 




900^6 


S04O4 


p 


901 59 


167 


274 




20037 


50405 


A 


20153 


3 


130 


AGAVQFQALGVPNKDTKSLEL 
HQKPKPR* GQDDN H RM SP V Y V 


20038 


50406 


A 


20154 


2 


453 




20039 


50407 


A 


20155 


1 


1317 




20040 


50408 


A 


20156 


1 


1350 





2551 

BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20041 


50409 


A 


20157 


970 


2559 


FPLAYSLLFPP/CSRLSRELLEVV 

EPEVLQDSLDRCYSTPSSCLEQP 

DSCQPYGSSFYALEEKHVGFSL 

DVGEIEKKGKGKKRRGRRSTK 

K R RRRG RK EG E EDQN PPC PRLS 

RELLAEKEPEVLQDSLDRWYST 

PS V Y LG LTDPCQ PCRSA FY VLE 

QQRVGLAVDMDEIEKYQEVEE 

DQ'DPSCPR*L*AITDA*FCVDT 

WRCQVQG KQEC VQFH VFN EG * 

ITPTDIAVGFHCSRCLGFHFFLP 

LSFTHLL*VDHTSKAVWQLHGI 

LSKFMENY*AHSFHDHCSLCVP 

RALTQSVL*PLHQCVTRPIR*AH 

FLLSLSLPLPVFLFHSFLPGPGLS 

QHKGNNSLPH*WICPFSF*TVPY 

VSHEI*LGLCGF*FPLAYSLLFPT 

/CSRLSRELLDEKEPEVLQDSLD 

RCYSTPSGYLELPDLGQPYSSA 

VYSLEEQYLGLALDVDRIKKD 

QEEEEDQGPPCPRLSRELLEVV 

EPEVLQDSLDRCYSTPSSCLEQP 

DSCQPYGSSFYALEEKHVGFSL 

DVGEIEKKGKGKKRRGRR 


20042 


504 JO 


A 


20158 


2790 


5320 


LHLFCHKRQHGGISRALGSSKK 

PENfNILEISETLRPQLAEKKQQF 

RSLKEKCFLTQLAGFLANRQKK 

YKYEECKDLIKFMLRNERQFKE 

EKLAEQLKQAEELRQYKVVVH 

SQERELNQLREKLREGRDASRS 

LYEHLQALLTPDEPDKSQGQDL 

QEQLAEGCRLAQHLVQKLSPE 

NDEDEDEDVQVEEAEKVLESS 

APREVQKAEESKVPEDSLEECA 

ITCSNSHGPCDSNQPHKN1KITF 

EEDEVNSTLVVDRE 


20043 


50411 


A 


20159 


394 


3251 


GRRVCLFSEDEECKDLIKFMLR 

NERQFICEEICLAEQLKQAEELR 

QYKVLVHAQERELTQLREKLR 

EGRDASRXSLNEHLQALLTPDEP 

DKSQGQDLQEQLAEGCRLTQH 

LVQKLSPENDNDDDEGVS/QVE 

VAEKV\QKSSAPREMQKAEEKE 

VPEDSLEECAITCSNSHGPYDSN 

QPHKKTKITFEEDKVDSTLIGSS 

SHVEWEDAVHIIPENESDDEEE 

EEKGPVSPRNLQESEEEEVXPQT 

PWHE*LSHLSIL 



2552 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID J 
NO: ( 


SEQ ID NO: 1 
if peptide 
>equcnce 


Viet i 
hod i 
< 


5EQIDNO: I 
n USSN 1 
)9/540,217 < 
< 


Nucleotide f 
ocation of first < 
:odon for peptide < 
sequence 


Nucleotide location ol last 
rodon for last amino acid 
jf peptide sequence 


\mino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
Jeletion, \=pnssible nucleotide insertion) 


20044 


50412 


A 


20160 


245 


641 


ILSVLIAVLCVVGKIPLKEPLCP 

AAGSAAEACVGQGMPVIQVPC 

SQQRPSSMCWPRNACQSSRAL 

GGDESYVPKNRKSFTKHPVSSC 

/PSPSLGWGRG*R/PGGPGRSPG 

LALGFPSFSGPAGFGQGTSSPRF 


20045 


50413 


A 


20161 


7 


194 


RPLVESRGIPRSPAASFSTACPR 
NTAS1PSAPSWWETAWTQTSS* 
APPVA*RPS*PSPESPL 


20046 


50414 


A 


20162 


232 


509 


MGVLMHRRCTKAPAWAVATY 

EAPLHCQQLLGVVGVLAGDPS 

LLDLGG IHQQPQGLPITVLHQA 

EEADLVLLRAVTDAAALPVEQ 

HRP*GAPGLLPPPDGGQ*SGDP 

AAAGGYLQGPRGLGPQPGHPP 

HPGAAGSAGEPRKWLPPRRGL 

WC S AC A * G PPSTG PG EQRG PGD 

SG*FISASTSASRATSACRSAFIT 

SQTEPPTWPSLARPQSSGLARPP 

APGRTAAGRD* * TLPPGK 


20047 


50415 


A 


20163 


3 


859 


SLGGNKSRPTRRCCSGSRCRCR 

DKSAAVSGALWRGCRESPRAP 

PPAPQTIPRAWPSPTAVLTHPLL 

AGPSRWGSSCTGAAPKPPPGRG 

PLRGSPALPAAPGCGGCPGWGP 

KPLGPWRYPPAAAGSPDHCPPS 

GGGSRPGAPQGGNRCSRSARRT 

APPSCGCSEVGSL* WSPRSGPRP 

PGWFGWAGACGGSGGSFAASA 

ALA WEG P EQSQE A LQPQSPQRP 

APAAAAAGAGPRLSSPRRRAW 

SSPG*/HGIPWPTHASAALPAAG 

HRGSFSGILP*RAGKRSAMLST 


20048 


50416 


B 


20164 


179 


438 




20049 


50417 


A 


20165 


1 


930 


MESPWRQWRLRKVARSGGGR 

LSNKRKLHLKKKKKGERGGGG 

AEREKAAAAVAPGCKAGAGN 

AKXFVQNGPGTKESSASQVPTG 

PSAAGLLEFARGPLQTLFAWVS 

AAVSAEPRIFMIRECCCLIVPLE 

VLSQRSTWPCEFLISDCCASNQ 

QDSMGVGPSEPGAGYNLLVRH 

FLSPSEKCS1RVGVARFSRVLPP 

PLLGISAARAAGGAARQAAQL 

REG SRCPRLTD I PH APSTPPEQG 

HSAEGAAKEEPKRRSARLSAKP 

APAKVEAK/PKKAAAKDKSSD 

KQVQTKGKRGAKGKQAEVAN 

QETKEHLPAV 


1 20050 


50418 


A 


20166 


199 


419 





2553 



BNSDOCID: <WO O175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ1!> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pCpilUC !HLt|Ut.llH 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

ilfl^ti/in \^;i\nccihli> n ■• r* 1 t*t\t t 1 1 •» i 11 <i C f 1 1 1 \ Tt \ 

uticiion, \ — poNsiDic nuiituuuc IMSLi IIUII^ 


20051 


50419 


B 


20167 


969 


1313 




20052 


50420 


C 


20168 


481 


738 




20053 


50421 


B 


20169 


56 


3476 




20054 


50422 


A 


20170 


I 


2679 




20055 


50423 


A 


20171 


1 


1467 




20056 


50424 


A 


20172 


208 


379 


NPCKKGVL1FQF*LKIHKRQF1C 

ADLEFVISE*CTRYPIVAFNWCK 

PSLLRRSTPVK 


20057 


50425 


A 


20173 




921 




20058 


50426 


A 


20174 


197 


355 




20059 


50427 


A 


20175 




3180 




20060 


50428 


A 


20176 




1309 




20061 


50429 


A 


20177 




2295 


MFYNDV KKQQQM A ALTKEKD 

QLSQSIVMYKSLFEASQQLLNE 

MKCQVEEARLKEAQLRNELKI 

HNIDIP1TQQVPHIEALLKRKLS 

EQEELKKJKPRRSCTLPNYTKGS 

GDVLGKIAHLAQIEDDRAAMVI 

SWULASDMDCVVTLTTDAARR 

IYDETQGRQQVLPLDS1YKKTL 

PDWKRSLPHFRNGKLYFKPIGD 

PVFARDLLTFPDNVEHCETVFG 

MLLGDTHLDNLDAANHYRKEV 

VKITHCPTLLTRDGDR 


20062 


50430 


A 


20178 


3 


2550 




20063 


50431 


A 


20179 


256 


3680 


NRGLLFCFLFLHLHLKEHERHL 

ATVYVFPILSCTIYRSVLLTSSQ 

TIIYTHVGDREAQAALKLGRWS 

HPRTPNAVGAPGPPEGAGGGD 

AVTSQSALLTFSRTRFASGAHA 

G A HP V L LRNEEEKG A P AL V A PI 

FSAEGPTCSLWWTLRPASTAGL 

KLPAAASTRPSQRGLTADGGGP 

GGASVGTEEDGGGVGHRTVYL 

FDRREKESELGDRPLQVGERSD 

YAGFRAYETVKDGVTLYLLQS 

VNQLLLTATICERIDF 


20064 


50432 


A 


20180 


8 


267 


RGEMPGERLKAEVFLPPSPLSPT 
QVVGPLHRVWS*IGNASSQRGE 
AQVRS*VSFSLRLEDSTPWIPGT 
RALRGCWLWRDFQTLQSG 



2554 

BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20065 


50433 


A 


20181 


1 


3692 


MNP1 REMQ VSG I ALKGTM KG W 

TELPKS P V WTQGN KG RN Y FTN 

LALSLLFEDDTKLNPYAGGDAI 

RVRJSVGPFKGERFTVPGLASEC 

GKNSFLRFPSNSRRKQLCGRVH 

GSFLWFSMMSQSMGGDNLSSL 

DTNEAEIEPENMREKFFRSLAR 

LLC. IN Is. o IN IN 1 KlrorvA.rv YL-t^JLIK. 

EVKEAKAKAKKESVDYRRLAR 
pn\/if \/r\nKix:vi ic a \/xjr.cTni/ 

IKY Y LnofclJLrLJJLrilN 1 riLoIOH 

GGRTRMEKELQAKYK 


20066 


50434 


A 


20182 


24 


131 


PV HKR WS* N DEC Y RHCT V * * *Q 
PGSEENNPALENR 


20067 


50435 


C 


20183 


99 


281 




20068 


50436 


A 


20184 


1 


4200 


MVILKDFMKFEMNSEEGDFLR 

TCDFFFLRHLVAVKQLAHVKV 

DRFFPRRQSLAESRTAGIRLQTN 

VQKMVSSFTTSDRKQTSPSSYS 

VSFIPEFHFLGPPTHCPQTAVSQ 

CDLLFQLHSPAEALFPARTLPG 

GPRSPHLRVPAAPAPLQHDPRH 

TflDDI DDTAXID/ 0 " ATDDI DT r>/~' A 

1 UrrLrr 1 AiNKAjA J rrLrLuruA 

I rrt>c/^*Di pci mc acccdi oorwt 
LbKouKLubLN oAbo r KLKJvL/N 

PQSPAARPRGSHGLAGIEGERT 

LfNYYCQERYFHHVLLVASEGl 

KRYGSDPVFRFY 


20069 


50437 


A 


20185 


1 


1464 




20070 


50438 


A 


20186 


335 


855 


RIASMPRLPPRTQGRGSARLPSR 

ARPGLHWHHRHTMLPPKPRRW 

R/RALGPAEAGMLEKLEFEDEG 

FCAPPAAHPAI PR PCI R PR TOTR 

GDPAPHLRRCPTASCVLRKPRG 

RGGNRGGDAGAGELGLRGPCD 

LPSQNFLCFLVDVLKTMGLLALQ 

LFSSNPTASCAESLPMLRTPVI 



BNSDOCID: <WO 0175067A3_IA> 



2555 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20071 


50439 


A 


20187 


2 


1 160 


SARPAASPPAGERASQLMLIAV 

LLLPLRRRWTIRALGPAEAGML 

EKLEFEDEAVEDSESGVYMRF 

MRSHKCYDIVPTSSKLVVFDTT 

LQVKKAFFALVANGVRAAPLW 

VESKKQSFVGMLTITDF1NILHR 

YYKSPMVQ1/YMELEDHKNLET 

\ WREL Y LQVETF KPL VN I S P\D\A S 

LFG WL YTSLIKN KIHRLPV I DPIS 

GNALYILTHKRILKFLQLFMSD 

M PKPA F\M KQNLD E LG 1 GT Y HN 

IAFIHPDTPIIKLALNIFV/EKDR1S 

ALP/VLWDESGKS W* 1 FNSPNLN 

VN * I LACLEEN I PNN LR * ST VT\Q 

AXLQHRSQYFEGVVKCQLSWKF 

LETHRWTR1VRAEGPSGLVVV\ 

NEADSIVGIISLSDIL\QALIL\TP 

AGAKQKETETE 


20072 


50440 


A 


20188 


58 


205 




20073 


50441 


A 


20189 


347 


1581 


NPSPC/WAVFFQKDAITSKIQTF 

LSMLHLYM**/SSPSKENTRTVE 

KLYKCSVDIRKIRRFKKDGVLL 

RR*KPYVERNCRIFYQELGAR* 

D\AVASI\LERCPEAIV\*SPTAVN 

TQRKLWQLVCKNEEELIKLIEQ 

FPESFFTIKDQENQKLNVQFFQ 

DVGTFCKCGH\CRLLTAAPNCFS\ 

NPVEKNKQMV\EFFQESYLD\L 

GGSEANMKSFGLLKLFKPKPFY 

FV*ISPTAIKETLEFLQEPRFPPA 

LKFLQLP1PNSKGFLFQLCPKKY 

TE*YFLL* KCLLN AQIFMDP/V S 

N*VLKWPCPFILFLFPVLEERM 

QGLLREGISIAQIRVETPMVLELT 

PQ1VQYRIRKLNSSGYRIKDGHL 

ANLNGSKKEFEANFGKIQAKK 

ALQNLLLRSLNYYDELTVGEC 

GNRKGRGTNVNTTL 


20074 


50442 


A 


20190 


3 


455 




20075 


50443 


C 


20191 


72 


218 




20076 


50444 


A 


20192 


3 


452 


LGILLVDDFVNVLSSLAVYAED 

SEPESDGEAGIEAVGSAAEEKG 

GLVSDAYGEDDFSRLGGDEDG 

YEEEEDENSRQSEDDDSETEKP 

EADDPKE\NSAQ*QRHPGLSKL 

MAQLVGLRGQKNHILNMIRDV 

TQQPQLSLAAHTPHTPFHLQ 


20077 


50445 


A 


20193 


1 


334 




20078 


50446 


A 


20194 


1 


687 





2556 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


20079 


50447 


A 


20195 


1 


1280 


RPGCGNKMAGKKNVLSSLAAY 

AVJSEPESDGEAGIEAVGSAAD 

EKGGLVSDAYGEDDFSRLGGD 

EDGYEEEEDENSRQSEDDDSET 

EKPEADDPKDNTEAEKRDPQEL 

VASFSERVRNMSPDEIKIPPEPP 

G\RCSNHLQDKIQKLYERKIK£ 

GMDMNYIIQRKKXEFRNPSIYRE 

/RL I QFCVA I DELGTN YPKDM FD 

PHGWSEDSYYEALAKAQK1EM 

GQIGKRPKKERNQKFEFCDGAP 

KKGT/TRTNATSTTTTTCQAQL 

FADCFRRGKRQ VGIRA IPS ATKP 

KRTPPPKPPPNTLTTTATLPS/V 

VVTVTHPSASGSKDPPV1SCCG 

APIV^FDDI/nx/TI DPDDT f~* \ CD 
/\r 1 V PvCivr rvl^ V 1 LKO"rlAjLfc.K 

DR A APVTHCPVGG AHFV Y FRT 
GTYSPRCHLRGASVWHSRWKD 
RQHGSQALWTGSVHAPPGVCR 
LLKVPYSYLLASQKK 


20080 


50448 


A 


20196 


1 


542 


MAYSAPEKSCTEGHESPH/HHT 
AGHSGWHGG*ALRQRGHSCPK 
EGTRGHPQTLAP/HHQCPQHAA 
GLPR/HMQLLHD/WFRHHHHRH 

\\/UULIUULJUn* CDCrr\DCTCUA 

W Htiii n nnn^ r r bt ^ro 1 bn^ 
ANPHHRPDLHDRQAPDSGYEG 

\/C DV P \ f A C A "MTTC 1 PCA T)/~\ A A f~\ 

VbrK.KVAhANroLOoAryAAy 

GRSHGQSPGVHGFFSHGSPAAS 
SDIMKRLPPPGLF 


ZUUo 1 




A 

r\ 


901 07 




1 7 1 
1 / 1 


KJv 1 KfcJvlvjrIIJ V ltlNLL t bo/t 






A 

■TV 


901 OR 


977 


4£7 


ULur riU I L Y olLoltKoLLL LL 

CSI AESTPSGA LRRLRGGR 


20083 


50451 


A 


20199 


I 


1080 




20084 


50452 


A 


20200 


34 ! 


119 




20085 


50453 


A 


20201 


1798 


1894 




20086 


50454 


A 


20202 


363 


778 


GLGPHDYLYSILSIERSCCC*CC 

LyOlAC-ij 1 roUALlvivLKUuRouuo 

nnpp^pr^npp PnnpnisjTkr pat 
Dppv/ipnnnQr.^nn a d p a a ddp 

KLtV ILuUuoUuuUAKrAArrU 
GPDASRVCWFSLNTSIVFFSCPF 


20087 


50455 


A 


20203 


1 


360 




20088 


50456 


B 


20204 


1 


3681 




20089 


50457 


A 


20205 


1 


293 




20090 


50458 


B 


20206 


38 


282 





2557 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, \ 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


20091 


50459 


A 


20207 


1 


I 124 


VDTVKRLL1KKLPPVLAIQLKRF 

DYDWERECAIKFNDYFEFPREL 

DMEPYTVAGVAKLEGDNVNPE 

SQLIQQSEQSESETAGSTKYRLV 

GVLVHSGQASGGHYYSYIIQRN 

GGDG ERNR WYKFDDG DVTEC 

KMDDDEEMKNQCFGGEYMGE 

VFXDHMMKRMSYRRQKRWWN 

AYILFYERMDTIDQDDEL1RYIS 

ELA1TTRPHQHMPSAIERSVRKQ 

NVQFMHNRMQYSMEYFQFMK 

KLLTCNGVYLNPPPGVAEKTQL 

LKLSVPATFMLVSLDEGPGPP1K 

YQYAELGKLYSVVSQLIRCCNV 

SSRMQSSINDAETAFNK1QHRF 

MLKILNKQGIEETY1KITRAIYD 

KPTANIl LNGQM LEALPLRN RT 


20092 


50460 


A 


20208 


1 


1053 




20093 


50461 


A 


20209 


1 


7785 


MTATTRGSPVGGNDNQGQAPD 

GQSQPPLQQNQTSSPDSSNENS 

PATPPDEQGQGDAPPQLEDEEP 

AFPHTDLAKLDDMINRPRWVV 

PVLPKGELEVLLEAAIDLSKKG 

LDVKSEACQRFFRDGLTISFTKJ 

LTDEAVSGWKFEIHVSLAFDFK 

GSDLHSDACEWEERCIINNTHR 

LVELWCGPSCPQDWFXPLLELL 

AMALNPHCKFH1YNGTRPCESV 

SSSVQLPEDELFARSPDPRSPKG 

WLVDLLNKFGTLN 


20094 


50462 


A 


20210 


1201 


9141 


ADKIAKICPVSSMTATTRGSPV 

GGNDNQGQAPDGQSQPPLQQN 

QTSSPDSSNENSPATPPDEQGQ 

GDAPPQLEDEEPAFPHTDLAKL 

DDMINRPRWVVPVLPKGELEV 

KLEANIDLSKKGLDVKSEACQR 

FFRDGLT1SFTKILTDEAVSGWK 

FEIHRCLVELCVAKLSQDWFPL 

LELLAMALNPHCKFHIYNGTRP 

CESVSSSVQLPEDELFARSPDPR 

SPKGWLVDLLNKFGTLNGFQIL 

HDRFINGSALNVQ 


20095 


50463 


A 


2021 1 


2 


710 





2558 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOJ/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20096 


50464 


A 


20212 


1 


1703 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSGLWGPQPPLFPVKNYTEDPV 

A FKDVA VNFTQEE W A LLD1 SQ 

KNLYREVMLETFWNLTSIGKK 

WKDQNIEYEYQNPRRNFRSVT 

EEKVNEIKEDSHCGETFTPVPD 

DRLNFQKKKASPEVKSCDSFVC 

EVGLGNSSSNMNIRGDTGHKA 

CECQEYGPKPWKSQQPKKAFR 

YHPSLRTQERDHTGKKPYACK 

ECGKNIIYHSSIQRHMVVHSGD 

GPYKCKFCGKAFHCLSLYLIHE 

RTHTGEKPYECKQCGKSFSYSA 

THRJHERTHIGEKPYECQECGK 

AFHSPRSCHRHERSHMGEKAY 

QCKECGKAFMCPRYVRRHERT 

HSRKKLYECKQCGKALSSLTSF 

QTH I R\M H SG ER P YEC KTCG KG 

FYSAKSFQRHEKTHSGEKPYKC 

IsA^C-OlvAr I KoUorKY ricK I rl 1 Kj 
CIS. i I C.v-.IS.V^\_,vjl s v/\r tVOrVr IN LV^JL/ 

HG RTHTG EKPYQC KECGKA FR 
SASQLRJHRR1HTGEKPYECKK 
CGKAFRYVQNFRPHERTQTHK 


20097 


50465 


A 


20213 


-* 
-> 


2413 





2559 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20098 


50466 


A 


20214 


1 


2124 


MGKNTPM1QLSPPGPFHTNSEYR 

FPVLSVSAFLLYTCEMFQDPVA 

FEDVAVIFTQEEWALLDISQRK 

LYREVMLETFRNLTSLGKRWK 

DQNIEYEHQNPRRNFRSL1EEK 

VNEIKDDSHCGETFTPVPDDRL 

NFQEKKASPEVKSCESFVCGEV 

GLGNSSFNMNIRGDIGHKAYEY 

QEYGPICPCKCQQPKKAFRYRPS 

FRTQERDHTGEKPNACKVCGK 

TFISHSSVRRHMVMHSGDGPY 

KCKFCGKAFHCLRLYL1HERIH 

TGEKPCECKQCGKSFSYSATHR 

I H K RTHTG EKPYEY QECGKAFH 

SPRSYRRHER1HMGEKAYQCKE 

CGKAFTCPRYVRJHERTHSRKN 

LYECKQCGKALSSLTSFQTHVR 

LHSGERPYECKICGKDFCSVNS 

FQRHEKIHSGEKPYKCKQCGK 

ALPHSSSLRYHVRTHTGEKPYE 

CKQCGKATHNGEKPYACKECG 

K PFG S A QN LRI H ERTQTH 1 M H S 

VERPYKCKICGRGFYSAKSFQ1 

HEKSYTGEKPYECKQCGKAFV 

SFTSFRYH ERTH TG ENP YEC KQ 

FGKAFRSVKNLRFHKRTHTGE 

K/PL*IHEKTHTGRKHYECKQC 

GKAFTSSSSFQYHERTH/S/GEK 

PYQCKQCAICAFISSTSFQYHER 

THMGEKPYECMPSGKAFISS\SS 

LQYHERTHTGEKPYEYKQCGK 

AFRSASHLQMHGRTHTGEKPY 


20099 


50467 


A 


20215 


23 


265 




20100 


50468 


A 


20216 


40 


470 




20101 


50469 


A 


20217 


235 


392 





2560 

BNSDOCIO: <WO 0175067A3_IA> 



WO 01/075067 



PCT/DS01/08631 



SEQ ID 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


20102 


50470 


A 


20218 


7 


1439 


EGADKMATSVGHRCLGLLHGV 

APWRSSLHPCEMTALSQSLQPL 

RKLPFRAFRTDARKIHTAPART 

MFLLRPLPILLVTGGGYAGYRQ 

YEKYRERJELEKLGLEIPPKLAW 

SLG S V ALYKSV PTRLLAS RA WG 

RLNQVGAAHTGLRRPRFTSL\YI 

WTFGVNM K E A R V EDLHHYRN 

LSEFFRRKLKPQARPVCGLHS/V 

GEA*PFPPAGNRTFSCLPSTAPL 

VSSVSGRGRMTRGGGGCLLGG 

GDPALPGSKPLLPFQISPSDGRJL 

NFGQVKNCEVEQVKGVTYSLE 

SFLGPRMCTEDLPFPPAASCDSF 

KNQLVTREGNELYHCVIYLAPG 

DYHCFHSPTDWTVSHRRHFPGS 

LM S VNPG M AR Wl KELFCHN E R 

VVI TfiOWK HGFFST TAVHATV 

V V L# I UU VV IX. I 1VJI 1 OL. I / V V VJ/A 1 \ 

NWGSTRJYFDRDRNTNNPRHSK 
GSY1MDFSFVTHTNREGVPMRK 
GEHLGEFNLGSTIVLIFEAPKDF 
NFQLKTGQK I RFGEALGSL 


20103 


50471 


A 


20219 


170 


1144 


ARTRRLAPSPGCRRGPAVKKM 
RHEEL LTKTFQG P A V VCG TPTS 
HVYMFKNGSGDSGDSSEEESH 
RVVLRPRVKERHKSGVHQPPQ 
AGAGDVVLLQRELAQEDSLNK 
LALQYGCKHSE*LTMA/NVAD1 
KKVNNFI REQDL Y ALKS VKI PV 
RNHGILM ETHKELKPLLSPSSET 
TVTVELPEADRAGAGTGAQAG 
QLMGFFKGI DQDIERA VQSEIFL 

DGADCGIQWWNAVFIMLLIGIV 
LPVFYLVYFKIQASGETPNSLNT 
TVIPNGSMAMGTVPGQAPRLA 
VAVPAVTSADSQFSQTTQAGS 


20104 


50472 


A 


20220 


1 


626 


R Y S STLTRP WTQTPRTRA SPH S\ 

PVAGALTARPSPPRPTKPSRAG 

VHASRRPPQDLGPIGKGSAKTK 

GPRHQRKHHESITPPSRSPTKEA 

PPGLNDDAQIPASQESVAPLWIP 

VTAP*AHRVLSSCEFGAAFESA 

G EEEG EG EVSA SQ A A VQ A\GTQ 

TRR*GATSAPCGPVPEGASVPA 

L*AAGAAGRAEAERPPCVPAQ 

AVGLSGQPLS 



2561 

BNSDOCID: <WO_0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first j 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20105 


50473 


A 


20221 


2492 


4619 


WHSWRQQGWGAHLGSSATGP 

GC*QGRPTCVMRPAGT/TRPGE 

APIGSGTGAVEMPAREPGDEKP 

PAPFP*QRHFVPRAHLLFGTAL 

RSLPELMRRAVRNPRHHLSAEE 

SLLFSLPGSPWKGWSSWNGQA 

PPLAPPAQGPLLPVPLSAGPGV 

AGERTVPSSPRWWRPHLFLAPT 

APSPPPCPTVSAPGHLLGVAQK 

PDCH PPA SQRPRRH PLPF LPG E A 

FAE/SAANS*ISSISASFTFS*SSS 

WSLDVSTKSSLPPLHLPTLTSRV 

PGKFSALLSQFSASFSSHGLPSE 

S VAIGTCST/PG ERAHSRQTCGP 

GSSAQS*GQEEGQCPQCRDSAG 

TCGRPRCSRHPAGHAGSEPRPL 

QRJISLHCSHTG*GAGIGHICART 

CGRKAPPRCPSETGHHSGVGY* 

P W RQSQQ PA A RG R A RCG RPC P 

GACPAMAPQTQSEEGRRAPR/T 

NPAVPSEPARP/STAGPRAGASV 

PPSPGPRGPAGPGAPSVAGRRRR 

APGATACSGGAVESG*PSL/GSA 

LSAQVAPEAARAPA*GPGQAA 

GAREEGPAWPCRSPP\GPGPSQC 

AALPQK/GSALRSGGRRTLGPL 

LSHPSFK1LLAGSGGVLDNSTSS 

ERSRATRSSICRPVVSESWTNN 

NGGDTGG\SSCDFYSPGPADGL 

SQGHSSDHTNLLLVLSSQKRHF 

PA*ALVQPHPAPSPTGTEPWPP 

AGPRTVPRPPSASSVAPSCWWV 


20106 


50474 


A 


20222 


103 


538 


PQLSLPLLS1RDRRRPSKCANLT 

LTLTVAARHGLQSLGKVGISRR 

MPPPANLPSLKAENKGNDPNV 

N 1 VPKDGTG WASKQEQH EEEK 

TPEVPPAQPKPGVAAPPEVAPA 

PKSWASNKQGGQGDGIQVK*Q 

FQQEFPSLQAAGDQK 


20107 


50475 


C 


20223 


1 


569 




20108 


50476 


A 


20224 


1 


1095 





2562 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US0 1/08631 



SEQII> ! 

NO: 


5EQ ID NO: 

peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
ocation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


\mino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20109 


50477 


A 


20225 


1 


1970 


MWKGFT1LDSFKNISDSWEDVR 

ISTLTGVWKKLIVTLMDDLEEF 

KTSVEE1TLTQRXLFFVMESPV 

GPISPPQPPSVSAWNKPLTSFGS 

APSSEGAKMGQESGLEIGTDTIQ 

FGAPASNGNENEVVPVLSEKSA 

DKIPEPKEQRQKQPRAGPIKAQ 

KLPDLSPVDNKAEHKPGPIGKER 

SLKNRKVKDAQQVEPEGQEKP 

SPATVRSTDPVTTKE TKAVSEM 

STEIGTM1SVSSAEYGTNAKESV 

TD YTTPSSSLPNTV ATNNTKM E 

DTLVNNMESARKAWENSPNVR 

EKGSPVTSTAPPIATGVSSSASG 

PSTAMYNSFSSASMPQIPVASVT 

PTASLSGAGTYTTSSLSTKSTTT 

SDPPN1CKVKPQQLQTSSLPSAS 

HFSQLSCMPSL1AQQQQNPQVY 

VSQSAA/ATLTTACLS* WSTAQI 

PAFYMDTSHLFNTQHARLAPPS 

LAQQQGFQPGLSXRSQPAFMQS 

SLSQPSVVLSGTAIHNFPTVQH 

QELAKAQSGLAFQQTSNTQPIP! 

LYEHQLGQASGLGGSQL1DTHL 

LQ VTVPLPASQLSLPN FG STGQ 

PLIALPQTLQPPLQHTTPQAQA 

QSLSRPAQVSQPFRGLIPAGTQ 

HSMIATTGKMSEMELKAFGSGI 

DIKPGTPPIAGRSTTPTSSPXSGL 

LLQVRTASPAK 


20110 


50478 


A 


20226 


260 


8485 


V STEM SE KSGQ STKAKDG KKY 

ATLSVLFNTSKGKS LETQKTTV A 

ARHGLQSLGKVGISR\RMPPPC* 

PPKFLKPE*QRANDPNVNIVPK 

DGTGWASKQEQHEEEKATPEVP 

PAXQPKPGVAAPPEVAPAPKSW 

ASNKQGGQGDGIQVNSQFQQE 

FPSLQAAVDQEKKVEKETNDDN 

YGP*PSLRPPNVACWRDGGKA 

AGSPSSSDQDEKLPGQDESTAG 

TSEQNDILKVVEKR1ACGPPQA 

KLNGQQAALASQYR 


20111 


50479 


A 


20227 


330 


485 


RQGDRVSLCCLGRS*TPGLKL* F 
SHLDLLNCWDYRCETVHLAE1 
AQVSEKQI 


20112 


50480 


C 


20228 


1189 


1413 





BNSDOCID: <WO 0175067A3_!A> 



2563 



WO 01/075067 



PC T/U SO .1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


201 13 


50481 


A 


20229 


1 


407 


MPFSLADCDSQHCLLFAVVDL 

GTAKATSCMSDTFDFYSSSGNS 

ANLKEGGKSPPAGPGKGPRGA 

QKRKYSGPWNRKESCKKHEGV 

KGAEGRGGTVASVRES/REPRF 

KMAAFSMHPC*RLSRHRGHLA 

QRCFCFCR 


20M4 


50482 


A 


20230 


1 


408 


HMDLAQPSQPVDELELSVLERQ 

PEENTPLNGADEVFPSLDEEVPP 

AEANKESPWSSCNKNVVGRCK 

LWMIITSIFLGV1TVHIGLCLAA 

VTYVDEDENEILELSSNKTFFIM 

LKIPEECVAEEELPHLLTERL* *S 

L**HLGKWR**SST/GLHLPTTF 

LLQELQGLSLLASAGGTSSSKE 

GKTSSAPLRGVFSSGCRSSTESS 

SSSTGCEGWARSM 


201 15 


50483 


C 


20231 


144 


383 




20116 


50484 


A 


20232 


1 


530 


AKDSESRRMLRGYNPQQMSEG 

HRQKSEFYNRTASESNVYLNSF 

HYPDHSYKDQAFDTLSLDSSDS 

METSISACSPDNIS\SASTSNIARI 

EEMERLLKQAHAEKTRLLESRE 

REMEAKKRALEEEKRRREILEK 

RLQEETSQ RQKL 1 EKE V K I R ERQ 

RAQARPLTRYLPVRKEDFDL 


20117 


50485 


B 


20233 


10 


543 




20118 


50486 


A 


20234 


370 


556 




20119 


50487 


A 


20235 


3 


3160 


TELQQLGQKTADGSPGLKRALI 

FALNFHSSPPGKDMAAVQRTL 

MALGSVAVTKDDGCYRGEPS 

WFHRKAQQNRRGFSEEQLRQG 

QNVIGLQMGSNKGASQAGMTG 

LSDPTPWTAHLGMYVQGNAKF 

VSPVRRJVVHEYYNSQTFDYDI 

ALLQLSIAWPETLKQLIQPICIPP 

TGQRVRSGEKCWVTGWGRRH 

EADNKGSLVLQQAEVEL1DQTL 

CVSTYGIITSRMLCAGIMSGKR 

DACKKRKLGTERPGTQAAP 


20120 


50488 


A 


20236 


231 


873 


KKFRALGSVGPGFRASGVQVA 

DEV\CR1F\YDMKVR\KCS\TPEE 

DQDKERSAVIF\CLSADKKC1IV 

E\EG\KEILVGDVGWNP*TDPF\R 

HFVGVMLP* KXIVRYAFVM DG K 

LLETKGFQKRKSLMFFFV/WAP 

EL\APLKJC*K*SYCKLQGMAFK 

KN FQG 1 KH ECQ A\NG PEDLN RAN 

ClAEKUGGSLIVAFEGCPCVDH 

HSVPQIEKLPMFNCYPLAJ 



2564 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20121 


50489 


A 


20237 


915 


1255 


GHGQKPAGKKKKILAVRSGSEP 
a nn fo n y/r h n t a ^/pt <s pr. n 

DDSPGALWEQSPGPL*AWPGA 
VSEEPMVCAEPVQEQSGPQLPP 
PRHSRSPSGDSGQPGVPAERRRI 
MftMADA 

J vi VJ 1 VI r\ LJr\ 


20122 


50490 


A 


20238 


3 


227 


LLMDTF/FQ1VIYL/GETIAQWR 
KAGYQDMPEYENFKHLLQAPL 
DDAQEILQARFPMPVKLRIQPG 
NATVSDCVQNV 


20123 


50491 


A 


20239 


1 


642 


RR DTI A RN WAN V Q SQ V RH I EQ 

AFDQEAAA\VLMARLG\VFEPK 

SKEGPDVLRWLDRQLIRLCQKF 

GQYTKEDPTSFRLSDSFSLYPQS 

MFHLRRSPFLQVFNMSPDESSY 

YSFHHPPFPVT I H's^RFPMPRVI 

NTEHGGSQARFLLSKVNPSQTH 

NNLYAWGQETGAP1LTDDVSL 

QVFMDHLKKLAVSSAC 


20124 


50492 


B 


20240 


20 


277 




20125 


50493 


A ; 


20241 


1 


3030 





2565 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/0863.1 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20126 


50494 


A 


20242 


1 


2677 


MAEVKVKVQPPDADPVEIENRI 

IELCHQFPHGITDQVIQNEMPHI 

EAQQRAVAINRLLSMGQLDLL 

RSNTGLLYRIKDSQNAGKMKG 

SDNQEKLVYQIIEDAGNKG1WS 

RDIRYKSNLPLTE1NKILKNLES 

KKLI KA VKS V ALG I PAGCS VCP 

KCGASNHLSARFCGSCGICVKS 

LVKLSLDRSLALAAEEPRPFSES 

LNIPLPRSDVGTKRDIGTQTVGL 

FYPSGKLLAKKEQELASQKQR 

QEKMSDHKPLLTA1SPGRENIG 

ENLQVIGLVKNFLSNIPQAPAT 

QAKMGKWDPRQRGAQSPLIFL 

YVVDTCLEEDDLQALKESLQM 

SLSLLPP\DALVGLITFGRMVQV 

HELSCEG1SKSYVFRGTKDLTA 

KQIQDMLGLTKPAMPMQQAFvP 

\AQPQEHPFASSFIFLQP\VHKID 

MNLTDLLGELQRDPWPVTQGK 

RPLRSTGVALSI\AVGLLEGTFP 

NTGVA RIM LFTGG PPTQGPG M V 

VGDELKIPI\RSWHDI\EKDNARF 

\M KKATKH Y EML AN RTAANG H 

C1DIYACALDQTGLLEMKCCAN 

LTGGYMVMGDSFNTSLFKQTF 

QRIFTKDFNGDFRMAFGATLDV 

FCRVQ VGERG RE AKN K L WTVH 

AHSSWRALNTGLRSFDFIPGTV 

REPVKILGRRLTSDLQIRNSPLE 

AAVQGGVSKTVSTVSLAHAMR 

AHPHLLMEDLRILV1DLDPQSS 


20127 


50495 


B 


20243 


453 


3318 




20128 


50496 


A 


20244 


2 


1367 





2566 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20129 


50497 


A 


20245 


1 


1459 


M LEG KYGPPPG S FQTRRT A LA R 

SHTNTSPSTSPAANRLNALGIGE 

RDASPSWLGETQDQVKRQPGL 

SGSRKIPRCAMTYGSLGQQAA 

QAAGVHAPNVFVASLLCQFLQ 

FVYRNSMGWTGGADFSYSCQE 

GETKELWSSGHHLKACRAVAF 

SEDGQSEYWGRQPAMWWKGA 

VSSTMTLGTFSPELITVSKDKA1 

HVLDVEQGQLERRVSKAHGAP 

IN SLLL VDENVLATGDDTGG 1C 

LWDQRKEGPLMDMRQHEEY1A 

DMALDPAKKLLLTA\TYCSTLY 

SGDGCLGIFNIKRRRFELLSEPQ 

SGDLTSVTLMKVQLVMWGKK 

VACGSSEGTIYLFNWNGFGATS 

DRFALRAES1DCMVPVTESLLC 

TGSTDGVIRAVNILPNRVVGSV 

GQHIGEPVEELALSHCGRFLAS 

SG HDQRLKFWDM AQL ASCGG 

G* LPSAQKKGRTTAGSEQQDLE 

HR*LLRRTEARGRSLHGSQfCKR 

RRLGMTVTEGMN 


20130 


50498 


A 


20246 


221 


847 


RHIFSFFSGHVLAVSLGKFIFEST 

LFPSERAARRRRRPVQQWPRFK 

ARDLRGKKKEELLKQLD\DLKV 

EAV/SQLRVAKVTGR\AASKLS 

KIR\VVRKSIARVLTVI\NQTQKE 

NL RKF Y KG KK Y KPL\DL R\P* G R 

HRAMRPPASNQARRENLEGPK 

EAGSGKGAAFTRCGK*RGSRA 

LRGRLCQ*KHKENLKTKKQQR 

KERLYPLRKYAVKA 


20131 


50499 


A 


20247 


1 


415 


FFFFFECG*SFTNSFSVTIHRR1H 

NGEKSYECSDCGKSFNVLSSVK 

KHMRTHTGKKPYECNYCGKSF 

TSNSYLSVHTRMKN/TANVNS1 

TVGKAFIDLSCLR*HEQTLTRC 

MNHLLLCNKLPPKILWLQTKTL 

VISKFL 



2567 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 1 
deletion, \=possible nucleotide insertion) 


20132 


50500 


A 


20248 


196 


1768 


RRSVLLPGCPVAVGVTGWRLSS 

CPQLPLCLPCSQPLSEKDTQRA 

ESWLMSS*KAG/YKGLVTFEDV 

AVEFTQEEWALLDPAQRTLYR 

DVMLENCRNLASLGNQVDKPR 

LISQLEQEDKVMTEERGILSGTC 

PDVENPFKAKGLTPKLHVFRXE 

QSRNMKMERNHLGATLNECN 

QCFKVFSTKSSLTRFiRKYSILGE 

RPYGCSECGKSYSSRSYLAVHK 

RIFTNGVKPYECNNCGKTFSSRS 

YLTVHKRJHNGEKPYDCSYCG 

KTFSNS*YLRPHLRIHTGEKPYK 

CNQCFREFRNQSIFTRHKRVHT 

GEGHYVCNQCGKAFGTRSSLSS 

HYSIHTGEYPYECHDCGRTFRR 

RSN LTQH 1 RTHTG EKPYTCN EC 

GKSFTNSFCLTIHRRIHNGEKSY 

ECSDCGKSFNVLSSVKKHMRT 

HTGKKPYECNYCGKSFTIGQGD 

GFEIVLPPPQLQQLIKAFFLGNT 

HCLSDRLSVQCIHYSIRYLHLN1 

HYLHYSIHYLHYSICYLHYSIM 

DPPQQSPHPLQHPLQNPLQ 


20133 


50501 


A 


20249 


2 


408 




20134 


50502 


A 


20250 




280 




20135 


50503 


A 


20251 


2 


469 


RG1REGEEFDVDLAGMEVAVG 

GWGRGLWLHRHQAGIRGQSLG 

WRCRPWVGAGGVQAASERPD 

LAGSIMGPEVGALRRASPV1V1Q 

SQAGAFLSSNTTCQQFRDPGFR 

GRYPASPHTLSLPPETAHL*LLL 

CLPAAGVLPHTWPLLDRQGWH 

RGHAR 



2568 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20136 


50504 


A 


20252 


1 


1762 


FRMAAPLVLVLVVAVTVRAAL 

FRSSLAEFISERVEVVSPLSSWK 

RVVEGLSLLDLGVSPYSGAVFH 

ETPLII YLFHFLID Y AEL VFM ITD 

ALTAIALYFAJQDFNKVVFKKQ 

KLLLELDQYAPDVAELIRTPME 

MRY1PLKAALFYLLNPYTILSCV 

AKSTCAINNTL1AFFILTTIKGKA 

LKGEYKGSAFLSAIFLALATYQ 

SLYPLTLFVPGLLYLLQRQYIPV 

KMKSKAFWIFSWEYAMMYVG 

SLVVIICLSFFLLSSWDFIPAVYG 

F1LSVPDLTPNIG\LFWYFFAEM 

FEH FSLFFVC VFQIN VFF YTIPL A 

IKLKEHPIFFMFIQIAVIAIFKSYP 

TVGDVALYMAFFPVWNHLYRF 

LRNIFVLTCIIIVCSLLFPVLWHL 

WIYAGSANSNFF*GITLTFNVG 

QLPHELFIMVPEGGGPGALMA 

AIERNVDRAVPGGSAERDPIER 

STLHILLISDYFYAFLRREYYLT 

ur.i vi TPnr.iAPPAMi \/i ncoD 
nuL I Li rv^ulAr c./\IVlL VJLV^olvr 

UWnKAoW 1 Ll\ULVUrcAurK.L 

oor cLrAu cLLUlvKuoorK V I bo 

LV rrLKJJr WL 1 Dolw\ Y Vjfc.Jfc.LAjA 
orM nppprr.c a unr: a dc atpd d 


70 1 >7 




Ft 




1 07 

1 \JZ. 


H\JO 




201 ^8 


JvJUU 


R 


707 


700 






701 >Q 


*j\J JU / 


D 
D 


7H7^ 


J*f / 






20140 


50508 


A 


20256 


2 


430 




20141 


50509 


A 


20257 


3 


567 




20142 


50510 


B 


20258 


1 


1317 




20143 


50511 


A 


20259 


928 


2067 




20144 


50512 


A 


20260 


2 


4498 


VHELQSLSEMLKPEVLSPTVKG 

KLLTGIKSPRSYTPKPNPVTHVI 

STGIQKIWIGATVGSTEVSVAV 

TPDGYADAVRGDRFMMPAERR 

LPLSFVLDVLEGRAQHPGVLYV 

QKQCSNLPSELPQLLPDLESHV 

PWASEALVHKHHYENLYCVVS 

GEKHFLFHPPSDRPFIPYELYTP 

ATYQLTEEGTFKVVDEEAMEK 

VSVLFLGSREGEGQKPGSEEQA 

QKIWGVEAAVQRLGMLEAGIL 

PQEG RFQALAEIADI 



2569 

BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20145 


50513 


A 


20261 


3 


3137 


DTPA WHGDANRTKAALEAARS 

DYLEFPPAARELCVPLAVPYLD 

KPPTPLH FY RDWVCPN RPC 1 1 RN 

ALQHWPALQKWSLPYFRATVG 

STKVSVVWTPDGYADAVERGI 

RF/M*LPVERRLPLSFVLDVLEG 

RAQHPGVLYVQKQCSNLPSELP 

QLLPDLESHVPWASEALGKMP 

DAVNFWLGEA V* VTFLHKJDHY 

ENLYCVGSGEKHFLFHPPSDRP 

FIPYELYTPATYQLTEEGTFKVV 

DEEAMEKAEVSRTC 


20146 


50514 


A 


20262 


164 


1236 


AQSRRSRDRGQAFSNHHAAEH1 

TCTPGSGSGSRVSSGQAARRRL 

SGRAGLWAAVTNPPPHPTWLE 

VSRSAAATARAALCRRSACLLP 

RTPHLSAM1SASRAAAARL/VG 

AAASRGLRAARHQIRSNQGTV 

VGIDLGTTNSCVAVMKKNVPF 

KIVRASNGDAW/VEAHGKLYSP 

SQIGAFV/LMKMKETAD**LFLS 

SEPPQPGQRAGFLQPSCCGAYY 

LYPWLRERQSSILWSGGAAAPQ 

RKSGPLGRSDQPPPSPHVVGGF 

QKRCRHRSRSSLPSERLFAASYS 

SFIRH DKCQPSCSSPSRGAA ASR 

GLRAARHQIRSNQGTVVGIDLG 

TTNSCVAVMKICNVPFKIVRAS 

NGDAWVRLMGNCILRVRLEHL 

CDEDERDCRL1VALPEGMEEPE 

FDYQNDMGNSQDLERRRGCAA 

EPWEEGVGQSLALPLVSLCLKC 

R W Y RSPCTQGQHP ATFSGP A EG 

VISERSMLEHWHEEINQCKAYN 

EDVFSTMRTNPARISSEAMAPA 

DIIDHSSQRPDFTSGKMLADEF 

GTASN1KSRVNAFQSWEPLHLY 

NKDSNL 


20147 


50515 


A 


20263 


216 | 


728 





2570 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknt»vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


20148 


50516 


A 


20264 


1 


2519 


MAPSSRSGAGNTSTPGGCARAR 

APPGNAGVHSGTQTGAVRDTA 

FISPSSPGLFLSSEPPQPGQRAGF 

LQPSCCGAYYLYPW1.RERQSSI 

LWSGGAAAPQRKSGPLGRSDQ 

PPPSPHVVGGFQKRCRHR1AQL 

FA VG AL VCC L VLLH LS A M I S A S 

RAAAARLVGAAASRGPTXAAR 

HQDSWXNGLSHEAFRLVSRRDY 

\AS\EAIKGAVVGI\DLGTTNSCV 

A VMEGNQAKAVLEN AEGA KTT 

PSVVAFTADGERLGGMPAKRQ 

AVTNPNNTFYATKRLIGRRYDD 

PEVQKDIKNVPFKIVRASNGDA 

WVEAHGKLYSPSQIGAFVLMK 

MKETAENYLGHTAKNAVITVP 

AYFNDSQRQATKDAGQISGLN 

VLRVINEPTAAALAYGLDKSED 

KVIAVYDLGGGTFD1S1LE1QKG 

VFEVKSTNGDTFLGGEDFDQAL 

LRHIVKEFKRETGVDLTKDNM 

ALQRVREAAEKAKCELSSSVQT 

DINLPYLTMDSSGPKHLNMKLT 

RAQFEG1VTDLIRRTIAPCQKA 

MQDAEVSKSDIGEVILVGGMT 

RMPK VQQTVQDLFG RAPSKA V 

NPDEAVAIGAAIQGGVLAGDV 

TDVLLLDVTPLSLGIETXHGAVF 

SKLINRKTNIPTKKSQVFSTAAD 

GQTQVE1KVCQGEREMAGDNK 

LLGQFTL1GIPPAPRGVPQIEVTF 

DIDANGIVHVSAKDKGTGREQ 


20149 


50517 


A 


20265 


1 


168 


LE RERRKRSRKEL LN F Y A WQ H 

RESKMEHLR/QLRKKFEEDKQR 

IELLRAQRKFRPY 



2571 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20150 


50518 


A 


20266 


3 


1085 


ARAGAEPQLPATPALPGGKMV 

ARSLAGLSSG*PGHPSPPISFPA1 

PIKFSEKQQASHYLYVRAHG1Q 

QGTKWREALGWP/SRMLTLGF 

P/PPCS/EESLSCLQSTCGLVQSV 

ELKFPDLPHPCTSCLAFSVPC*S 

SRTVSAGHLQGLPRLPSCFPTE 

GAPSPGLGAGSPGALLFRDLVP 

DVGRSPQPLTSLSLQGFQVAYV 

VFQKPSGVSAALAVGPKCQA* 

GSPVSLAPFSSEWISDYADSVPD 

PGWRLREVPGAHRTMGSPSLQ 

EEAKAKEEEGVPDEEGWVKVT 

RRGRRPVLPRTEAASLRVLERE 

RRKRSRK\ELL\NFYAWQHSRE/ 

SKMEHS*GKCARSFEEDKQRIR 

ACCGPKRK1PDRN 


20151 


50519 


A 


20267 


2 


334 


SLQVQPFASLISKAPLSTPRLLFN 

KEKAGQSDPFLGMIMGLGGGM 

DFDSKKA/YAELLGWKKELEDL 

VRREHASIDAQSGAGVPNPSTS 

ASPKKSPPPAKDEARTTEREKP 

Q 


20152 


50520 


A 


20268 


124 


407 


QSDPFLGMIMGLGGGMDFDSK 

KAY/RVRPRRGLGQPGMDRVR 

WERGHEGR*EEQAGASPPGNS 

DLLLHRRDVAWLGECDQGCLA 

LAELLGWKVRS 


20153 


50521 


A 


20269 


193 


458 




20154 


50522 


A 


20270 


55 


1 165 


RDRAVGDSLKGFSTAPMAEPD 

PSHPLETQAGKVQEAQDSDSDS 

EGGAAGGEADMDFLRNLFSQT 

LSLG\SQKERLLDELTLEGVA\R 

YMQSERCSQSSSCLVGAGISTS 

AGIPRLFASPSTGLLLNNLEK*P 

SFPNPEAIF*DSA1FKKH\PEPFFA 

LAKAELAYPGAVSRPT1CSUSCGL 

LERDKGGLLLR/CVKRRJEH*VT 

WER1AG\LEQEDLVEAHGTFYT 

SHCVSASCRHEYPLSWMKEKIF 

SEVTPKCEDC\QSLVKPD\IVFFG 

ESLGARFFSCYCSSDFLKVXDLL 

LWMGTSLARDVAWLGECDQGC 

LALAELLGWKKELEDLVRREH 

ASIDAQSGAGVPNPSTSASPKK 

SPPPAKDEARTTEREKPQ 



2572 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possibk nucleotide insertion) 


20155 


50523 


A 


20271 


3 


357 


FGFNGCSKRIIKLQELSDLEERE 

NEDSMVPLPKQSLKFFCALEVV 

LPSCDCRSPG1GLVEEPMDKVE 

EG PLSFLM KRKT AQKL A 1 QKA L 

SDAFQKLLIVVLG/QDCLDHP*S 

TSVSVSK 


20156 


50524 


A 


20272 


696 


1123 


IPLKMMNFLQSLKSPQLSHQLR 

L*LPQEVEPSLTQQNFPAQTP/V 

PPMEAEPSPNQQEATVQASEPP 

KNIELSSQQMVPENIFPPTMENS 

NQLPEPPTEVVAQLPPRYEVT1P 

TQGQDQAQLSTLASVTLQPLDL 

GFIITPESTTEIELSPTMQETPTQ 

PPKEFVPQPPV/LSRESSEETGPL 

P VQQETS AESPEPTKDEN PSP1Q 

* E A AFSEISSQGSS WHQT 


20157 


50525 


A 


20273 


1 


727 


G 1 P A AD R\E A SL E LI KLD1 S RTFP 

NLCIFQQGGPYHDMLHSILGAY 

TCYRPDVGYVQGMSFIAAVLIL 

NLDTADA FI AFSN LLNKPCQM A 

FFRVDHGLMLTYFAAFEVFFEE 

NLPKLFAHFKKNNLTPDIYLID 

W1FTLYSKSLPLDLACRIWDVF 

CRDGEEFLFRTALGILKLFEDIL 

TKMDFIHMAQFLTRLPEDLPAE 

ELFASIATIQMQSRNKKWAQVL 

TALQKDSREMEKGSPSLRH 


20158 


50526 


A 


20274 


3 


435 


CGGIPKMEESAEYEAARHKRE 

KRMEN INL AGS KRGKEDG KDS 

EFAAIENLPGFELLSDREKVLCS 

SLNLSPARYVTVKTI1IKDHLQK 

RQGIP/CQKPPS*LPGQSPKEKD 

FEFPHRKRLDLQG R V LKLRRFE 

SQGDAQTVCQPK 


20159 


50527 


A 


20275 


46 


513 





BNSDOCID: <WO O175067A3JA> 



2573 



WO 01/075067 PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


Met 
hod 


st*o in iNin- 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20160 


50528 


A 


20276 


3 


1084 


NQEWKRSPPITVAKATQGAYL 

N1LKDTLRAQKEQKEGKEEV1H 

KGAKLHPNGYRMAQGSETLVA 

RGGPCRSVEPSAASPQELRGW 

WEAQALKRWGLMGGVWVME 

VDPSWLGAISAIVSSSASRLLKS 

VWHIPCPHFLLLRPQLKEAQRR 

KJCQLEERCRVEES1GNAVLTW 

NNE1LPNWETMWCSRKVRDLW 

WQGIPPSVRGKVWSLAIGNELN 

1THELFDICLARAKERWRSLSTG 

GSEVENEGLCVAVCAQQGHVG 

VMGFGSDEPSAVSPCEKGKSLA 

AWVLIFVDFRVGLQKSFQKRK 

ERESTKLQQLWSWCLMLTYFA 

AFEVFFEENLPKLFAHFKKNNL 

TPDIYLID/W*FRLLVGC 


20161 


50529 


A 


20277 


60 


556 


EDSEMAPPAPGPASGGFGEVYE 

LFDVKNAFYIGSYQQCINEAQR 

VKLSSPERDVERDVFLYRAYLA 

RRDSIVAELDREMSRSVDVTNT 

TFLLMAAS1YLHDQNPDAALRA 

LHQGDSLECTAMTVQ1LLKLDR 

LDLARKELKRMQDLDEDATLT 

QLATAWVSLATGG 


20162 


50530 


A 


20278 


1 


628 


FFYKSVLAQKEVRCVLDE/ISPL 

GPPELKPVRMFADL/LPHESRR 

DSSVPELAEKMSRSVDVPTPPS 

LLMAASIYLHDQNPDAALRAL 

HQGDSLECTAMTMQDAYYIFQ 

EMADKCSPTLLLLNGQAACHM 

AQGRWEAAEGLLQEALDKDSG 

YPETLVNLIVLSQHLGKPPEVT 

NRYLSQLKDAHRSHPFIKEYQA 

KENDFDRLVLQYAPSA 


20163 


50531 


A 


20279 


1 


884 

\ 
] 

l 
I 


RKFGVVLDEIKPSSAPELQAVR\ 

M FA D YL A H ESRRDS 1 V AEL DRE 

MSRSVDVTNTTFLLMAASIYLH 

DQNPDAALRALHQGDSLAECTA 

MTVQI L LK\LDRL\DL ARKELKR 

MQDL\DEDATLTQLATAW\VSL 

VATGGEKLQDAYYIFQEMADKC 

SPTLLLLNGQAACHMAQGRWE 

AAEGLLQEALDKPPHGCSCERK 

LVSPFMVETEAQKSPVCKKVPC 

HGPPWAGRALGASSLDSGYPE 

iLVNLIVLSQHLGKPPEVTNRY 

C /"\ I v r*v A 1 1 r> o LI DPI!/ i— \ / 1 — v a t >*■ i — * -k. i 

-bQLKDAHKSHPHKEYQAKEN 
3FDRL VLQY A PSA 


20164 . 


50532 1 


3 : 


>0280 I 


512 < 


)03 




20165 ; 


50533 i 


\ : 


>0281 


8 


113 





2574 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in fJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20166 


50534 


A 


20282 


I 


1195 


MKHPNINSALQAPHPFVPGRPH 

LVAGVAPPALSNHPQARATAA 

AGKPHPRCAEAAGIGLACTAPG 

SHWX.KMGELPLDINIQEPRWD 

QSTFLGRAPVHFFTVTDPRNLLL 

SGAQLEASRNIVQNYRAGVVTP 

GITEDQLWRAKYVYDSAFHPD 

TGEKVV L1GRMSAQVPMNMTI 

TGCMLTFYRQGSKDEGHCRRG 

RSECLCSLRKTPTVVFWQWVN 

QSFNA1VNYSNRRW*HFPSLVR 

QLGTVAYVSATVTGAVATALGL 

KSLTKHLPPLVGRFVPFAAVAA 

ANCIMIPLMRQRELQVGIPVAD 

<\IHI<sWT FPF1 RAOIHPOWP^VP 

VVYYNKGL 


20167 


50535 


B 


20283 


24 


51 




20168 


50536 


C 


20284 j 


1 


1182 




20169 


50537 


B 


20285 


1 


372 




20170 


50538 


A 


20286 


1 


4610 


ELAQNHSRPAPASAPGGGGGG 

DPNMATARTFGPEREAEPAKE 

ARVVGSELVDTYTVYIIQVTDG 

SHEWTVKHRYSDFHDLHEKJLV 

AERKIDKNLLPPKKI1GKNSRSL 

VEKREKDLE V Y LQKLL A A FPG 

VTPRVLAHFLHFHF\YET*VIHA 

AM AFFT FFKfiFOI I riAnFVFAT 

GPLQLYAVTEQLQQGKPTCAS 
GDAKTDLGHILXDFTCRLKYLK 
VSGTEGPFGTSNIQEQLLPFDLS 
IFKSLHQVEISHCD 


20171 


50539 


A 


20287 


1 


4670 


MAAQRAAGATGGGGRGASAP 
GGGGGGDPNMATARTFGPERE 
AEPAKEARVVGSELVDTYTVYI 
IQVTDGSHEWTVKHRYSDFHD 
LHEKLVAERKIDKNLLPPKXIIG 
KNSRSLVEKREKDLEVYLQKLL 
A AFPG VTPR VL A H FLHFH FYEI 
TsICilTAAI AFFT FFkTfiFOI 1 fiAP. 

EVFA1GPLQLYAVTEQLQQGKP 
TC ASG DAKTDLG HI LDFTCRLK 
YLKVSGTEGPFGTSNIQEQLLPF 

LyL<olr IVoLfiiV^ V oJ oil 


20172 


50540 


A 


20288 


2 


227 


ERFRPPIARVIDVSNGKVHVAE/ 
SCLEETGGLGVDIVLDAGXLDPP 
DSHCLFLKGATLAFLNDEVWN 
LSNVQQGRYL 


20t73 


50541 


A 


20289 




487 





2575 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possibte nucleotide insertion) 


20174 


50542 


A 


20290 


2 


222 




20175 


50543 


A 


20291 


1 


296 


HLSPGKSVVLIMDGASA\F\GTIAI 

QLAHHRGAKVISTACSLEDKQC 

LERFRPPIARVIDVSNGKVHVA 

ESCLEETGGLGVDIVLDAGGYI 

FQHSSYIFT 


20176 


50544 


A 


20292 


353 


512 




20177 


50545 


A 


20293 


2 


396 


VRLYSKDDEPAVKLQLLPHKH 

D11TLLGVGGHWVTTEENLQLD 

PPDSHCLFLKGATLAFLNDEVW 

NLSNVQQGKYLS*QSFQLR1LK 

DVMEKLSTGVFRPQSDEHIPVF 

EARI\SLEIVEKNQGR*NKLHF 


20178 


50546 


B 


20294 


1 


1 182 




20179 


50547 


A 


20295 


1 


1 189 


PTRPDQWEQGAGSLTKDWKV 

AVVKVQAVGAAQRQVTMKGL 

YFQQSSTDEEITFVFQEKEDLPV 

TEDNFVKLQVKACALSQINTKL 

LAEMKMKKDLFPVGREIA\G1V 

LD VG SK VSFFQPXDDE V VG I LP\ 

LDS*KTPGL\CESLLRVHEPLLG 

FINPEKVTWXTEAAGSISGMGV 

RAYYSFLHLS/YLHLLSWGKSV 

LIMGGS/ASAFGTIAIQLAHHRG 

AKVISTACSLEDKQCLERFRPPI 

ARVIDVSNGKVHVAESCLEETG 

GLGVDIVLDAGVRLYSKDDEP 

A VKLQLLPH KHDI ITLLGWGG H 

WVTTEENLQLDPPDSHCLFVLK 

GATLAFLNDEVWNLSNVQQGK 

YLCI LKDVMEKLSTG VFRPQLD 

EPIPLYEAKVSMEAVXQKNQGR 


20180 


50548 


A 


20296 


3 


115 


FFKFSFFNGC*SIKRQSQGQALD 
RD1ICFVDICTKDC 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20181 


50549 


A 


20297 


1 


1401 


MKEEELTRQIVLVQEAGKGVV 

RTKDGACAEVWQALEELEKGL 

CAGIVRVEGMAAAPPSYCFVAF 

PPRAKDGLVVFGKNSARPRDE 

VQEVVYFSAADHEPESKVECT 

YISIDQVPRTYAIM1SRPAWLW 

GAEMGANEHGWCIANEAINTR 

EPA A EIEALLGMDLVRLXGLER 

GETAKEALDV1VSLLEEHGQGG 

NYFEDANSCHSFQSAYLIVDRD 

EAWVLET1GKYWAAEKVTEGV 

RC1CSQLSLTTKMDAEHPELRS 

YAQSQGWWTGEGEFNFSEVFS 

PVEDHLDCGAGKDSLEKQEESI 

TVQTMMNTLRDKASGVC1DSE 

FFLTTASGVSVLPQNRSSPCIHY 

FTGTPDPSRSIFKPFIFVDDVKL 

VPKTQSPCFGDDDPAKKEPRFQ 

EKPDRRHELYKA H EWARAI 1 ES 

DQEQGRKLRSTMLELEKQGL* 

AMEEILTSSEPLDPAEVGDLFY 


20182 


50550 


A 


20298 


1 


356 


QTPK1VADKDYSVTANS\KIVV 

VTAGVROOEGESRLNLVORNV 

NVFKFIIPOIVKYSPDCII1VVSNP 

l ~ ▼ 1 1\. 1 J. X £ \^ It ▼ AV M. O M. *S 111 T V <Jw 111 

VDILTYVTWFC/ARFRYLMAEK1 
GIHPSSCHGW1LGAHGDSSVAV 
WSGVNLAG 


20183 


50551 


A 


20299 


1 


322 




20184 


50552 


A 


20300 


25 


1086 




20185 


50553 


A 


20301 


1 


864 




20186 


50554 


A 


20302 


13 


190 





BNSDOCID: <WO 01 75067 A3_IA> 



2577 



PCT/USO 1/08631 



SEQ H> 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ !DNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20187 


50555 


A 


20303 


1 


1350 


MEKPKRLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARJLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

KJTVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMMDLQHGSLFLQTPKIVADK 

DYSVTANSKIVVVTAGVRQQE 

GESRLNLVQRNVNVFKF11PQ1V 

KYSPDC1I\IVVSNPRDI\LTYGT 

WKLSGLPKHRVIGSGCNLDSAR 

FRYLMAEKLGIHPSSCHGWILG 

EHGDSSVAVWSGVNVAGVSLQ 

ELN PEMGTDN DSEN WKE VH K 

MV VESA\YEV\IQ A * KG YTH\WA 

IGLSVA/EILNESMLKNLSRMHP 

VSTMVKGMYGIENEVFLSLPXCI 

\LNAGGLTSVINPVKVKDDEVAQ 

LKKS A DTL WDIXQKDLKDL 


20188 


50556 


B 


20304 


1337 


1706 




20189 


50557 


A 


20305 


178 


344 




20190 


50558 


A 


20306 


2 


297 


TKMTVNNLHPRVTEEDIV/GQP 

MKCNLHMNGNVITSDQPILLRL 

SDSPSMKKESELPRRVNSASSS 

NPPAEVDPDT1LKALFKSSGAS 

VTTQPTEFKIKL 


20191 


50559 


B 


20307 


8 


478 




20192 


50560 


C 


20308 


146 


391 




20193 


50561 


A 


20309 


3 


735 


HRQKDARFRIKGKVQDAREML 

NSRKQQTTVPQKPRQVADARE 

KISLKRSSPAAFrNPPIGTVTPAL 

KLTKTIQVPQQKAMAPLHPHPA 

GMR1NVVNNHQAKQNLYXDLD 

EDDDGIASVXPTKQMKFAASGG 

FL\HH MVAGLSSSKLSMSKALPL 

TKVVQN DA YTA PA L PSSIRTKA 

LTNMSRTLVNKEEPPKELPAAE 

PVLSPLEGTKMTVNNLHPRVTE 

EDIVELFCVCGALKRARLVHPG 

VAEVG 



2578 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20194 


50562 


A 


20310 


1 


1763 


MEIASFVGPNVNTVGNLRPAQS 

AAGDGDEVQSVHSQRQDCQAT 

GSLSNGENNEKNAFTTYQQET 

KNTTTPQSVYFLGVNKMSSQH 

REGSRGTSPPLPVLACFELAVA 

RVGPRTPEVVRRSLAAEGAGSR 

GLDCFRLARR1KMADISLDEL1R 

KRGAVAAKGRLNARPGVGGVR 

SRVGIQQGLLSQSTRTATFQQR 

FDARQKIGLSDARLKLGVKDA 

REKLLQKDARFRJKGKVQDAR 

RDV*TFRKQQTT\VPQKPRQV\A 

DVARERIQLGRGRSPAAFLNPPI 

GTGTPALKLTTTIQRMHVDPVG 

WILTTECFQVPQQKAMAPLHP 

HPAGMRINVVNNHQAKQNLY 

DLDEDDDGIASVPTKQMKFAA 

SGGFLHHMAGLSSSKLSMS\KA 

LPLTKVVQNDAYTAPALPSSIR 

TKALTN M SRTL VN KE EPPKELP 

AAEPVLSPLEGNKMTVUMNLHP 

RVTEED1V\EVFCVCGGL/RRRA 

IVLv V lOUvJ I rv V V l C/ IN. IX L/ Lx/A 1 1 

A YKkT VNTMRPI nfiOPMl^rNl \H 

A\ l IV rS. I IN IN IvV^L. L'VJ v^r 1 VI IVV^ lNLj\n 

MNGNVITSDQPILLRLSDSP\SM 
KKESELPRRVNSASSSNPPAEV 
DPDTILKALFKSSGASVTTQPTE 


20195 


50563 


A 


20311 


1 


915 




20196 


50564 


A 


20312 


3 


3238 


LDTDDDLNSDDYEYEDEAKLV1 

FPDHYEIALPNIEELPALVSECA 

RLLARCAWLCVSLKLSTLLTDD 

TGLLTVRNKEEVLARSAKVT1A 

CDAVLSSKSPYRKQDPDTWEN 

ELPVSKYANNLTQLDNGVRIPP 

SGWKCARCDLRENLWLNLTDG 

SVLCGKWFFDSSGGNGHALEH 

YRDMGXYPLAVKLGT1TPDGAD 

VYSFQEEEPWLDPHLAKHLAH 

F\GID\MLHMHGTENGLQ\D\NDI 

KLRVSEWEVIQES 



2579 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN | 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Afnkno>vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


20197 


50565 


A 


20313 


2 


2716 


AEFRG I PRRRRRQTPRSG SG S A R 

SAPVRAEAMQRRGALFGMPGG 

SGGRKMAAGDIGELLVPHMPTI 

RVPRSGDRVYKNECAFSYDSPN 

SEGGLYVCMNTFLAFGREHVE 

RHFRKTGQSVYMHLKRHAREK 

VRGASGGALPKRRNSKIFLDLD 

TDDDLNSDDYEYEDVAFLVIFP 

DHYE1ALPNIEELPALVTIACDA 

VLSSKSPYRKQDPHTWENELPV 

SKYANNLTQLDNGVR1PPSGW 

KSARCDLRENLWLN 


20198 


50566 


A 


20314 


2 


322 




20199 


50567 


A 


20315 


1285 


3331 


GAGAPRDWRLRRRGGAALCLK 

VLFDVRSFPREAAALTPHRLLQ 

FPRSSESPGDQMMAAARLLPVP 

AGPQPLSFQAKLTFEDVAVLLS 

QDEWDRLCPAQRGLYRNVMM 

ETYGNVVSLGLPGCKPDIIFHLE 

LRGISLGPVPEWG* EEPGPVE* L 

L/ENVETKGESQNTDLSPfCPLIS 

EQTVILG KTPLG Rl DQENN ETK* 

SFCLSPNSVDHREVQVLSQSMP 

LTPHQAVPSGERPYMCVECGK 

CFGRSSHLLQHQRIHTGEKPYV 

CSVCGKAFSQSSVLSKHRRIHT 

GEKPYERNRACISLYSE\PHLAH 

LSLIHTGEKPH*CLECPKAFTQL 

SHLIQHQRIHTGERPYVCPLCG 

KAFNHSTVLRSHQRVHTGEKP 

HRCNECGKTFSVKRTLLQHQR1 

VHTREKPYTCSECG KAFNDRS V 

LIQHHNVHTREKPYECSECGKT 

FSHRSTLMNHERIHTEEKPYAC 

YECGKAFVQHSHLIQHQRVHT 

GEKPYVCGECGHAFSARRSLIQ 

HERJHTGEKPFQCTECGKAFSL 

KATLl V H LRTHTG EKP Y ECN SC 

GKAFSVRTQLLIQHQRIHTGEKP 

Y ECG ECGGA FNQHG H LIQHQK 

SAQKSCDPWLTQE/CPFSQKLH 

VEPTSSLQPKRSLC*LYRKLFFG 

DSVSQNMSRKKHLACCSCGKTS 

ETTCFIFLNHLEV/HVGE*SYNC 


20200 


50568 


A 


20316 


1 


319 




20201 


50569 


A 


20317 


1 


2433 




20202 


50570 


A 


20318 


2 


293 


GELAGTQCTRGACPHSP*PLHR 

Q/HTTVTHITAFDPDSTGQQVW 

QDLLQDGQLDSPTGDGGSDWE 

MVGREVVPVLGPGVGGLVISRP 

CFHVRDPYPWG 



2580 



BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20203 


50571 


A 


20319 


1 


537 


GGGTITRG WRGQFC RWQLN PG 

MYQHRTVIADQMRTLRSREV** 

HAQGHKFTVCLRREGQTVYQQ 

VLSLERPSVLRSWNWGLCGYF 

AFYHALYPRAWTVYQLPGQNV 

TLTCRQITP1LPHDYQVRPPHLY 

LPLPSLPQDLPLLETAWPARRG 

SHACNPNTLGGKAGGSRDQEIE 

TILANT 


20204 


50572 


c 


20320 


3 


170 




20205 


50573 


A 


20321 


278 


1018 


RVGVSRRPEVRNWATRDCRAQ 

ERMTHCLLHGMGRAGAASLTP 

KPMSLISAYCGGLWLAAVAVM 

VQMAALCEGTGQSRISFLLSSA 

GAKKPMRDCCGMVSSGSLSSL 

KAAERTPGALFFSSSTPGRYYN 

YDSSSRPQSRSVMSDQVCWTV 

GVPEGLWP*EKGDTEVREEEEQ 

PERKMGFPWRWEVFPTQHVVR 

ALQTIFELNVQAFAGGAMGAV 

NGMQPHGVPDKSSVQSDEVW 

VGVVYGLAATMIQE 


20206 


50574 


A 


20322 


3 


627 





BNSDOCID: <WO 0175O67A3_IA> 



2581 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20207 


50575 


A 


20323 


270 


2945 


NTSSFKLSPTTGPPGRYLTTTGA 

RIWNRLARYLVSEGSGLGAIEV 

MGTQDPGNMGTGVPASEQISC 

AKEDPQVYCPEETGGTKDVQV 

TDCKSPEDSRPPKETDCCNPED 

SGQLMVSYEGKAMGYQVPPFG 

WR1CLAHEFTEKRKPFQANNVS 

LSYMIKHIGMGLRYLQWRDRK 

THVEKKTPFIDMNKSVPPIQSYF 

WPLGGLRGGTSTRGWRGQFCR 

WQLN PG M YQHRTVI ADQFTVC 

LR\REGQTVYQQVLSL\ERPSVL 

RSWNWGLCGYFAFYHALYPRA 

WTVYQLPGQNVTLTCRQITPIL 

PHDYQDSSLPVGVFVWDVENE 

GDEALDVSIMFSMRN/GTGWW 

RRCPRGFVGMSPSVWSVGVQT 

VRGLLLHSSNPSKPLHDGLWLA 

RSSRAATTVNPH/CTAFDPGXRT 

GAAWWQDLLQDGQLDSPTGQ 

RTPTQKGVGIAGAVCVSSKLRP 

RGQCRLEFSLAWDM PRJMFGA 

KGQVHYRRYTRVFGAGXGDAP 

PALSHYALCRYAEWEERISAW 

QSPWLDDRSLPAWYKSALFNE 

LYFLADGGTVWLEVLEDSLPEE 

\RA ETS VTS A PTLRD YRRFG * LE 

GQEY\RMYNTYDVHFYASFALI 

MLWPKLELSLQYDMALATLRE 

DLTRRRYLMSGVMGTCEKEGT 

FIPHDIGGPRWMEPWASAFNAY 

\LIHDTADW\KDLNLKFVACRFI 


20208 


50576 


C 


20324 


123 


359 




20209 


50577 


A 


20325 


1 


259 


KPVGEKDTWSGMRTTGQLRPA 
HGVRLKANKDSLYKPILRQKK 
HFNSLHIPKALQKALPFKNKPK 
TQAKAGKVPKDRRR*TVSNITV 


20210 


50578 


A 


20326 


297 


585 




20211 


50579 


A 


20327 


182 


374 


PDFRJAAT*VVLDLDKSIKIVKK 
LKLTGFPYKIFKNTSFIKACISIY 
SHIYKSPYCLRKGMKYL 



2582 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20212 


50580 


A 


20328 


1 


1267 


MAANR1CDFIHRRCGPELSQSEA 

VPQGLCRAERSSALAMLSGSVP 

RRTQLRPCKGTQRRCRRGGEA 

DSGGEAVGGGAAERRSAAARR 

RGGRRRGGGEAVGGGAAERRS 

AAARRRRGGRRRRGGGEAGGG 

GAAEARRAAAARRAAAARRA 

AAARRAAAARRAAAARRJAES 

GGEAHSRGEAHSGGEAHSGGA 

GAERRRPRLHSPALKTHPGQSS 

EGHVEYKLNHVEFEDQDDEAR 

VQYEGFRPGMYVRVEIENVPCE 

FVQNFDPLYPIILGGLGNSEGNV 

GHVQMRLKKHLWYKKILKSQ 

DPIIFS VG WRRFQTILL Y YIEDH 

DIVFMRTVWYLVSI PAFYNPVTS 
LLKPVGEKDTWSGMWTTGQL 
RLAHGVRLKTTKDSLYKNIHMI 
V ETDTYSDH EEINTS 


20213 


50581 


A 


20329 


66 


1414 


KEELYGDFEDLETGDVHKGKS 

GPDTQNEDV EKAKEEIDPDEEES 

AKKKHLDKKRKLKEMFDVEY 

DEGESTYFDDLKGEMQKQAQV 

N/RHTRFPPRAPRHVQLNHAEF 

EDQDDEARVQYEGFRPGMYVC 

VEIEN VPCEF V*M LDPRYPI 1 LG 

GLGNSEGNVGYVQVGPFAAYL 

VPEALWISPPSIILPSHPPQMRLK 

KHRWYKK1LKSRDPI1FSVGWR 

RFQTIPLCYIEDHNGRQRLLKY 

TPQHVHRGAAFRSSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSR 

IAATG VVLDLD KSI K V VKKLKL 

TGFPY K I FKNTS F I KGMFNS A LE 

VAKFEDAVIRTVSGIRGQIKRA 

L*APEGAFQDSLEDKLRMSDIV 

FMRTWYPVSIPAFYNPVTSLLK 

PVGEKDTWSGMWTTGQLRLA 

HGVRLKTNKDSLYKVLVVCVL 

VEMKPVLYRQ 



2583 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ "> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon f»r last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn > 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


20214 


50582 


A 


20330 


4210 


5099 


AKDQKKHRFCKNSGPKAAKKK 

KRLLQDLQLGDXEEDAWKRNP 

KAFVAFQSAVWMARSFHRTQD 

LKTKKHHIPVVDXRTPLEPPPIW 

VVVMGPPKVGKSTLI*CLI\RNF 

TRQKLTE1\RGPVTIVSGKKLRL\ 

TIIDCGCDINMMIDLGVEVADLV 

LMLIDASFGFEMETFEFLNICQV 

HGFPKIMGVLTHLDSFKrFNKQL 

KKTKKRLKHRF WTE V YPG A K L 

FYLSGMVHGEYQNQEIHNLGH 

FITVMKFRPLTW 


20215 


50583 


A 


20331 


56 


467 




20216 


50584 


A 


20332 


282 


452 




20217 


50585 


A 


20333 


1 


1356 




20218 


50586 


A 


20334 


80 


1096 


GLGVRVLRCPGVYRGPCTRAA 

YLGWLWTTLSPYCCLRSADMN 

P1VLVHGGGAGP1SKDRKERVH 

HGMVRATTVGYGILREGGSAV 

DAVQGAVVALEDDPEFNAGCG 

SVLNTNGEVEMDAS1MDGKDL 

SAGAVSAVQCIANPIKLARLVM 

ENFPHCFLTDQGAAHFAGAMG 

VPEIPGKKLVTERNKKRLEKEK 

HEKGAHKTDCQKNLGTVGAV 

ALDCKGN VA YATSTGG I VN KM 

VGRVGDSPSLGAGGYADHDF* 

AVSTTGHGE\SFLKV7slLARLTLF 

HIEQGKTLEEAADPIG/CG*MKS 

RVKGLGGLIVVSKTGDWVAK 

WTSTSMP WA A A K DGKLPL RN 


20219 


50587 


A 


20335 


1 


1416 




20220 


50588 


A 


20336 


3 


277 





2584 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20221 


50589 


A 


20337 


235 


281 1 


VKMEAPLRPAAD1LRRNPQQD 

YELVQRVGSGTYGDVYKARNV 

HTGELAAVK1IKLEPGDDFSLIQ 

QEIFMVKECKHCNIVAYFGSYL 

SREKLWICMEYCGGGSLQDIYH 

VTGPLSELQIAYVCRETLQGLA 

YLHTKGKMHRD1KGANILLTD 

HGDVKLADFGVAAKITATIAKR 

KSFIGTPYWMAPEVAAVEKNG 

GYNQLCDIWAVGITAIELGELQ 

PPMFDLHPMRALFLMSKSNFQP 

PKLKDKTKWSSTFHNFVK1ALT 

KNPKKRPTCLKDF*HHTF\VAQ 

PGLSRA L A VELLDK VNNPDN H 

AHYTEADDDDFEPHAIIRHTIRS 

TNRNARAERTASEINFDKLQFE 

PPLRKETEARDEMGLSSDPNFM 

LQWNPFV*WWQITGKSTSKR\A 

IPPPLPPKPRI SS YPEDN FPDEEK 

ASTIKHCPDSESRAPQILRRQSS 

PSCGP V AETSS1GNGDG I S KLMS 

ENTEGSAQAPQLPRKNDKRDFP 

KPArNGLPPTPKVLMGACFSKV 

FDGCPLK1NCATSW1HPDTKDQ 

YIIFGTEDGIYTLNLNELHEATM 

EQLFPRKCTWLYV1NMTLMSLS 

EGKTFQLYSHNLIALFEHAKKP 

flf flPPIFOTHRFPHRII PRkTFAl 
ULUV/iiry i n rv_r i vj ivi L,r rvrvi r\ 

i i mil/ i i\.\jv»ni\\v^i v rviN i i i vj 

HKYLCGALQSGIVLLQWYEPM 
QKFML1KHFDFPLPSPLNVFEM 
LVIPEQEYPMVCVAISKGTESN 


20222 


50590 


C 


20338 


365 


389 




20223 


5059 J 


A 


20339 


1 


350 


FDVTELCGQWLSRGGEIEGFRL 
c a upcpt^co n\?Ti r\\iT\YK\r^ n — r 

noonni a ht i ij a /tm ddci i t \a a 
OKJvLjLJJLA 1 IHOINftlNKrrLL.LlVI A 

VRSCKCS 


20224 


50592 


A 


20340 


1 


708 




20225 


50593 


B 


20341 


229 


1249 




20226 


50594 


B 


20342 


49 


375 




90797 




A 


ZXJjHj 




ins. 


r.ADAUAD\/i \/nccni updudi 
UAKAnArVLV^ctULnurrlrL 

nnEDI /DC\/DCrDCCDDACD/D\/r 

KrcKL/roVrbuKoorrAolvrVu 
ivju/ v^/jl> rvr or JL/rv.v^v^v^ v ovj ivi c 

WC/PWSGRSPGLSPTVGPRGGC 
HPTST 


20228 


50596 


B 


20344 


8 


1990 




20229 


50597 


A ! 


20345 


1 


1512 





2585 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possi ble nucleotide insertion) 


20230 


50598 


A 


20346 


1 


1663 


SGRDRRGRAWRKRNREPPTRG 

RSPDPQGPSARPLPSLG AR1 SA A 

DRLSGLAARLIGNSRPVAGANA 

GVGPDLSHAGLVPTCARRLRR 

KNGLGRRRRRPPPSPPRPSLESS 

SRLTTLGTSQPLKFNFFPCDLRI 

FQTFNC\WG I\PVL*AKHRYADR 

MRRFGRPF*TQESFDLALLEEV 

WSEHDFQYLRQKLSPTYPAAH 

HFRSGIIGSGLCVFSKHPIQELT 

QHIYTLNGYPYM1HHGDWFSG 

KAVGLLVLHLNGMELNAYVTH 

LHAEYNRQKDIYLTHLVGXQA 

WELAQFIHHTSKKADVVLLCG 

DLNMHPEDLGCCLLKEWTGLH 

DAYLETRDFKGSEEGNTMVPK 

NCYVSQQELKPFPFGVRIDYVL 

YKAVSGFYISCKSFETTTGFDPH 

SGTPLSDHEALMATLFVRHSPP 

QQNPSSTHGPVAERSPL/MCVCL 

KEALDGSLGLGMA\QARWWA\ 

TFA\SYVIGLGL\LLLALLCVLA 

AGGGAGEAAILLWTPSVGLVL 

WAGAFYLFHVQEVNGLYRAQ 

AELQHVLGRAREAQDLGPEPQ 

LYALLALGQQEGDRTKEQ 


20231 


50599 


A 


20347 


175 


544 


RLRCQKGIPPSLRGRAWQYLSG 

GKVKLQQNPGKFDQVLDMSPG 

DPTWLDVIERDLHRQFPXFHEM 

FVS/RGGH/GQQDLFRVLDAYT 

LYRPEGSYCKTQAPIAAVLLMH 

MPVAEQAFWCLVQICEKYL 


20232 


50600 


A 


20348 


1 


434 


CAAGIRHELRRRARLGWRTAT 

ERMGRACPRPGKACREPGRA* 

ARALTPQPPTNSALSGLTRRPT 

ASPSXPHRQVRLDRGLAGRQGR 

AGGSTPGGAEAEGVQVAGHAQ 

AMVVAAARDACPPQHVPPKDS 

A PKDS APQDLA PQVSAH 


20233 


50601 


A 


20349 


3 


510 
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SEQ ID 

NO: ( 


SEQ ID NO: I 
if peptide 1 
equence 


Viet I 
lod i 
< 


>EQ ID NO: I 
n USSN 
)9/540,217 


Nucleotide I 
ocation of first < 
;odon for peptide < 
sequence 


Nucleotide location of last t 
;odon for last amino acid 1 
>f peptide sequence < 


Vmino acid sequence ( X— Unknown, 
k =Stop codon, /=possible nucleotide 
Jeletion, \=possible nucleotide insertion) 


20234 


50602 




20350 


1 


1669 


MAKSNGENGPRAPAAGESLSG 

TRESLAQGPDAATTDELSSLGS 

DSEANGFAERRJDKFGF1VGSQ 

GAEGASILGQTVPSPHGRVGEG 

PP1RSYTASSTGTGNRLEEVPLE 

VLRQRESKWLDMLKNWDKW 

MAKKHKKIRLRCQKGIPPSLRG 

RAWQYLSGGKVKLQQNPGKF 

DELDMSPGDPKWLDVIERDLH 

RQFPFHEMFVSRGGHGQQDLF 

RVLKAYTLYRPEEGYCQAQAPI 

AAVLLMHMPAEQAFWCLVQI 




JvUvJ 


A I 


20351 


] 


243 




20236 


50604 


A 


20352 


70 


382 




20237 


50605 


A 


20353 


2 


322 




20238 


50606 


A 


20354 


86 


215 




20239 


50607 


B 


20355 


1 


735 




20240 


50608 


A 


20356 


92 : 


1104 


M SSPQAPEDGQG CG DRG A\PPG 

DLRSVLVTTVLNLEPLDEDLFR 

GRHYWVPAKRLFGGQMVGQA 

M\VAAATSV\SEDVHV\HS\LHC 

YF/VFRAGDP/KSLPVLYQVERT 

RTGVEA\FRLRSVKGP*NMGKP1 

F\1CQ\ASFQQA\QPSP\MQHQFS 

MP/TLLPTTEELV*1VRTLFDQY 

LRDPNLQKRYPLALNRI\AAQE 

VPIEIKPVMPSPLRPAAEEWEPK 

QM F W\VRA RG YXIGKSTP WKM\ 

HC\C V\A A Y I S\D Y AFLGTAL AA 

LTQWPSTRCHFHGPPLD/HNPM 

W\FH APFRAD\H WMLYECESPW 

AGG\S RGLWHG RL WRQDG V LA 

VTCAQEGVIRVKPQVSESKL 


20241 


50609 


A 


20357 


3 


1106 


LRRQLQPLLPLPKSPPRSGAHL 

GSLFRSPQPSYPVRPPGSAGTPP 

PACLPPAQPCQGSPAMNLFRFL 

GDLSHLLAHLLLLKIWKSRSCA 

G I SG KSQ VLF A V V FT AR Y L\DLF 

TNYISLYNTCMNVWYIACSFTT 

V WL I YYTK F K\A T YDG\N HVDTF R 

SGSSRVV/VPQA1LGVSWSNHD 

FTPLVEi L WXTFSl YLG VSG PSLPQ 

LFHG*GKTGRGRETHSPATYLF 

CAKAFNPHALSLSNW\IWR\YHF 

\EGFFD\LIAIVAGPGPRQSSYCD 

FFVYLYYSPKFLKGERKFEFCRH 

RPRFLS1SSPRAAAGRAGGKAG 

RKMKSFSHPRGDFFKNPTSLCS 

PIPPSCPGLKGNSARIPGLWGAQ 

RLGAVCSFLAF 



2587 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


20242 


50610 j 


A 


20358 


356 


1356 


TPTTSGRTRKM WPRPGT* PP/A 

NCSANINLTHQPWFQVLEPQFR 

QFLFYRHCRYFPMLLNHPEKCR 

GDVYLLVVVKSV1TQHDRREAI 

RQTWARAAVRGWGPSAVRTLF 

LLGTASKQEERTHYQQLLAYE 

DALYGDILQWGFLDTFFNLTLK 

EIHFLKWLDIYCPHVPF1FKGDD 

DVFVNPTNLLEFLADRQPQENL 

FVGDVLQHARPIRRKDNKYYIP 

GALYGKASYPPYAGGGGFLMA 

GSLARRLHHACDTLELYPIDDV 

FLGMCLEVLGVQPTAHEGFKTF 

GISRNRNSRMMKEPCFFRAMLV 

VHKLLPPELLAMWGLVHSNLT 

CSRKLQVL 


20243 


50611 


A 


20359 


221 


1579 


CCVDEGLEPTCFERTEDIGGVW 

RFKVSEIFLGLEQVVLLFQGESQ 

LMSCFSDFPMPEDFPNFLHNSK 

LLEYFRIFAKKFDLLKYIQFQVL 

YFWGNGFLCISSAHI*IENTQSN 

GKEQSAVFDAVMVCSGHHILP 

H1PLKSFPGETRWDSQLFGVGF 

QVLYM*FEGKRILVIGMGNSGS 

DIAVELSKNAAQV*CSLLTMYL 

EGRKWGCHTGDWDSVFHTRFR 

SMLRNVLPRTAVKWTV1IEQQM 

NRWFNHENYGLEPQNK*SYFA 

FLM VYSLVSKVV* RCLKVKST 

VKELTETSAIFEDGTVEEN1DV1I 

FATGYSFSFPFLEDSLVKVENN 

MVSLYKY1FPAHLDKSTLACIG 

LIQPLGSIFPTAELQARWVTRVF 

KGLCSLPSERTMMMDIIKRNEK 

RJDLFGESQSQTLQTNYVDYLD 

ELALEIGAKPDFCSLLFKDPKLA 

V RL YFG P\CN S Y 


20244 


50612 


A 


20360 


3 


200 




20245 


50613 


A 


20361 


292 


570 




20246 


50614 


A 


20362 


2 


511 


RLRSGPLRLPGADSGSGPKAVC 

SPPFIVAPTGRGYCGDHESSFGA 

MEEPGVTPQPYLGLLLEELRRV 

SPGAMSVTWP/EGSREPPGEGSS 

RPALGSKPPWSEVPKPVLVCCP 

APAR\FEAVVRLVGRLSGFCVM 

EEDLGLWEGREKKLALMLSGLI 

EEKSKJLLEKFSLVQKE 
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SEQ ID S 

NO: < 

s 


>EQ ID NO: 
r peptide 1 
equence 


4et S 
tod i 
0 


EQ ID NO: 

n USSN 1 
9/540,217 c 

s 


Nucleotide P 
ocatton of first c 
odon for peptide t 
equence 


Nucleotide location of last £ 
odon for last amino acid * 
>f peptide sequence t 


iniino acid sequence ( X=Unkno\vn, 
=Stop codon, /-possible nucleotide 
leletion, \-possible nucleotide insertion) 


20247 ! 


50615 i 


\ : 


>0363 : 


> : 


3262 1 
1 

1 

] 


FLSDLEENFENNIFSFQVCDVVL 

M.HAPDFRRVYLPYVTNQTYQE 

RTFQSLMNSNSNFREVLEKLES 

DPVCQRLSLKSFLILPFQRITRL 

KLLLQNILKRTQPGSSEEAEAT 

KAHHALEQLIRDCNNNVQSMR 

RTEELIYLSQKIEFECKIFPLISQS 

RWLVKSGELTALEFSASPGLRR 

KLNTRPVHLHLFNDCLLLSRPR 

ESVTGVAGQGTRGEGDEERGG 

SEREREGSEKLRWISALAMPRE 

ELDLLECYTAE 


20248 


50616 


A 


20364 


2 


2339 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLI EEKSKLL 

EKFS L VQKE Y EG YE V ESS LKD A 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEKISHATEELETYRKRAKDLE 

EELERTI H S YQGQ II SHEKKA H D 

NWLAARNAERNLNDLRKENA 

HNRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMUGS 

MPSEM ESSRN DTKDDLGNLN V 

PDSSFPXAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


20249 


50617 


A 


20365 


160 


2810 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELV1CAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGLIEEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDE1LCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQ1FPMNEERLK 

IAIKDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SKVHAEQVLNDKESHIKTLTER 

LLKMKDWAAMLGEDITDDDN 

LELEMNSESENGAYXDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQIYIQLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRLEKEEKLSKVDEK 

ISHATEELETYRKRAKDLEEEL 

ERT1HSYQGQIISHEKKAHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFEL\LEEDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


20250 


50618 


A 


20366 


131 


461 





2590 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20251 


50619 


A 


20367 


1 


1761 


MARGYGATVSLVLLGLGLALA 

V1VLAVVLSRHQAPCGPQAFAH 

AAVAADSKVCSDIGRVA1LQQQ 

GSPVDAS1AALVCTSVVNPQSM 

GLGGGV1FTIYNVTTGKVEVIN 

ARETVPASHAPSLLDQCAQALP 

LGTGAQWIGVPGELRGYAEAH 

RRHGRLPWAQLFQPTIALLRGG 

HVEAPVLSRFLKNSILRPSLQAS 

TLRQLFFNGTEPLRPQDPLPWP 

A L ATTLET V ATEG V E V F YTGRL 

GQMLVEDIAKEGSQLTLQDLA 

KFQPEVVDALEVPLGDYTLYSP 

PPPAGGAILSF1LNVLRGFNFST 

ESMARPEGRVNVYHHLVETLK 

FARGQRWRLGDPRSHPKLQNA 

SRDLLGETLAQLIRQQIDGRGD 

HQLSHYSLAEAWGHGTGTSHV 

SVLGEDGSAVAATSTINNTPFGA 

M V Y\SPRTG 1 1 LNNEL LDLCERC 

PRGSGTTPSTVSGDRVGGAPGR 

CWPPVPGEPSPSSMEPSILINKA 

QGSNLVIGCAGGEL11SAVAQAI 

MSKLWLGFDLRAAIAAPILHVN 

NKGCVEYEPNFSQEVQRGLQD 

RGQNQTQRPFFLNVVQAVSQE 

GACVYAVSDLRKSGEAAGY 



<WO O175067A3_IA> 
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